
Edited by  

Ye Li, Hind Rafei, Thomas Walle, Dimitrios Laurin Wagner 

and May Daher

Published in

Frontiers in Immunology

Frontiers in Oncology

NK cell modifications to 
advance their anti-tumor 
activities

https://www.frontiersin.org/journals/immunology
https://www.frontiersin.org/research-topics/45264/nk-cell-modifications-to-advance-their-anti-tumor-activities
https://www.frontiersin.org/research-topics/45264/nk-cell-modifications-to-advance-their-anti-tumor-activities
https://www.frontiersin.org/research-topics/45264/nk-cell-modifications-to-advance-their-anti-tumor-activities
https://www.frontiersin.org/journals/oncology


September 2023

Frontiers in Immunology 1 frontiersin.org

About Frontiers

Frontiers is more than just an open access publisher of scholarly articles: it is 

a pioneering approach to the world of academia, radically improving the way 

scholarly research is managed. The grand vision of Frontiers is a world where 

all people have an equal opportunity to seek, share and generate knowledge. 

Frontiers provides immediate and permanent online open access to all its 

publications, but this alone is not enough to realize our grand goals.

Frontiers journal series

The Frontiers journal series is a multi-tier and interdisciplinary set of open-

access, online journals, promising a paradigm shift from the current review, 

selection and dissemination processes in academic publishing. All Frontiers 

journals are driven by researchers for researchers; therefore, they constitute 

a service to the scholarly community. At the same time, the Frontiers journal 

series operates on a revolutionary invention, the tiered publishing system, 

initially addressing specific communities of scholars, and gradually climbing 

up to broader public understanding, thus serving the interests of the lay 

society, too.

Dedication to quality

Each Frontiers article is a landmark of the highest quality, thanks to genuinely 

collaborative interactions between authors and review editors, who include 

some of the world’s best academicians. Research must be certified by peers 

before entering a stream of knowledge that may eventually reach the public 

- and shape society; therefore, Frontiers only applies the most rigorous 

and unbiased reviews. Frontiers revolutionizes research publishing by freely 

delivering the most outstanding research, evaluated with no bias from both 

the academic and social point of view. By applying the most advanced 

information technologies, Frontiers is catapulting scholarly publishing into  

a new generation.

What are Frontiers Research Topics? 

Frontiers Research Topics are very popular trademarks of the Frontiers 

journals series: they are collections of at least ten articles, all centered  

on a particular subject. With their unique mix of varied contributions from  

Original Research to Review Articles, Frontiers Research Topics unify the 

most influential researchers, the latest key findings and historical advances  

in a hot research area.

Find out more on how to host your own Frontiers Research Topic or 

contribute to one as an author by contacting the Frontiers editorial office: 

frontiersin.org/about/contact

FRONTIERS EBOOK COPYRIGHT STATEMENT

The copyright in the text of individual 
articles in this ebook is the property 
of their respective authors or their 
respective institutions or funders.
The copyright in graphics and images 
within each article may be subject 
to copyright of other parties. In both 
cases this is subject to a license 
granted to Frontiers. 

The compilation of articles constituting 
this ebook is the property of Frontiers. 

Each article within this ebook, and the 
ebook itself, are published under the 
most recent version of the Creative 
Commons CC-BY licence. The version 
current at the date of publication of 
this ebook is CC-BY 4.0. If the CC-BY 
licence is updated, the licence granted 
by Frontiers is automatically updated 
to the new version. 

When exercising any right under  
the CC-BY licence, Frontiers must be 
attributed as the original publisher  
of the article or ebook, as applicable. 

Authors have the responsibility of 
ensuring that any graphics or other 
materials which are the property of 
others may be included in the CC-BY 
licence, but this should be checked 
before relying on the CC-BY licence 
to reproduce those materials. Any 
copyright notices relating to those 
materials must be complied with. 

Copyright and source 
acknowledgement notices may not  
be removed and must be displayed 
in any copy, derivative work or partial 
copy which includes the elements  
in question. 

All copyright, and all rights therein,  
are protected by national and 
international copyright laws. The 
above represents a summary only. 
For further information please read 
Frontiers’ Conditions for Website Use 
and Copyright Statement, and the 
applicable CC-BY licence.

ISSN 1664-8714 
ISBN 978-2-8325-3284-3 
DOI 10.3389/978-2-8325-3284-3

https://www.frontiersin.org/journals/immunology
https://www.frontiersin.org/
https://www.frontiersin.org/about/contact
https://creativecommons.org/licenses/by/4.0/
https://creativecommons.org/licenses/by/4.0/
https://creativecommons.org/licenses/by/4.0/
https://creativecommons.org/licenses/by/4.0/
https://creativecommons.org/licenses/by/4.0/
https://creativecommons.org/licenses/by/4.0/
https://creativecommons.org/licenses/by/4.0/
https://creativecommons.org/licenses/by/4.0/
https://creativecommons.org/licenses/by/4.0/


September 2023

Frontiers in Immunology 2 frontiersin.org

NK cell modifications to advance 
their anti-tumor activities

Topic editors

Ye Li — University of Texas MD Anderson Cancer Center, United States

Hind Rafei — University of Texas MD Anderson Cancer Center, United States

Thomas Walle — German Cancer Research Center (DKFZ), Germany

Dimitrios Laurin Wagner — Berlin Center for Advanced Therapies (BeCAT), 

Charité - Universitätsmedizin Berlin, Germany

May Daher — University of Texas MD Anderson Cancer Center, United States

Citation

Li, Y., Rafei, H., Walle, T., Wagner, D. L., Daher, M., eds. (2023). NK cell modifications 

to advance their anti-tumor activities. Lausanne: Frontiers Media SA. 

doi: 10.3389/978-2-8325-3284-3

Topic Editors are affiliated with the following companies: MD Anderson, 

ASCO, SFL foundation, DKMS, Andrew Sabin foundation, CPRIT, Roche, 

AstraZeneca, Bayer, Innate Pharma, Illumina, 10x Genomics, CanVirex AG, 

IKF Klinische Krebsforschung and Treg therapeutics.

https://www.frontiersin.org/journals/immunology
https://www.frontiersin.org/
http://doi.org/10.3389/978-2-8325-3284-3


September 2023

Frontiers in Immunology 3 frontiersin.org

05 Natural Killer Cells and Regulatory T Cells Cross Talk in 
Hepatocellular Carcinoma: Exploring Therapeutic Options for 
the Next Decade
Amber G. Bozward, Frazer Warricker, Ye H. Oo and Salim I. Khakoo

22 Current Perspectives on “Off-The-Shelf” Allogeneic NK and 
CAR-NK Cell Therapies
Erica L. Heipertz, Evan R. Zynda, Tor Espen Stav-Noraas, 
Andrew D. Hungler, Shayne E. Boucher, Navjot Kaur and 
Mohan C. Vemuri

43 CAR-NK Cells: From Natural Basis to Design for Kill
Muhammad Babar Khawar and Haibo Sun

65 Natural Killer Cells in the Malignant Niche of Multiple 
Myeloma
Ondrej Venglar, Julio Rodriguez Bago, Benjamin Motais, 
Roman Hajek and Tomas Jelinek

87 Burgeoning Exploration of the Role of Natural Killer Cells in 
Anti-PD-1/PD-L1 Therapy
Rilan Bai and Jiuwei Cui

98 Targeting Stress Sensor Kinases in Hepatocellular 
Carcinoma-Infiltrating Human NK Cells as a Novel 
Immunotherapeutic Strategy for Liver Cancer
Alessandra Zecca, Valeria Barili, Andrea Olivani, Elisabetta Biasini, 
Carolina Boni, Paola Fisicaro, Ilaria Montali, Camilla Tiezzi, 
Raffaele Dalla Valle, Carlo Ferrari, Elisabetta Cariani and 
Gabriele Missale

112 Identification and Validation of a Novel Signature Based on 
NK Cell Marker Genes to Predict Prognosis and 
Immunotherapy Response in Lung Adenocarcinoma by 
Integrated Analysis of Single-Cell and Bulk RNA-Sequencing
Peng Song, Wenbin Li, Lei Guo, Jianming Ying, Shugeng Gao and 
Jie He

126 Neoantigens and NK Cells: “Trick or Treat” the Cancers?
Dan Lv, Muhammad Babar Khawar, Zhengyan Liang, Yu Gao and 
Haibo Sun

136 Natural killer cells: the next wave in cancer immunotherapy
Xin Chen, Lei Jiang and Xuesong Liu

148 B7-H3-targeting Fc-optimized antibody for induction of NK 
cell reactivity against sarcoma
Ilona Hagelstein, Monika Engel, Clemens Hinterleitner, Timo Manz, 
Melanie Märklin, Gundram Jung, Helmut R. Salih and Latifa Zekri

163 New insights into iNKT cells and their roles in liver diseases
Xinyu Gu, Qingfei Chu, Xiao Ma, Jing Wang, Chao Chen, Jun Guan, 
Yanli Ren, Shanshan Wu and Haihong Zhu

Table of
contents

https://www.frontiersin.org/journals/immunology
https://www.frontiersin.org/


September 2023

Frontiers in Immunology 4 frontiersin.org

180 Overcoming the challenges in translational development of 
natural killer cell therapeutics: An opinion paper
Hong Qin, Changqiao You, Feng Yan, Kefang Tan, Changgen Xu, 
Rui Zhao, Marlene Davis Ekpo and Songwen Tan

186 Combined analysis of bulk and single-cell RNA sequencing 
reveals novel natural killer cell-related prognostic biomarkers 
for predicting immunotherapeutic response in hepatocellular 
carcinoma
Kai Zhang and Enwu Yuan

https://www.frontiersin.org/journals/immunology
https://www.frontiersin.org/


Frontiers in Immunology | www.frontiersin.

Edited by:
Ignacio Melero,

University of Navarra, Spain

Reviewed by:
Han Chong Toh,

National Cancer Centre Singapore,
Singapore

Anil Shanker,
Meharry Medical College,

United States

*Correspondence:
Salim I. Khakoo

S.I.Khakoo@soton.ac.uk
Amber G. Bozward

A.G.Bozward@bham.ac.uk

†These authors have contributed
equally to this work

Specialty section:
This article was submitted to

Cancer Immunity
and Immunotherapy,

a section of the journal
Frontiers in Immunology

Received: 18 December 2020
Accepted: 12 April 2021
Published: 30 April 2021

Citation:
Bozward AG, Warricker F,

Oo YH and Khakoo SI (2021)
Natural Killer Cells and Regulatory

T Cells Cross Talk in Hepatocellular
Carcinoma: Exploring Therapeutic

Options for the Next Decade.
Front. Immunol. 12:643310.

doi: 10.3389/fimmu.2021.643310

REVIEW
published: 30 April 2021

doi: 10.3389/fimmu.2021.643310
Natural Killer Cells and Regulatory
T Cells Cross Talk in Hepatocellular
Carcinoma: Exploring Therapeutic
Options for the Next Decade
Amber G. Bozward1,2*†, Frazer Warricker3,4†, Ye H. Oo1,2,5 and Salim I. Khakoo3,4,5*

1 Centre for Liver and Gastroenterology Research and National Institute for Health Research Biomedical Research Centre
(NIHR BRC) Birmingham, Institute of Immunology and Immunotherapy, University of Birmingham, Birmingham, United Kingdom,
2 Centre for Rare Diseases, European Reference Network Centre- Rare Liver, Birmingham, United Kingdom, 3 The School of Clinical
and Experimental Sciences, Faculty of Medicine, University of Southampton, Southampton, United Kingdom, 4 NIHR Biomedical
Research Centre, The School of Clinical and Experimental Sciences, University of Southampton, Southampton, United Kingdom,
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Despite major advances in immunotherapy, hepatocellular carcinoma (HCC) remains a
challenging target. Natural Killer (NK) cells are crucial components of the anti-HCC
immune response, which can be manipulated for immunotherapeutic benefit as primary
targets, modulators of the tumour microenvironment and in synchronising with tumour
antigen specific effector CD8 cells for tumour clearance. Regulatory T cells shape the anti-
tumour response from effector T cells via multiple suppressive mechanisms. Future
research is needed to address the development of novel NK cell-targeted
immunotherapy and on restraining Treg frequency and function in HCC. We have now
entered a new era of anti-cancer treatment using checkpoint inhibitor (CPI)-based
strategies. Combining GMP-NK cell immunotherapy to enhance the frequency of NK
cells with CPI targeting both NK and CD8 T cells to release co-inhibitory receptors and
enhance the cells anti-tumour immunity of HCC would be an attractive therapeutic option
in the treatment of HCC. These therapeutic approaches should now be complemented by
the application of genomic, proteomic andmetabolomic approaches to understanding the
microenvironment of HCC which, together with deep immune profiling of peripheral blood
and HCC tissue before and during treatment, will provide the much-needed personalised
medicine approach required to improve clinical outcomes for patients with HCC.

Keywords: liver, NK cells, regulatory T cells, hepatocellular carcinoma, tumourmicroenvironment, GMP cell therapy
THE LIVER AS AN ORGAN OF IMMUNOTOLERANCE

The liver is a unique lymphoid organ which plays a key role in the immunological function of the
human body. Embryologically, the human liver is derived from the endoderm layer and resides
between two venous circulatory systems; the portal vein, receiving venous flow from the
gastrointestinal tract and the systemic venous circulation. The liver has a unique immunological
org April 2021 | Volume 12 | Article 64331015
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environment containing both professional antigen presenting
cells, dendritic cells and Kupffer cells (resident hepatic
macrophages) as well as non-professional antigen presenting
cells (sinusoidal endothelial cells and biliary epithelium) (1).
There is also an abundance of natural killer (NK) cells, innate
lymphoid cells (ILCs) and innate mucosa associate invariant T
(MAIT) cells, all of which play integral roles in the innate
immune response of the liver.

The liver is constantly filtering harmful and harmless antigens
from the gut acting as an immunological firewall (1). Hepatic
tolerance to gut antigens is achieved by a combination of both
immune cells and parenchymal cells. The constant exposure to gut-
derived bacteria triggers a downregulation of Toll-like receptor 4
(TLR4) on the hepatic sinusoidal endothelial cells (HSEC). Liver-
resident dendritic cells (DC) have distinct properties that promote
tolerance rather than an immune response. These tolerogenic DCs
secrete anti-inflammatory cytokines such as interleukin 10 (IL-10)
and transforming growth factor b (TGF-b) to dampen the immune
response and can promote T-cell “hyporesponsiveness” (2, 3).
Kupffer cells (KCs), known as sinusoidal firewalls, also contribute
to hepatic tolerance by continuously phagocytosing the microbial
products from the portal vein (4). Hepatic regulatory T cells (Treg)
also play a crucial role in maintaining the tolerogenic environment
by continuously controlling the cytokine production and
proliferation of intrahepatic auto-reactive effector CD4 and CD8
T cells (5).

The liver is known as a “graveyard” of immune cells due to
apoptosis of activated lymphocyte populations (6). It canmount an
effective immune response to invading pathogens and cancer cells
or when there is insult or loss of peripheral self-tolerance in
immune-mediated liver injury. The balance between immunity
and tolerance is establishedbycompetition forprimary activationof
effector T cells between the liver and its draining lymphoid tissues.
For example, naive CD8+ T cells, activated within liver-draining
portal lymph nodes are capable of mediating hepatitis, while cells
undergoing primary activation within the liver exhibit defective
cytotoxic function and do not induce hepatocellular injury (7). The
hepatic immune responsewill dependon thenature of the injury. In
acute hepatic injury due to, for example, viral infection or drug-
induced liver injury, an innate immune cells infiltrate appears
important, with eosinophil or neutrophils and natural killer (NK)
cells being the predominant immune cells. Adaptive immune cells
are dominant in chronic injury resulting from, for example, chronic
hepatitis B and C infection, alcoholic and non-alcoholic
steatohepatitis, or autoimmune hepatitis. In the context of HCC,
both innate cells suchasNKcells andadaptiveTcells are involved in
auto-tumour immunity. In general, the balance of effector and
regulatory T cells determines the outcome of inflammation, either
resolution or chronic active hepatitis (8).
HEPATOCELLULAR CARCINOMA

In 2018, HCC was the sixth most common neoplasm diagnosed
globally and was the fourth leading cause of cancer related death.
In the vast majority of cases, primary hepatocellular carcinoma
Frontiers in Immunology | www.frontiersin.org 26
(HCC) arises on a background of cirrhosis, driven by chronic
inflammation from a number of causes. These include viral
(hepatitis B and hepatitis C) and non-viral (non-alcoholic fatty
liver disease and alcoholic liver disease). Improved treatments for
chronic viral hepatitis, coupled with the global epidemic of
obesity imply that in the coming years the global epidemiology
of HCC may shift from infectious to non-infectious causes.

The recent observation that hepatocytes within cirrhotic
nodules have a higher mutational load than normal liver
characterizes cirrhosis as a truly pre-malignant condition (9).
Coexistent with this is the immune dysfunction associated with
cirrhosis. This is characterized by evidence of peripheral
activation of circulating immunocytes exposed to higher than
normal levels of bacterial antigens, but a more profound central
tolerance. A healthy liver is a tolerogenic organ, however this
state is exacerbated by changes in immune sub-populations and
their dysfunction in cirrhosis. The combination of an increased
hepatic mutational burden together with decreased immune
surveillance underpins the development of HCC.
IMMUNE DYSFUNCTION IN CIRRHOSIS

As described above, in a healthy liver, immune system
homeostasis is achieved through immunosurveillance of its
dual blood supply (portal vein and hepatic artery), protecting
the host from microbe-associated molecular patterns and
damage-associated molecular patterns (MAMPs and DAMPs
respectively) from the gut (10). Concurrently the liver displays
features of local immune tolerance to non-pathogenic material
and helps mediate the appropriate immune response through the
synthesis of pro-inflammatory and anti-inflammatory cytokines
(11). The immune system thus plays a decisive role in both the
pathogenesis of cirrhosis and subsequent immune dysfunction.
Chronic factors including infection, alcohol and obesity, inflict
persistent hepatocyte damage leading to fibrosis via hepatic
stellate cell (HSC) activation (12). Disease specific alterations
may compound these factors and augment the rate of fibrosis
progression. Once cirrhosis becomes established, the liver loses
its ability to appropriately protect the body from pathogens as a
consequence of disordered immune cell activation termed
“cirrhosis-associated immune dysfunction”.

In early cirrhosis, changes in the intrahepatic immune
compartment are often due to persistent innate immune cell
stimulation. As disease progression ensues, ultimately leading to
decompensated cirrhosis, immune hyporesponsiveness and
increased tolerance develops (13). This is driven by the innate
immune system in which long-term exposure of toll-like
receptors to bacterial products such as lipopolysaccharide, can
lead to a dampened innate immune response (14). Cirrhosis is
associated with a multitude of abnormalities in the innate and
adaptive arms of the immune system leading to a generalised
immune hyporesponsiveness. The reticulo-endothelial system
becomes compromised in the context of cirrhosis as a result of
fibrotic damage to the sinusoidal vascular space. This leads to
capillarisation, porto-systemic shunts and loss of the KC
April 2021 | Volume 12 | Article 643310
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population, which are also dysfunctional, with impaired
phagocytosis (10, 15). Consequently, the capacity for clearance
of endotoxin and microbes is attenuated, lowering the threshold
for bacterial infection. This dysfunction may be exacerbated by a
combination of changes in the gut microbiota and increased
intestinal permeability (16). Evidence for this persistent immune
stimulation is supported by both human disease studies and
mouse models (17). Cirrhotic livers possess a reduced ability to
synthesise innate immune proteins, such as complement and
pattern recognition receptors thus reducing its bactericidal
capacity. This is further exacerbated by reduced numbers of
MAIT cells which have the capacity to respond directly to
bacterial metabolites (18, 19).

Compromised immune function not only occurs at a local level
in cirrhosis, but also systemically, and affects many different
immune cell sub-populations. Neutrophils are reduced, with
impaired chemotaxis and subsequent phagocytosis of bacteria as
illustrated by a lower response to peptidoglycan recognition
proteins (20). Monocytosis is observed in cirrhotic patients with
evidence of cellular dysfunction, such as impaired function of the
Fc-g receptors, which are responsible for the clearance of bacteria
(21). In alcohol and hepatitis C virus (HCV) related cirrhosis, a
reduced frequency of CD27+ memory B cell function suggests
defective antibody function (22). T cell defects have also been
noted including T cell lymphopenia affecting both CD4 and CD8
T cells. There is depletion of naïve and memory T cells, although
naïve T cells appear to be more profoundly affected putatively
related to splenic pooling, and there is also impaired proliferation of
peripheral T lymphocytes (23). NK cells are shown to be lower in
number in the periphery but also less responsive to cytokine stimuli
which hampers their cytotoxic and anti-fibrotic roles (24). Within
the intrahepatic compartment, innate lymphoid cells type 2 (ILC-2)
cells appear to be the dominant ILC population (25, 26). The
observed changes in immune cell function alters the equilibrium
of immunosurveillance and immunotolerance within the liver,
promoting the latter through relative immune deficiency. Due to
the observed microenvironmental shift towards immunotolerance,
there is an increase in host vulnerability to tumorigenesis and the
occurrence of HCC.
NATURAL KILLER CELLS

Natural Killer (NK) cells are a key part of the innate immune
response against viruses and tumours, and more recently, have
been shown to participate in the adaptive immune response
through cross-talk with dendritic cells and T cells. They make up
between 5-20% of circulating lymphocytes, but a much larger
fraction (~50%) of the intrahepatic lymphocyte compartment.
NK cells are usually characterised as CD3-CD56+ lymphocytes
and in general do not require priming to initiate anti-viral or
anti-tumoral cytotoxic or cytokine secretory effects (27). Recent
work has identified that they also have adaptive properties (28),
which can be both receptor or cytokine driven. Particular interest
has been generated in the utility of cytokine-induced memory
NK cells as agents for immunotherapy (29).
Frontiers in Immunology | www.frontiersin.org 37
Surveillance of diseased cells can be mediated through the
‘missing self’model (loss of inhibition) or through recognition of
stress-induced molecules (gain of activation) (30). The net effects
of both of these mechanisms is a change in the balance between
activating and inhibitory signals transduced by the NK cell such
that activation is favoured. Both these mechanisms may operate
in cancer. In the missing-self model, healthy cells which express
major histocompatibility complex (MHC) class I are spared from
lysis through the engagement of inhibitory receptors on the NK
cell surface, such as killer cell immunoglobulin-like receptors
(KIR) or CD94:NKG2A. Thus if MHC class I is downregulated,
the tonic inhibitory signal to the NK cell is lost and the cell
becomes activated (31). Conversely NK cells can be activated by
augmenting activating signals. Key activating receptors include
the natural cytotoxicity receptors (NKp30, NKp44 and NKp46)
and C-type lectin-like receptors, especially NKG2D. In stressed,
transformed or infected cells MHC class I is often downregulated
and ligands for NKG2D are up-regulated, shifting the NK cell
balance towards activation and tumour lysis (31, 32).

The KIR are MHC class I-specific receptors that perform a
fundamental role in self-recognitionand in functional “licensing”of
NK cells. The tuning of the activity of NK cells may be a more
dynamic process than previously considered, which is relevant for
NK cells within immunosuppressive tumour microenvironments
(33, 34), resulting in induced-hyporesponsiveness. The KIR exhibit
an extraordinarily high level of diversity at the gene content and
allelic levels. In combination with the diversity of MHC class I
ligands, the KIR form a complex immunogenetic network, which
has been associatedwith development and outcomes of cancer. The
KIR gene family is found on chromosome 19 and comprises 13
functionalKIR genes and 2pseudogenes (35).TwohaplotypesKIR-
A and KIR-B have been identified with the former having a fixed
gene content but substantial allelic diversity, and the latter
haplotype displaying variation in gene content and also allelic
diversity. There also is substantial diversity in the frequencies of
KIR-A and KIR-B haplotypes amongst different human
populations (36). This has been proposed to account for some of
the diversity noted in anti-cancer responses. For instance, the
activating KIR, KIR2DS2, has been associated with protective
responses against acute myeloid leukaemia and other solid
tumours including HCC (37, 38). Interestingly, KIR2DS2+ NK
cells appear to express higher amounts of FcgRIII (CD16), a
medium-low affinity IgG receptor essential for antibody-
dependent cellular cytotoxicity, providing a potential molecular
basis for enhanced protection (39). ImprovedHCC outcomes have
been observed in individuals with different KIR : HLA genotypes
includingHLA-C group 1, KIR2DS5 and the compound genotypes
KIR2DL2: HLA-C group 1, KIR3DS1:HLA-Bw480T and KIR3DS1:
HLA-BBw480I (38, 40).
HEPATOCELLULAR CARCINOMA AND
NATURAL KILLER CELLS

In comparison to other cancers, HCC is relatively cold
immunologically with only about 25% having an immune
April 2021 | Volume 12 | Article 643310
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reactive phenotype (41, 42). Individuals with HCC have reduced
numbers of NK cells within the periphery and these have lower
levels of functionality (43). Within the tumour they are present at
low frequencies in contrast to myeloid and other lymphoid cells
(44). In HCC accumulation of NK cells in intratumoral tissue, as
compared to peritumoural tissue, has increased expression of the
activation marker CD49a and an increased CD56bright:CD56dim

ratio, demonstrating localised differences in these two subtly
distinct microenvironments (45). Individuals with higher
frequencies of NK cells and enhanced cytotoxic and cytokine
secretory functions have improved overall survival in HCC
following liver resection (46–48). Patient survival also
positively correlates with the frequencies of both circulating
and intratumoral NK cells in HCC (49), and in two separate
studies the response to sorafenib was better if a higher frequency
of intratumoral NK cells was present (48, 50). Conversely, overall
survival is worse in individuals with fewer intratumoral NK cells
and a higher proportion of CD56bright to CD56dim NK cells. The
CD56bright sub-population are considered less mature and have
lower levels of cytotoxicity than the CD56dim subpopulation,
indicating that NK cell functionality is important in determining
the outcome of HCC.

NK cells express multiple activating receptors and therefore
can engage many different molecules expressed by tumours.
Changes in the balance of expression of activating and
inhibitory receptors can determine NK cell function in a
“rheostat” model. Thus, in advanced HCC there may be
upregulation of the inhibitory receptor NKG2A and this,
combined with a reduction in the effector molecules perforin
and granzyme B, contributes to a hypofunctionality of NK cells
(43, 46). Down-regulation of granzyme B is a feature of intra-
tumoral, as opposed to peri-tumoral, NK cells and correlates
with expression of IL-10-positive tumour-associated
macrophages (51). This immunosuppressive gradient also
correlates with expression of exhaustion-associated markers
such as PD-1, Tim-3, and Lag-3. In addition to modulating T
cell functions these molecules may act as checkpoints for NK
cells and are often co-expressed on activated or exhausted
NK cells (52). CD96 (TACTILE) is another immunological
checkpoint associated with HCC, that in combination with its
ligand negatively associates with the outcome of HCC (53). Thus,
together this group of checkpoints form potential therapeutic
targets for HCC.

A number of activating NK cell receptors have been
associated with HCC. Differential splicing of NKp30 leads to
preferential generation of an inhibitory isoform that
predominates in advanced HCC (54). However, most attention
has focussed on NKG2D which engages multiple ligands
including MIC-A/B and the ULBP proteins. These stress-
induced proteins are express on tumours and may be released
into the circulation following proteolytic cleavage, through
molecules including ADAM9, which is upregulated in HCC
(55). Soluble receptors bind and down-regulate NKG2D on the
surface of NK cells thus rendering cells less active. In HCC high
levels of soluble ULBP1 is associated with poor survival (56). The
observation that in mouse models of HCC, NKG2D can drive
Frontiers in Immunology | www.frontiersin.org 48
tumorigenesis, probably through promotion of the chronic
inflammation that leads to mutagenesis, indicates the
complexity of the molecular pathology of this disease (57, 58).
Nevertheless, in general down-regulation of the NKG2D:
NKG2D ligand axis is associated with poorer outcomes (59).
REGULATORY T CELLS

Sakaguchi and colleagues first described regulatory T cells
(Tregs) in the late 1990s (60). Tregs are generated in the
thymus. They are a subset of CD4 T cells, expressing high
levels of CD25 (the a-chain of the IL-2 receptor) and low
levels of IL-7 receptor (CD127). Thus, Tregs are defined by
surface receptors as CD4, CD25high, CD127low (61). Tregs are
crucial in maintaining peripheral immune tolerance (62). Their
phenotype and function are controlled by the transcription
factor Foxp3 (63). Tregs represent 2–5% of CD4 T cells in
humans and about 10% in rodents.

Tregs are present in the human liver. Our group has previously
demonstrated thatTregs reside togetherwith effectorCD4andCD8
T cells, CD11c dendritic cells in both interface and lobular hepatitis
areas to control liver inflammation (5). The suppressive function of
Treg is reduced in the inflamed microenvironment (64). The main
function of Tregs is to control autoreactive effector T cells, thereby
maintaining hepatic immune tolerance. We have shown that Treg
recruitment via hepatic sinusoids to inflamed human liver is
mediated by the chemokine receptor CXCR3 and the integrin
VLA-4 on Tregs and the chemokine ligands CXCL9, 10, 11 and
VCAM expression on inflamed sinusoids. Following recruitment,
post endothelial migration through the fibrous stromal framework
occurs via LFA-1 and VLA-4 integrin’s on Treg and cell adhesion
molecules ICAMandVCAMon the stroma cells, and subsequently
Tregs reside around the area of hepatitis to control liver
inflammation (5). Their suppressive function in the human liver
is mainly executed via CTLA-4, CD39 or IL-10 dependent
mechanisms and low dose IL-2 can upregulate functional CTLA-
4 on the surface of Tregs surface via STAT-5 (65, 66).

Tregs have the potential to be plastic towards effector Th1 or
Th17 lineages especially in the inflamed human liver and tumour
microenvironment (8). The immune response mediated by T
lymphocytes plays an important role in anti-tumour immunity.
Tregs secrete immunosuppressive cytokines such as IL-10 and
IL-35 to suppress the aberrant immune response, while Th1/Treg
and Th17/Treg cells can release not only anti-inflammatory
cytokines but also proinflammatory Th1 cytokines such as
IFNg, TNFa, and Th17 cytokines IL-17, IL-22 (67, 68). The
ratio of Treg to Th17 cells is closely associated with the outcome
of many immune mediated diseases and cancers (69).
HEPATOCELLULAR CARCINOMA (HCC)
AND TREGS

Multiple studies have reported that the frequency of
CD4+CD25++Treg cells in the peripheral blood of HCC
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patients is significantly higher than in the blood of healthy
individuals (70, 71). CD4+CD25++Tregs in advanced (stage III-
IV) HCC patients is significantly increased compared to early
(stage I-II) HCC patients, implying that the presence of
CD4+CD25++Tregs is closely related to tumour progression
and enhances the invasiveness and metastasis of HCC (71). In
addition, accumulation of Tregs correlates with reduced
infiltration of CD8 T cells in HCC tumour regions, and the
expression of granzymes and perforin functional molecules is
less in tumour-infiltrating CD8 T cells (72). Furthermore, in this
study an increased quantity of circulating Treg was associated
with a high mortality and reduced survival time of HCC patients.

CD4+CD25++Tregs suppress the anti-tumour immune
response either in the draining lymph nodes or in tumour
tissue. CD4+CD25++Tregs in the tumour-draining regional
lymph node inhibit the proliferation of effector T cells, and
Tregs prevent effector T cells from killing tumour cells in the
primary tumour tissue (73). It has been shown that the level of
Treg cells in cancer tissue was significantly higher than that in
adjacent tissues (74). It is thought that Treg cells may decrease
the proliferation of effector CD4 and CD8 T lymphocytes in the
tumour microenvironment by contact inhibition, subsequently
reducing the anti-tumour immune response and resulting in the
potential for tumour cells to escape immune surveillance. HCC is
one of the most common and aggressive human malignancies
and CD4+CD25++Treg promote hepatocellular carcinoma
invasion via TGF-b1 dependent mechanisms (75). Furthermore,
ICOS+ FOXP3+ Tregs contribute to the immunosuppressive
HCC microenvironment and lead to an unfavourable prognosis
for HCC patients (76). Thus, removal or reduction of the Treg
cell population, or inhibition of CD4+CD25++Treg function
in the HCC microenvironment may facilitate the efficacy
of tumour immunotherapy (77). In addition, the Th17/Treg
ratio is a risk factor for HCC (78). The majority of expanded
Tregs do not express CD45RA suggesting that Tregs have a
memory phenotype and exponential expansion of these tumour
antigen exposed memory Tregs has been a distinct finding in
HCC (79).
TREG AND NK CELL INTERACTIONS IN
HEPATOCELLULAR CARCINOMA

The balance of NK cells which provide tumour clearance and
Tregs which inhibit tumour immunity may determine the
outcome of HCC (Figure 1). A potential role for Tregs in
dampening NK cell functions was first suggested in a murine
leukaemia model. In this model, the depletion of Tregs by
administration of anti‐CD25 mAb before tumour inoculation
abolished tumour growth and promoted the generation of
cytotoxic cells characterized as NK cells (80). In HCC, the NK
cell frequency within the tumour-infiltrating lymphocyte
compartment is less than in the non-tumour tissue, and these
intratumoral cells demonstrate impaired cytotoxicity and IFN-g
production (43, 81), We have also previously demonstrated that
there is a parallel increase in NK cells and Treg in hepatic
Frontiers in Immunology | www.frontiersin.org 59
inflammation (82) suggesting that taming the Treg population
will allow NK cells to function more efficiently.

Freshly isolated human Tregs can directly inhibit human NK
cell cytotoxicity against K562 (83). TGF-b maintains the
inhibitory functions of Treg and plays a suppressive role by
inhibiting the expansion of NK cells and their cytotoxic functions
(84, 85). TGF-b can also have a negative effect by facilitating the
onset of tumours due to a reduction of immunosurveillance and
anti-cancer responses. Resting NK cells harbour surface
expression of TGF‐b receptors, rendering them susceptible to
soluble TGF‐b (86). Resting human Tregs express membrane‐
bound TGF‐b that is associated with the protein, latency‐
associated protein (LAP) (87). When associated with LAP,
TGF‐b remains inactive. Membrane‐bound TGF‐b is involved
in the inhibitory function of Tregs on NK cells since anti‐TGF‐b
blocking antibodies can restore the cytotoxicity IL‐12‐induced
IFN‐g secretion of human NK cells (88). When exposed to
TGF‐b or on Treg encounter, Smad signalling in NK cells
blunts expression of cytotoxic molecules such as granzyme B
and perforin (89). In addition, high levels of TGF-b have been
associated with impaired NK cell function and NKG2D
expression (90). Therefore, Tregs bearing TGF-b on their
membrane can present it directly to NK cells resulting in a
reduction in NKG2D expression (88). Activated Tregs can also
suppress NK cells responses via an IL-2 mediated mechanism
that is crucial for NK cell survival (91). This reduces the capacity
of NK cells to secrete IFN‐g on stimulation with IL‐12 but not on
activation by IL‐2 and IL‐15 suggesting the regulation of NK cell
control by Tregs is critically dependent on the cytokine milieu in
the HCC microenvironment.
THE INFLUENCE OF THE TUMOUR
MICROENVIRONMENT ON NK
CELL FUNCTION

The intrahepatic microenvironment is crucial for both NK and
Treg phenotypic stability, functionality, survival and
proliferation (8). The HCC microenvironment is an active
component of the tumour rather than merely a passive
structural support for tumour growth, which changes
dynamically and consequently affects HCC behaviour. These
immunosuppressive features of HCC are a challenging barrier to
clinicians to design effective immunotherapies. The HCC
microenvironment is composed of not only growth factors,
cytokines, metabolites and chemokines generated by stroma
and tumour cells, but also tumour-infiltrating macrophages,
myeloid-derived suppressor cells, neutrophils, cancer-
associated fibroblasts and regulatory T cells. They all play key
roles in the clinical outcome of HCC and success or failure
of immunotherapies.

Hepatic stellate cells (HSCs) are the major framework of HCC
and can directly promote tumour cell proliferation. Conditioned
medium collected from HSCs induce not only proliferation and
migration of HCC cells but also promote HCC growth through
the activation of NF kappa B and extracellular-regulated kinase
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(ERK) pathways (92). Cancer-associated fibroblasts are the
major cell type within the tumour stroma and play a critical
role in tumour-stromal interactions (93). They are activated by
TGF-b and are responsible for the synthesis, deposition and
remodelling of excessive extracellular matrix thus modulating
the biological activities of HCC. HCC cell growth, extravasation
and metastatic spread are dependent upon the presence of these
fibroblasts. HCC cells can reciprocally stimulate proliferation of
tumour associated fibroblasts, suggesting their key role in
tumour-stromal interaction (94). Stroma from HCC express
several growth factors, including hepatocyte growth factor
(HGF), epidermal growth factor (EGF), fibroblast growth
factor (FGF) and Wnt family members, stromal-derived factor
(SDF)-1a and IL-6 (95).

Additionally, myeloid derived suppressor cells (MDSC) exert
multiple mechanisms of immunosuppressive activity in the
tumour microenvironment. MDSCs induce differentiation and
expansion of Tregs during tumorigenesis; inhibit DCs and NK
cells via TGF-b; deprive T cells of essential amino acids such as
L-arginine and L-cysteine; and generate the oxidative stress that
is associated with HCC progression (96). MDSCs co-cultured
with autologous T cells induce an increased number of Tregs,
PD-1+-exhausted T cells, and an increase in immunosuppressive
Frontiers in Immunology | www.frontiersin.org 610
cytokine levels in HCC patients (97). MDSCs can also impair NK
cell function. In HCC, MDSCs inhibit NK cell cytotoxicity and
cytokine release mediated by the NKp30 receptor (98). MDSCs
also inhibit TLR-ligand-induced IL-12 production and inhibit
the T-cell stimulating activity of DCs in HCC (99). Tumour-
associated neutrophils can also recruit macrophages and Treg
cells into HCCs to promote their growth, progression, and
resistance to sorafenib therapy (100, 101).

Furthermore, immunosuppressive cytokines, extracellular
ma t r i x and inflammatory cy tok ine s in the HCC
microenvironment can define HCC biology and prognosis.
Global gene expression profiling of human HCC indicates that
TGF-b gene signatures cluster HCC into two homogeneous
groups with early or late TGF-b signatures (102). Importantly
the late TGF-b signature is associated with an invasive HCC
phenotype and an increased risk of tumour recurrence. MMP1
and TIMP1 were also signature genes in the immature
hepatoblast subtypes of HCC that is associated with a poor
prognosis (103). Inflammation-associated pathways, gene
expression signatures, NF-kB, TNF-a, and IL-6 from the
adjacent benign tissue can also predict late recurrence of HCC
(104). IL-6, a major pro-inflammatory cytokine, is one of the
signature genes in the hepatoblast phenotype signature (103).
FIGURE 1 | The HCC microenvironment is enriched with anti-tumour CD8 T cells, NK cells and Treg cells. Both T cells and NK cells express checkpoint molecules
(PD1, TIGIT, TIM3, LAG3 and CTLA-4) as common targets. HCC express ligands for these checkpoints (PDL1, CD155, Galactin). Arginine and Nitrous oxide are also
enriched in HCC environment and the microenvironment is hypoxic environment and enriched with chemokines, cytokines, metabolites and microbial products (8).
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Osteopontin, secreted from Kupffer or stellate cells in response to
inflammatory cytokines, is also associated with metastasis of
HCC (105).

The tumour microenvironment also shapes NK cell metabolism
and effector functions. Understanding immunometabolic
suppression is critical in engineering a new generation of effective
natural killer cell-based immunotherapies targeting solid tumours
such as HCC.Multiple factors can modulate NK cell metabolism in
the tumour microenvironment. HCC exert immunosuppressive
effects through a number of mechanisms, a key driver of which is
hypoxia. High oxygen consumption by tumour cells can generate
hypoxic regions. Hypoxia impairs NK cell effector functions, but
also sustains HIF1a, which promotes glycolytic metabolism.
Hypoxia fuels the generation of adenosine from the cancer-
associated ectoenzymes CD39, expressed on Treg (106), and
CD73 on antigen presenting cells. Tumour cells also generate
extracellular adenosine through the CD39 and CD73
ectonucleotidases, thus compromising NK cell function through
competition for nutrients.

Thus, the interaction between the tumour and stroma
interaction generates the microenvironment within HCC tissue
and can suppress the effect of surrounding tissues or cell types
that stimulate hepatocarcinogenesis, tumour progression,
invasion, and metastasis. Sorafenib, an oral multi-kinase
inhibitor, which is the most widely used HCC medication,
inhibits VEGFR-2/-3 and PDGFR as well as Raf kinase,
disrupting tumour-stromal interactions and resulting in
decreased cell proliferation and angiogenesis. The efficacy and
safety of sorafenib have been demonstrated in Phase III clinical
trials, and it is currently the standard of care for patients with
advanced stage HCC (104, 107).
IMMUNOTHERAPEUTIC INTERVENTIONS
AND HOW THEY MAY ENHANCE
NK FUNCTION AND TAME
TREG SUPPRESSION

Currently the treatment for HCC is challenging, often due to the
stage at which many patients present. Therapeutic options
include surgery, transplantation and locoregional therapies can
be curative, and systemic therapies with tyrosine kinase
inhibitors including sorafenib and lenvantinib result in a
modest prolongation of survival. As a result there is much
interest in novel therapeutics and therapeutic combinations
which have been recently reviewed by Llovet et al. (108).

In terms of immunotherapy, trials of checkpoint inhibitors
have been the best studied. The PD-1 checkpoint inhibitors
nivolumab and pembrolizumab have been used for the
treatment of patients with HCC (109), but only leads to
clinical responses of 10-20%. Several factors including the
expression of programmed cell death-Ligand 1 (PD-L1),
tumour mutational loads, and tumour-infiltration immune
cells correlate with patient responses using these medications
(110). This relative lack of efficacy implies that combination
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therapy should be considered and applied to each patient as
personalized treatment approaches in HCC. Consistent with this
combining a PDL1 inhibitor (Atezolizumab) with an anti-VEGF
antibody (Bevacizumab) increased survival for unresectable
HCC by approximately six months compared to sorafenib
monotherapy (111). As checkpoint inhibitors predominantly
target T cells, one attractive approach is to simultaneously
target NK cells thus effectively mobilizing two arms of the
immune system.
Enhancing NK Cell Frequency
and Function
The field of NK cell therapeutics is rapidly growing. The
observations of Ruggeri et al. demonstrating that NK cell
alloreactivity was beneficial in refractory leukaemia acted as
the cornerstone for the development of NK cell-based
approaches (112). Initial work focussed on culturing NK cells
in vitro and then infusing them, met with success mainly for
haematological malignancies rather than solid tumours (113).
However, this may be augmented by combining NK cells with
monoclonal antibody therapy thus targeting the ADCC function
of NK cells, or by genetically modifying NK cells to express
chimeric antigen receptors (CAR-NK cells). Both these strategies
have reached clinical trials (114, 115). Encouragingly the use of
CD19-transduced CAR-NK cells did not result in the increase in
cytokine levels associated with the systemic toxicity of CAR-T
cell therapies. An alternative strategy is to target inhibitory
receptors. As NK cells are held in check by dominant
inhibitory signals then they are excellent candidates for having
their activity unleashed by blocking these inhibitory receptors
using monoclonal antibody therapeutics. These have targeted
both the KIR receptors and NKG2A. Importantly, the clinical
effects of the anti-NKG2A monoclonal antibody Monalizumab
may be related to unleashing both T and NK cells for its anti-
tumour effects (116).

In current clinical trials of adoptive tumour immunotherapy,
large dosages of NK cells have been used ranging between 5 x 106

to 5 x 107/kg body weight (117). An approach to achieve these
large numbers of NK cells is via the enrichment of NK cells from
donor-derived leukapheresis products. Multiple protocols have
been successfully developed to generate GMP NK cell products
through immunomagnetic depletion of T and B cells and positive
selection of CD56+ cells (118). The necessity of the NK cell
products to be of a high-purity, which requires not only a long
manufacturing process and compromises the viability and
potency of the NK cell product, combined with the limited
availability of autologous leukapheresis products makes the
task of obtaining sufficient GMP NK cells from a single
leukapheresis challenging. Therefore, an alternative method is
to make NK cell products via the expansion of NK cells from
PBMCs using feeder cells. An example of this are K562 cells
modified with membrane-bound molecules such as IL-15 and 4-
1BB ligand which can rapidly expand NK cells from PBMCs by
21.6-fold in 7 days (119). This method also produces NK cell
products with purities in the range of 60-70%. To achieve purities
needed for allogenic use a further expansion up to 21 days or
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enrichment of NK cells is still required (117, 119). NK cells can
also be derived from induced pluripotent stem cells (IPSCs) and
this has the advantage of hugely increasing their availability, as
well as the prospect of selecting NK cell populations based on
their alloreactivity potential, which may enhance their anti-
cancer response (120).

IL-2 can also be used for short term activation of NK cells
without feeder cells. IL-2 activation of NK cells can be coupled
with CD3+ T-cell and CD19+ B cells depletion to increase the
purity of the cell product (121). GMP NK cells have high IFNg
expression upon cultivation with K562 tumour cells and are
highly cytotoxicity toward tumour cell lines in vitro (122). These
data confirm that NK cells can have high clinical potency and
potential for a significant role in tumour immunotherapy,
including HCC.

Many companies have developed GMP cell isolation
equipment and GMP reagents and have a manufacturing
platform which has been utilised for multiple clinical trials
utilising NK cell therapy (Figure 2). There are currently only a
few MHRA and HTA approved GMP facilities in the UK
focusing on GMP T cells and NK cell therapy for patients with
both autoimmune diseases and cancer. GMP grade magnetic
isolation or GMP cell sorting of clinical grade CD56-positive NK
cells and applying these cells as immunotherapy in HCC could be
one of the future treatment for these patients.
Suppressing Treg Frequency and
Function in HCC
Restraining Tregs in HCC is important for many reasons. Anti-
tumour T cell responses are severely compromised in advanced
HCC patients through multiple immunosuppressive pathways
comprising Tregs, PD-1+ T effector cells, and inhibitory
cytokines (72, 97, 123). In HCC, expression of PD-1 is
increased on CD8 memory T effector cells and interaction with
its ligand PD-L1 on HCC cells blocks signalling, proliferation,
and cytokine secretion of anti-tumour CD8 T cells (124, 125).
The association between the infiltration of CD8 T cells in HCC
and patient survival has been well recognised (126, 127).
Granzyme B, perforin and IFNg secretion by CD8 T cells
generates potent anti-tumour activity but high expression of
PD-1 on exhausted T cells contributes to ineffective effector T cell
function, and select ive in vitro deplet ion of these
immunosuppressive cells results in improvement of T effector
cell function in HCC patients (128, 129).

Activated Tregs also have the ability to inhibit effector T cells
via contact-dependent interactions between checkpoint
molecules and their ligands including PD-1 with PD-L1, Tim-3
with galectin-9, CTLA-4 and GITR. Tregs also contribute to the
strongly immunosuppressive HCC microenvironment by
releasing the inhibitory cytokines TGF-b and IL-10 (130, 131).
The mechanism of inhibition of anti-tumour effector T cells by
Treg involves several molecular pathways: 1) Tregs may inhibit
proliferation and cytokine secretion of T effector cells by IL-10,
adenosine production from CD39 on its surface and IL-35, which
can be reversed by adding neutralising antibodies (132, 133);
2) via the PD-1/PD-L1 pathway to suppress anti-tumoral
Frontiers in Immunology | www.frontiersin.org 812
immunity in HCC (134); and also via 3) the co-inhibitory
molecule CTLA-4 (135).

Suppressing Tregs and Boosting
NK Cells in HCC
Combination of these approaches by inhibiting Tregs and
enhancing NK cells is an exciting option which has not been tried
before (Figure 3). One of the potential approaches would be
sequential manipulation by administering Basilizumab (anti-
CD25) to deplete CD4pos CD25high Treg cells followed by GMP
NKcells either via a peripheral route or direct administration along
with transarterial chemoembolization (TACE) as GMP-NKTACE
therapy. This would prevent systemic depletion of Treg thus
reducing the potential for inducing autoimmunity. With the
remarkable success of chimeric antigen receptor (CAR)-
engineered technology, developing CAR-engineered NK (CAR-
NK) cells for cancer therapy could offer some significant
advantages, including better safety by a lack or minimal cytokine
release syndrome, multiple different mechanisms for inducing
cytotoxic activity including checkpoint inhibition, and off-the-
shelf manufacturing. CAR-NK cells could also have better
infiltration into solid tumour such as HCC and overcome the
resistant tumour microenvironment.

Targeting intratumoral Treg cells may offer a therapeutic
direction to modulate the tumour microenvironment. The
combination of nivolumab with the Treg-depleting anti-CCR4
antibody, mogamulizumab has been explored by Doi et al. (136).
In their proof of concept study this combination provided anti-
tumour activity and can thus be a potentially effective option in
cancer immunotherapy. A recent study found that CD36 was
selectively upregulated in intratumoral Treg cells as a central
metabolic modulator. They genetically ablated CD36 in Treg cells
resulting in suppressed tumour growth, a decrease in
intratumoral Treg cells and enhanced antitumour activity
(137). In addition, a recent report identified widespread HLA-E
expression in tumour samples, with levels correlating to those of
NKG2A. This is of importance as one mechanism of tumour
resistance to immune cells is mediated by the expression of
peptide-loaded HLA class I molecule (HLA-E) in tumour cells.
HLA-E suppresses NK cell activity via ligation of inhibitory
receptor, NKG2A (138). Furthermore, blockade of NKG2A
results in the enhancement of tumour immunity by promoting
both NK and CD8+ T cell effector functions in mice and humans.
As described above, monalizumab is a humanised anti-NKG2A
antibody which has been shown to enhance the activity of NK
cells against various tumour cells and rescue CD8+ T cell
function in combination with blockade of the PD-x axis (116).
THE POTENTIAL FOR FUTURE
COMBINATION IMMUNOTHERAPY
IN HCC

Checkpoint Therapy to Enhance T and NK
Cell Function
Both T cells and NK cells express co-inhibitory molecules or
checkpoint inhibitors, which can be targeted using CPI to
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unleash potent anti-tumour immunity by recovering both NK
and T cell function (116, 139). These include PD-1, CTLA-4,
TIGIT and LAG-3. The mechanism of action of PD-1 involves
the engagement of its ligands PD-L1 and PD-L2 to deliver
inhibitory signals that regulate the balance between T cell
exhaustion, tolerance and immunopathology (140). Tumour
cells expressing PD-1 ligands on their surface use the PD-1
pathway to attenuate tumour immunity and facilitate tumour
progression (141). PD-1/PD-L1 has been recognised to play a
role of critical importance in immune escape in HCC after the
successful treatment of nivolumab in patients with advanced
HCC, achieving an objective response rate of 15-20% (142).
Furthermore, elevated PD-L1 expression in HCC significantly
correlates to poor survival and tumour aggressiveness (143–146).
Blockade of the PD-1 and PD-L1 interaction using monoclonal
antibodies produces durable clinical responses in patients with
diverse advanced tumour types (147).

CTLA-4 outcompetes the co-stimulatory molecule CD28 for
binding to B7-1/CD80 or B7-2/CD86 expressed on the surface of
antigen presenting cells, including tumour infiltrating dendritic
cells. This is due to its higher affinity for CD80/CD86 as
compared to CD28. As a result of this, CTLA-4 negatively
regulates T-cell activation, inactivating T lymphocytes in the
G1 phase. CD8 T lymphocytes are able to exert their anti-tumour
Frontiers in Immunology | www.frontiersin.org 913
cytotoxic effects via the secretion of TNFa and IFNg leading to
the apoptosis of tumour cells (148), when the T-cell receptor
(TCR) binds its cognate peptide:MHC antigen expressed on
tumour cells (149–153). CTLA-4 blockade can then provide
long-lasting tumour remission due to its impact on memory T
cells response to cancer (154). After blocking CTLA-4, an
increase in the number and breadth of protective T cells can
be seen in the blood as evidenced by TCR V-b analysis (154).
However, its role in the anti-tumour NK cell response requires
further study.

TIGIT (T cell immunoglobulin and ITM domain) is an
inhibitory receptor and is expressed on activated T cells and can
also be found on NK cells as well as memory T cells, a subset of
Treg cells as well as follicular T helper (Tfh) cells (155–160). TIGIT
is recognised for its protective role in autoimmune diseases as well
as cancer. To date, tumour associated lymphocytes expressing
TIGIT have been shown to exist in acute myeloid leukaemia,
non-small cell lung cancer, colo-rectal carcinoma and melanoma
(161–163). TIGIT is a key checkpoint inhibitor in anti-tumour
responses and thus presents a promising target for future
immunotherapies (161). TIGIT binds to its ligand PVR or
CD155 on the tumour cells with a much higher affinity than its
activating counterpart CD226 (DNAM-1), thereby inhibiting the
interaction between CD226 and CD155 which is widely expressed
FIGURE 2 | Workflow for the isolation of GMP polyclonal NK product and subsequent pathways from the NK cell isolation to distribution to other centres. GMP NK
cell product must fulfil the release criteria according to MHRA criteria. Flow cytometry/CyTOF and histological analysis, CT, PET and MRI scans are performed before
cell infusion to help identify individuals for therapy. Following GMP NK cell infusion the patient immune system is monitored using a combination of flow cytometry/
CyTOF, tissue analysis and cross-sectional radiological imaging. HCC, Hepatocellular carcinoma; OMICs, genomic proteomic metabolomic; CyTOF, cytometry time
of flight.
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on tumour cells (158–160, 164). CD226 promotes cytotoxicity and
enhances anti-tumour responses (165, 166), whereas TIGIT, which
outcompetes CD226, negatively regulates anti-tumour responses
(167). After TIGIT/CD155 ligation, TIGIT’s immunoglobulin tail
tyrosine-like motif becomes phosphorylated at Tyr225 and binds to
cytosolic adapter Grb2. This in turn leads to NK cell
immunosuppression and dysfunction, including downregulation
of IFN-g production (168). It is now recognised that TIGIT
expression on tumour-infiltrating NK cells is associated with
tumour progression and was also linked to functional immune
exhaustion (139). The role of TIGIT in liver cancer is still under
investigation. Recent research has shown that survival and
prognosis of HCC patients is positively correlated with NK cell
numbers in blood and tumour tissue (169). Tumour progression of
these HCC patients was associated with dysfunction of the tumour-
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infiltrating NK cells (170), and exhausted tumour-infiltrating NK
cells correlate with poor clinical outcome for HCC patients.
Importantly, this NK cell exhaustion was reversed by
manipulating the TIGIT pathway (171). Thus, the clinical
application of anti-TIGIT CPI immunotherapy will enhance the
NK cell anti-tumour immune response and is a promising new
approach towards treating HCC.

Lymphocyte activation gene-3 (LAG-3) belongs to the
immunoglobulin superfamily and is expressed on tumour
infiltrating lymphocytes (TILs) (172), NK cells (173), B cells
(174) and DCs (175). LAG-3 has a high binding capacity to
MHC II (173). Current data suggests that modulating LAG-3 can
impact autoimmunity, cancer and chronic viral infection (164).
Fibrinogen-like protein 1 (FGL1) is a new major ligand for LAG-
3 and it has recently been demonstrated that blocking the FGL1-
FIGURE 3 | The hepatocellular carcinoma microenvironment and crosstalk of NK, Treg and HCC with the key signalling cascades. Effector T cells are the source of
interleukin-2 (IL-2) which acts on the IL-2a receptor in CD25 on regulatory T cells. This leads to phosphorylation of STAT5 which subsequently upregulates Treg
functional molecule CTLA-4 and the transcription factor Foxp3. The tumour microenvironment is enriched with adenosine triphosphate (ATP). CD39 on Tregs
generates cyclic AMP from ATP. CD73 expressed on intrahepatic Tregs subsequently generate immunosuppressive adenosine from the cyclic AMP. Adenosine act
on A2AR on NK cells which leads to the suppression of NK cell function. In addition, immunosuppressive cytokines TGFb and IL-10 are secreted by Tregs and these
cytokines lead to reductions in proliferation, IFNg production and expression of NKG2D. Conversely, high concentrations of IL-2 lead to an increase in perforin and
granzyme B expression on NK cells. IL-12, IL-15 and IL-18 act on their corresponding receptors on NK cells and leading to enhanced cell survival, and granzyme B
production via PI3Kinase and mTOR pathways. NK cells express inhibitory receptors such as TIGIT and PD-1, which interact with corresponding ligands CD155
(PVR) and PDL-1 expressed on tumour cells. Inhibition of these receptors with check point inhibitors could lead to unleashing of NK cell cytotoxic activity to tumour
cells via secretion of granzymes, perforin, IFNg and TNFa. Monoclonal antibodies against inhibitory receptors such as immune checkpoint inhibitor monalizumab are
developed to block MHC-I ligands and NKG2A interactions and enhance NK cell cytotoxicity towards cancer cells. CD16 receptors on NK cells allows them to carry
out ADCC targeting such molecules as PD-L1.
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LAG-3 pathways results in the stimulation of tumour immunity
and inhibits tumour growth (176). Furthermore, co-expression
of LAG-3 and PD-1 on TILs has been observed in several mouse
tumour models. One of the first pre-clinical cancer models using
anti-LAG-3 demonstrated enhanced activation of tumour-
specific T cells at the tumour site and disruption of tumour
growth, especially when used in combination with anti-PD-1
(177). Currently human studies involving LAG-3 as a target are
usually performed in combination with PD-x axis blockade,
providing a wider checkpoint blockade than monotherapy.

The use of monoclonal antibodies targeting CTLA-4, PD-1
and PD-L1 has seen excellent success, especially in settings such
as melanoma and non-small-cell lung cancer. However, most
HCC patients have underlying cirrhosis, and there is a concern
about the risk of decompensation related to CPI-induced
immune mediated hepatitis. This appears relatively rare
occurrence during checkpoint inhibitor therapy for HCC with
grade ≥3 side effects affected under 5% of patients (142, 178,
179). Nivolumab and pembrolizumab have now received
approval from the FDA as second-line treatments for advanced
HCC based on both the Checkmate 040 (142) and Keynote 224
(178) clinical trials. Although subsequent phase III trials have
failed to show statistically significant data for survival
improvement in either first-line (nivolumab vs. sorafenib) or
second-line (pembrolizumab vs. placebo) setting (179, 180).
These therapeutics now have potential to be combined with
anti-VEGF therapies (111), however there remains an unmet
clinical need for investigating combinatorial blockade targeting
the novel inhibitory receptors, such as TIGIT and LAG-3.

Combination of GMP NK Infusion and
Check Point Inhibitors in HCC
NK-cell therapy in cancer has made significant progress in the
past decade with many milestones. It has been shown that NK-
cell alloreactivity can eliminate the risk of leukaemia relapse and
graft rejection as well as protecting against graft-versus-host
disease in transplant patients (112). High-risk myelodsysplastic
syndrome (MDS) patients have been shown to be responsive to
NK-cell therapy due to the infused donor NK cells causing a
reduction in high-risk clones and a less pronounced host
immune activation (181). The infusion of NK cells has also
been successful in patients with refractory acute myeloid
leukaemia achieving remission in one third of patients (113). A
recent phase I trial investigating the use of NK-cell therapy in
combination with trastuzumab in HER2-positive cancer patients
demonstrated that the therapy was well tolerated and that target
engagement and anti-tumour activity was seen in the patients
(115). CAR-NK cell infusion is also an exciting and promising
therapy for cancer patients with a recent phase I and II trial
showing that the majority (8 out of 11) patients responded to the
treatment, of which 7 patients had complete disease remission
(114). Recent developments suggested that NK cells derived from
induced pluripotent stem cells (iPSCs) produce inflammatory
cytokines and exert strong cytotoxicity against a variety of
hematologic and solid tumours. iPSC-derived NK cells were
also found to recruit T cells and cooperate with T cells and
anti-PD-1 antibody, subsequently enhancing inflammatory
Frontiers in Immunology | www.frontiersin.org 1115
cytokine production and promoting tumour lysis (120).
Additionally, NK-CAR-iPSC-NK cells have been shown to
significantly inhibit tumour growth resulting in prolonged
survival in an ovarian cancer xenograft model (182).

Anti-PD-1, anti-PD-L1 and anti-CTLA-4 monoclonal
antibodies also enhance NK cell tumour trafficking and release
cytokines against tumours whilst simultaneously supressing Treg
function (183–186). Anti-CTLA-4 monoclonal antibodies have
also been shown to induce the release of TNFa against tumour
cells via CD16 binding to antibody-bound tumour cells, and
simultaneously to induce Treg inactivation (187–189). Blocking
TIGIT and its ability to exploit both T cell and NK cell responses
is also a strategy that is currently being explored by multiple
pharmaceutical companies undergoing phase I/II clinical trials.
Experimental drugs such as tiragolumab (anti-TIGIT)
is currently undergoing phase I trials in various cancers
(https://clinicaltrials .gov/ct2/show/NCT02913313) in
combination with atezolizumab and nivolumab. Specific
clinical trials looking at patients with HCC include looking at
the use of SRF388 which is a fully human IgG1 antibody
against IL-27 that decreases the expression of inhibitory
immune checkpoint receptors (https://clinicaltrials.gov/ct2/
show/NCT04374877?term=TIGIT+HCC&draw=2&rank=).

Thus, combining the massive increase in CPI therapy with
the growth in adoptive NK cell therapeutics indicates that
there is now a great potential to generate novel therapeutic
combinations that target both CD8 T cells, NK cells and Tregs
generating a holistic approach to cancer immunotherapy. Such an
approach could simultaneously positively modulate the tumour
microenvironment and directly cytotoxicity against tumours. In
particular, the combination of augmenting both CD8 T cells and
NK cells means that tumours that down-regulate MHC class I to
avoid CD8 T cell mediated lysis, lose an important inhibitory
signal for NK cells, and thus render themselves susceptible to NK
cell killing. However, new therapeutic combinations have the
potential to exacerbate toxicity, especially those related to
autoimmunity and so these approaches need caution. In general,
though NK cell therapeutics have proven relatively safe with little
systemic toxicity observed, so these combinations may be more
advantageous than those that target solely T cells. Nevertheless as
with all therapeutic combinations it is important that future
studies are carefully monitored for signs of unexpected toxicity.
CONCLUSION

HCC remains a challenge for clinicians and researchers to approach
in partnership. The recent development of multiple new
immunotherapies including monoclonal antibodies and cell
products present new opportunities for the clinician to treat
HCC. However, understanding the immunological micro
environment in which HCC occurs will be key to successfully
combining these. Fundamental research is required to unpick the
different intrahepatic immunological microenvironments on which
HCC occurs. Understanding these on a personalized basis will be
the key to selecting the optimal combination of immunotherapies
for each patient.
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116. André P, Denis C, Soulas C, Bourbon-Caillet C, Lopez J, Arnoux T, et al.
Anti-NKG2A mAb Is a Checkpoint Inhibitor That Promotes Anti-Tumor
Immunity by Unleashing Both T and NK Cells. Cell (2018) 175:1731–43.e13.
doi: 10.1016/j.cell.2018.10.014

117. Lapteva N, Szmania SM, van Rhee F, Rooney CM. Clinical Grade
Purification and Expansion of Natural Killer Cells. Crit Rev Oncog (2014)
1-2:121–32. doi: 10.1615/CritRevOncog.2014010931

118. Koehl U, Brehm C, Huenecke S, Zimmermann SY, Kloess S, BremmM, et al.
Clinical Grade Purification and Expansion of NK Cell Products for an
Optimized Manufacturing Protocol. Front Oncol (2013) 3:118. doi: 10.3389/
fonc.2013.00118

119. Fujisaki H, Kakuda H, Shimasaki N, Imai C, Ma J, Lockey T, et al. Expansion
of Highly Cytotoxic Human Natural Killer Cells for Cancer Cell Therapy.
Cancer Res (2009) 69:4010–7. doi: 10.1158/0008-5472.CAN-08-3712

120. Cichocki F, Bjordahl R, Gaidarova S, Mahmood S, Abujarour R, Wang H,
et al. PSC-Derived NK Cells Maintain High Cytotoxicity and Enhance In
Vivo Tumor Control in Concert With T Cells and Anti–PD-1 Therapy. Sci
Transl Med (2020) 12:568, eaaz5618. doi: 10.1126/scitranslmedaaz5618

121. Skeate R, Singh C, Cooley S, Geller M, Northouse J, Welbig J, et al. Hemolytic
Anemia Due to Passenger Lymphocyte Syndrome in Solid Malignancy
Patients Treated With Allogeneic Natural Killer Cell Products. Transfusion
(2013) 53:419–23. doi: 10.1111/j.1537-2995.2012.03942.x

122. Bröker K, Sinelnikov E, Gustavus D, Schumacher U, Pörtner R, Hoffmeister
H, et al. Mass Production of Highly Active Nk Cells for Cancer
Immunotherapy in a Gmp Conform Perfusion Bioreactor. Front Bioeng
Biotechnol (2019) 7:194. doi: 10.3389/fbioe.2019.00194

123. Hoechst B, Ormandy LA, Ballmaier M, Lehner F, Krüger C, Manns MP, et al.
A New Population of Myeloid-Derived Suppressor Cells in Hepatocellular
Carcinoma Patients Induces CD4+CD25+Foxp3+ T Cells. Gastroenterology
(2008) 135:234–43. doi: 10.1053/j.gastro.2008.03.020

124. Shi F, Shi M, Zeng Z, Qi RZ, Liu ZW, Zhang JY, et al. PD-1 and PD-L1
Upregulation Promotes CD8+ T-Cell Apoptosis and Postoperative
Recurrence in Hepatocellular Carcinoma Patients. Int J Cancer (2011)
128:887–96. doi: 10.1002/ijc.25397

125. Kim HD, Song GW, Park S, Jung MK, Kim MH, Kang HJ, et al. Association
Between Expression Level of PD1 by Tumor-Infiltrating CD8+ T Cells and
Frontiers in Immunology | www.frontiersin.org 1519
Features of Hepatocellular Carcinoma. Gastroenterology (2018) 155:1936–
50.e17. doi: 10.1053/j.gastro.2018.08.030

126. Unitt E, Marshall A, Gelson W, Rushbrook SM, Davies S, Vowler SL, et al.
Tumour Lymphocytic Infiltrate and Recurrence of Hepatocellular
Carcinoma Following Liver Transplantation. J Hepatol (2006) 45:246–53.
doi: 10.1016/j.jhep.2005.12.027

127. Budhu A, Forgues M, Ye QH, Jia HL, He P, Zanetti KA, et al. Prediction of
Venous Metastases, Recurrence, and Prognosis in Hepatocellular Carcinoma
Basedon aUnique ImmuneResponse Signatureof theLiverMicroenvironment.
Cancer Cell (2006) 10:99–111. doi: 10.1016/j.ccr.2006.06.016

128. Brandacher G, Winkler C, Schroecksnadel K, Margreiter R, Fuchs D.
Antitumoral Activity of Interferon-gamma Involved in Impaired Immune
Function in Cancer Patients. Curr Drug Metab (2006) 7:599–612.
doi: 10.2174/138920006778017768

129. Lugade AA, Kalathil S, Miller A, Iyer R, Thanavala Y. High Immunosuppressive
Burden in Advanced Hepatocellular Carcinoma Patients: Can Effector
Functions be Restored? Oncoimmunology (2013) 2:e24679. doi: 10.4161/
onci.24679

130. Wang F, Wan L, Zhang C, Zheng X, Li J, Chen ZK. Tim-3-Galectin-9
Pathway Involves the Suppression Induced by CD4+CD25+ Regulatory T
Cells. Immunobiology (2009) 214:342–9. doi: 10.1016/j.imbio.2008.10.007

131. Sakaguchi S, Miyara M, Costantino CM, Hafler DA. FOXP3 + Regulatory T
Cells in the Human Immune System. Nat Rev Immunol (2010) 10:490–500.
doi: 10.1038/nri2785

132. Langhans B, Braunschweiger I, Arndt S, Schulte W, Satoguina J, Layland LE,
et al. Core-Specific Adaptive Regulatory T-cells in Different Outcomes of
Hepatitis C. Clin Sci (2010) 119:97–109. doi: 10.1042/CS20090661

133. Langhans B, Krämer B, Louis M, Nischalke HD, Hüneburg R, Staratschek-
Jox A, et al. Intrahepatic IL-8 Producing Foxp3+CD4+ Regulatory T Cells
and Fibrogenesis in Chronic Hepatitis C. J Hepatol (2013) 59:229–35.
doi: 10.1016/j.jhep.2013.04.011

134. Langhans B, Nischalke HD, Krämer B, Dold L, Lutz P, Mohr R, et al. Role of
Regulatory T Cells and Checkpoint Inhibition in Hepatocellular Carcinoma.
Cancer Immunol Immunother (2019) 68:2055–66. doi: 10.1007/s00262-019-
02427-4

135. Ohue Y, Nishikawa H. Regulatory T (Treg) Cells in Cancer: Can Treg Cells
be a New Therapeutic Target? Cancer Sci (2019) 110:2080–9. doi: 10.1111/
cas.14069

136. Doi T, Muro K, Ishii H, Kato T, Tsushima T, Takenoyama M, et al. A Phase I
Study of the anti-CC Chemokine Receptor 4 Antibody, Mogamulizumab, in
Combination With Nivolumab in Patients With Advanced or Metastatic
Solid Tumors. Clin Cancer Res (2019) 25:6614–22. doi: 10.1158/1078-
0432.CCR-19-1090

137. Wang H, Franco F, Tsui Y, Xie X, Trefny MP, Zappasodi R, et al. CD36-
Mediated Metabolic Adaptation Supports Regulatory T Cell Survival and
Function in Tumors. Nat Immunol (2020) 21:298–308. doi: 10.1038/s41590-
019-0589-5

138. Kamiya T, Seow SV, Wong D, Robinson M, Campana D. Blocking
Expression of Inhibitory Receptor NKG2A Overcomes Tumor Resistance
to NK Cells. J Clin Invest (2019) 129:2094–106. doi: 10.1172/JCI123955

139. Zhang Q, Bi J, Zheng X, Chen Y, Wang H, Wu W, et al. Blockade of the
Checkpoint Receptor TIGIT Prevents NK Cell Exhaustion and Elicits Potent
Anti-Tumor Immunity. Nat Immunol (2018) 19:723–32. doi: 10.1038/s41590-
018-0132-0

140. Errico A. PD-1-PD-L1 Axis: Efficient Checkpoint Blockade Against Cancer.
Nat Rev Clin Oncol (2015) 12:63. doi: 10.1038/nrclinonc.2014.221

141. Topalian SL, Drake CG, Pardoll DM. Immune Checkpoint Blockade: A
Common Denominator Approach to Cancer Therapy. Cancer Cell (2015)
27:450–61. doi: 10.1016/j.ccell.2015.03.001

142. El-Khoueiry AB, Sangro B, Yau T, Crocenzi TS, Kudo M, Hsu C, et al.
Nivolumab in Patients With Advanced Hepatocellular Carcinoma
(CheckMate 040): An Open-Label, Non-Comparative, Phase 1/2 Dose
Escalation and Expansion Trial. Lancet (2017) 389:2492–502. doi: 10.1016/
S0140-6736(17)31046-2

143. Gao Q,Wang XY, Qiu SJ, Yamato I, ShoM, Nakajima Y, et al. Overexpression
of PD-L1 Significantly Associates With Tumor Aggressiveness and
Postoperative Recurrence in Human Hepatocellular Carcinoma. Clin
Cancer Res (2009) 15:971–9. doi: 10.1158/1078-0432.CCR-08-1608
April 2021 | Volume 12 | Article 643310

https://doi.org/10.1016/S1470-2045(08)70285-7
https://doi.org/10.1016/S1470-2045(08)70285-7
https://doi.org/10.1038/s41572-020-00240-3
https://doi.org/10.1038/s41572-020-00240-3
https://doi.org/10.1038/nrgastro.2015.173
https://doi.org/10.1016/j.physbeh.2017.03.040
https://doi.org/10.1056/nejmoa1915745
https://doi.org/10.1126/science.1068440
https://doi.org/10.1182/bloodadvances.2018028332
https://doi.org/10.1056/nejmoa1910607
https://doi.org/10.1158/1078-0432.ccr-20-0768
https://doi.org/10.1016/j.cell.2018.10.014
https://doi.org/10.1615/CritRevOncog.2014010931
https://doi.org/10.3389/fonc.2013.00118
https://doi.org/10.3389/fonc.2013.00118
https://doi.org/10.1158/0008-5472.CAN-08-3712
https://doi.org/10.1126/scitranslmedaaz5618
https://doi.org/10.1111/j.1537-2995.2012.03942.x
https://doi.org/10.3389/fbioe.2019.00194
https://doi.org/10.1053/j.gastro.2008.03.020
https://doi.org/10.1002/ijc.25397
https://doi.org/10.1053/j.gastro.2018.08.030
https://doi.org/10.1016/j.jhep.2005.12.027
https://doi.org/10.1016/j.ccr.2006.06.016
https://doi.org/10.2174/138920006778017768
https://doi.org/10.4161/onci.24679
https://doi.org/10.4161/onci.24679
https://doi.org/10.1016/j.imbio.2008.10.007
https://doi.org/10.1038/nri2785
https://doi.org/10.1042/CS20090661
https://doi.org/10.1016/j.jhep.2013.04.011
https://doi.org/10.1007/s00262-019-02427-4
https://doi.org/10.1007/s00262-019-02427-4
https://doi.org/10.1111/cas.14069
https://doi.org/10.1111/cas.14069
https://doi.org/10.1158/1078-0432.CCR-19-1090
https://doi.org/10.1158/1078-0432.CCR-19-1090
https://doi.org/10.1038/s41590-019-0589-5
https://doi.org/10.1038/s41590-019-0589-5
https://doi.org/10.1172/JCI123955
https://doi.org/10.1038/s41590-018-0132-0
https://doi.org/10.1038/s41590-018-0132-0
https://doi.org/10.1038/nrclinonc.2014.221
https://doi.org/10.1016/j.ccell.2015.03.001
https://doi.org/10.1016/S0140-6736(17)31046-2
https://doi.org/10.1016/S0140-6736(17)31046-2
https://doi.org/10.1158/1078-0432.CCR-08-1608
https://www.frontiersin.org/journals/immunology
http://www.frontiersin.org/
https://www.frontiersin.org/journals/immunology#articles


Bozward et al. Exploring Therapeutic Options in HCC
144. Calderaro J, Rousseau B, Amaddeo G, Mercey M, Charpy C, Costentin C,
et al. Programmed Death Ligand 1 Expression in Hepatocellular Carcinoma:
Relationship With Clinical and Pathological Features. Hepatology (2016)
64:2038–46. doi: 10.1002/hep.28710

145. Sideras K, Biermann K, Verheij J, Takkenberg BR, Mancham S, Hansen BE,
et al. PD-L1, Galectin-9 and CD8+ Tumor-Infiltrating Lymphocytes are
Associated With Survival in Hepatocellular Carcinoma. Oncoimmunology
(2017) 6:1–11. doi: 10.1080/2162402X.2016.1273309

146. Chen J, Li G, Meng H, Fan Y, Song Y, Wang S, et al. Upregulation of B7-H1
Expression is Associated With Macrophage Infiltration in Hepatocellular
Carcinomas. Cancer Immunol Immunother (2012) 61:101–8. doi: 10.1007/
s00262-011-1094-3

147. Topalian SL, Hodi FS, Brahmer JR, Gettinger SN, Smith DC, McDermott DF,
et al. Safety, Activity, and Immune Correlates of Anti–PD-1 Antibody in
Cancer. N Engl J Med (2012) 26:2443–54. doi: 10.1056/nejmoa1200690

148. Zen Y, Yeh MM. Hepatotoxicity of Immune Checkpoint Inhibitors: A
Histology Study of Seven Cases in Comparison With Autoimmune
Hepatitis and Idiosyncratic Drug-Induced Liver Injury. Mod Pathol (2018)
31:965–73. doi: 10.1038/s41379-018-0013-y

149. Walunas BTL, Christina YB, Bluestone JA. CTLA-4 Ligation Blocks CD28-
Dependent T Cell Activation. J Exp Med (1996) 183:2541–50. doi: 10.1084/
jem.183.6.2541

150. Buchbinder EI, Desai A. CTLA-4 and PD-1 Pathways Similarities,
Differences, and Implications of Their Inhibition. Am J Clin Oncol Cancer
Clin Trials (2016) 39:98–106. doi: 10.1097/COC.0000000000000239

151. Grosso JF, Jure-Kunkel MN. CTLA-4 Blockade in Tumor Models:
An Overview of Preclinical and Translational Research. Cancer Immun
(2013) 13:1–14.

152. Linsley PS, Clark EA, Ledbetter JA. T-Cell Antigen CD28 Mediates Adhesion
With B Cells by Interacting With Activation Antigen B7/BB-1. Proc Natl
Acad Sci U S A (1990) 87:5031–5. doi: 10.1073/pnas.87.13.5031

153. Engelhardt JJ, Sullivan TJ, Allison JP. CTLA-4 Overexpression Inhibits T
Cell Responses Through a CD28-B7-Dependent Mechanism. J Immunol
(2006) 177:1052–61. doi: 10.4049/jimmunol.177.2.1052

154. Robert L, Tsoi J, Wang X, Emerson R, Homet B, Chodon T, et al. CTLA4
Blockade Broadens the Peripheral T-cell Receptor Repertoire. Clin Cancer
Res (2014) 20:2424–32. doi: 10.1158/1078-0432.CCR-13-2648

155. Boles KS, Vermi W, Facchetti F, Fuchs A, Wilson TJ, Diacovo TG, et al. A
Novel Molecular Interaction for the Adhesion of Follicular CD4 T Cells to
Follicular DC. Eur J Immunol (2009) 39:695–703. doi: 10.1002/eji.200839116

156. Joller N, Lozano E, Burkett PR, Patel B, Xiao S, Zhu C, et al. Treg Cells
Expressing the Coinhibitory Molecule TIGIT Selectively Inhibit
Proinflammatory Th1 and Th17 Cell Responses. Immunity (2014) 40:569–
81. doi: 10.1016/j.immuni.2014.02.012

157. Joller N, Hafler JP, Brynedal B, Kassam N, Spoerl S, Levin SD, et al. Cutting
Edge: TIGIT has T Cell-Intrinsic Inhibitory Functions. J Immunol (2011)
186:1338–42. doi: 10.4049/jimmunol.1003081

158. Levin SD, Taft DW, Brandt CS, Bucher C, Howard ED, Chadwick EM,
et al. Vstm3 is a Member of the CD28 Family and an Important Modulator
of T-cell Function. Eur J Immunol (2011) 41:902–15. doi: 10.1002/
eji.201041136

159. Stanietsky N, Simic H, Arapovic J, Toporik A, Levy O, Novik A, et al. The
Interaction of TIGIT With PVR and PVRL2 Inhibits Human NK Cell
Cytotoxicity. Proc Natl Acad Sci U S A (2009) 106:17858–63. doi: 10.1073/
pnas.0903474106

160. Yu X, Harden K, Gonzalez LC, Francesco M, Chiang E, Irving B, et al. The
Surface Protein TIGIT Suppresses T Cell Activation by Promoting the
Generation of Mature Immunoregulatory Dendritic Cells. Nat Immunol
(2009) 10:48–57. doi: 10.1038/ni.1674

161. Johnston RJ, Comps-Agrar L, Hackney J, Yu X, Huseni M, Yang Y, et al. The
Immunoreceptor TIGIT Regulates Antitumor and Antiviral CD8+ T Cell
Effector Function. Cancer Cell (2014) 26:923–37. doi: 10.1016/j.ccell.
2014.10.018

162. Chauvin JM, Pagliano O, Fourcade J, Sun Z, Wang H, Sander C, et al. TIGIT
and PD-1 Impair Tumor Antigen-Specific CD8+ T Cells in Melanoma
Patients. J Clin Invest (2015) 125:2046–58. doi: 10.1172/JCI80445

163. Kong Y, Zhu L, Schell TD, Zhang J, Claxton DF, Ehmann WC, et al. T-Cell
Immunoglobulin and ITIM Domain (TIGIT) Associates With CD8+ T-Cell
Frontiers in Immunology | www.frontiersin.org 1620
Exhaustion and Poor Clinical Outcome in AML Patients. Clin Cancer Res
(2016) 22:3057–66. doi: 10.1158/1078-0432.CCR-15-2626

164. Anderson AC, Joller N, Kuchroo VK. Lag-3, Tim-3, and TIGIT: Co-
Inhibitory Receptors With Specialized Functions in Immune Regulation.
Immunity (2016) 44:989–1004. doi: 10.1016/j.immuni.2016.05.001

165. Gilfillan S, Chan CJ, Cella M, Haynes NM, Rapaport AS, Boles KS, et al.
DNAM-1 Promotes Activation of Cytotoxic Lymphocytes by
Nonprofessional Antigen-Presenting Cells and Tumors. J Exp Med (2008)
205:2965–73. doi: 10.1084/jem.20081752

166. Iguchi-Manaka A, Kai H, Yamashita Y, Shibata K, Tahara-Hanaoka S,
Honda SI, et al. Accelerated Tumor Growth in Mice Deficient in DNAM-1
Receptor. J Exp Med (2008) 205:2959–64. doi: 10.1084/jem.20081611

167. Kurtulus S, Sakuishi K, Ngiow SF, Joller N, Tan DJ, Teng MWL, et al. TIGIT
Predominantly Regulates the Immune Response Via Regulatory T Cells.
J Clin Invest (2015) 125:4053–62. doi: 10.1172/JCI81187

168. Liu S, Zhang H, Li M, Hu D, Li C, Ge B, et al. Recruitment of Grb2 and
SHIP1 by the ITT-like Motif of TIGIT Suppresses Granule Polarization and
Cytotoxicity of NK Cells. Cell Death Differ (2013) 20:456–64. doi: 10.1038/
cdd.2012.141

169. Sun C, Sun HY, Xiao WH, Zhang C, Tian ZG. Natural Killer Cell
Dysfunction in Hepatocellular Carcinoma and NK Cell-Based
Immunotherapy. Acta Pharmacol Sin (2015) 36:1191–9. doi: 10.1038/
aps.2015.41

170. Choi JW, Lee ES, Kim SY, Park S, Oh S, Kang JH, et al. Cytotoxic Effects of Ex
Vivo-Expanded Natural Killer Cell-Enriched Lymphocytes (MYJ1633)
Against Liver Cancer. BMC Cancer (2019) 19:1–11. doi: 10.1186/s12885-
019-6034-1

171. Zheng Q, Xu J, Gu X, Wu F, Deng J, Cai X, et al. Immune Checkpoint
Targeting TIGIT in Hepatocellular Carcinoma. Am J Transl Res (2020)
12:3212–24.

172. Grosso JF, Kelleher CC, Harris TJ, Maris CH, Hipkiss EL, De Marzo A, et al.
LAG-3 Regulates CD8+ T Cell Accumulation and Effector Function in
Murine Self- and Tumor-Tolerance Systems. J Clin Invest (2007)
117:3383–92. doi: 10.1172/JCI31184

173. Triebel F, Jitsukawa S, Baixeras E, Roman-Roman S, Genevee C, Viegas-
Pequignot E, et al. LAG-3, a Novel Lymphocyte Activation Gene Closely
Related to CD4. J Exp Med (1990) 171:1393–405. doi: 10.1084/
jem.171.5.1393

174. Kisielow M, Kisielow J, Capoferri-Sollami G, Karjalainen K. Expression of
Lymphocyte Activation Gene 3 (LAG-3) on B Cells is Induced by T Cells.
Eur J Immunol (2005) 35:2081–8. doi: 10.1002/eji.200526090

175. Andreae S, Buisson S, Triebel F. MHC Class II Signal Transduction in
Human Dendritic Cells Induced by a Natural Ligand, the LAG-3 Protein
(CD223). Blood (2003) 102:2130–7. doi: 10.1182/blood-2003-01-0273

176. Wang J, Sanmamed MF, Datar I, Su TT, Ji L, Sun J, et al. Fibrinogen-Like
Protein 1 Is a Major Immune Inhibitory Ligand of LAG-3. Cell (2019)
176:334–47.e12. doi: 10.1016/j.cell.2018.11.010

177. Woo SR, Turnis ME, Goldberg MV, Bankoti J, Selby M, Nirschl CJ, et al.
Immune Inhibitory Molecules LAG-3 and PD-1 Synergistically Regulate T-
cell Function to Promote Tumoral Immune Escape. Cancer Res (2012)
72:917–27. doi: 10.1158/0008-5472.CAN-11-1620

178. Zhu AX, Finn RS, Edeline J, Cattan S, Ogasawara S, Palmer D, et al.
Pembrolizumab in Patients With Advanced Hepatocellular Carcinoma
Previously Treated With Sorafenib (KEYNOTE-224): A non-Randomised,
Open-Label Phase 2 Trial. Lancet Oncol (2018) 19:940–52. doi: 10.1016/
S1470-2045(18)30351-6

179. Finn RS, Ryoo B-Y, Merle P, Kudo M, Bouattour M, Lim H-Y, et al. Results
of KEYNOTE-240: Phase 3 Study of Pembrolizumab (Pembro) vs Best
Supportive Care (BSC) for Second Line Therapy in Advanced Hepatocellular
Carcinoma (HCC). J Clin Oncol (2019) 37:4004–4004. doi: 10.1200/
JCO.2019.37.15_suppl.4004

180. Yau T, Park JW, Finn RS, Cheng A-L, Mathurin P, Edeline J, et al.
CheckMate 459: A Randomized, Multi-Center Phase III Study of
Nivolumab (NIVO) vs Sorafenib (SOR) as First-Line (1L) Treatment in
Patients (Pts) With Advanced Hepatocellular Carcinoma (aHCC). Ann
Oncol (2019) 30:v874–5. doi: 10.1093/annonc/mdz394.029

181. Bjorklund AT, Carlsten M, Sohlberg E, Liu LL, Clancy T, Karimi M, et al.
Complete Remission With Reduction of High-Risk Clones Following
April 2021 | Volume 12 | Article 643310

https://doi.org/10.1002/hep.28710
https://doi.org/10.1080/2162402X.2016.1273309
https://doi.org/10.1007/s00262-011-1094-3
https://doi.org/10.1007/s00262-011-1094-3
https://doi.org/10.1056/nejmoa1200690
https://doi.org/10.1038/s41379-018-0013-y
https://doi.org/10.1084/jem.183.6.2541
https://doi.org/10.1084/jem.183.6.2541
https://doi.org/10.1097/COC.0000000000000239
https://doi.org/10.1073/pnas.87.13.5031
https://doi.org/10.4049/jimmunol.177.2.1052
https://doi.org/10.1158/1078-0432.CCR-13-2648
https://doi.org/10.1002/eji.200839116
https://doi.org/10.1016/j.immuni.2014.02.012
https://doi.org/10.4049/jimmunol.1003081
https://doi.org/10.1002/eji.201041136
https://doi.org/10.1002/eji.201041136
https://doi.org/10.1073/pnas.0903474106
https://doi.org/10.1073/pnas.0903474106
https://doi.org/10.1038/ni.1674
https://doi.org/10.1016/j.ccell.2014.10.018
https://doi.org/10.1016/j.ccell.2014.10.018
https://doi.org/10.1172/JCI80445
https://doi.org/10.1158/1078-0432.CCR-15-2626
https://doi.org/10.1016/j.immuni.2016.05.001
https://doi.org/10.1084/jem.20081752
https://doi.org/10.1084/jem.20081611
https://doi.org/10.1172/JCI81187
https://doi.org/10.1038/cdd.2012.141
https://doi.org/10.1038/cdd.2012.141
https://doi.org/10.1038/aps.2015.41
https://doi.org/10.1038/aps.2015.41
https://doi.org/10.1186/s12885-019-6034-1
https://doi.org/10.1186/s12885-019-6034-1
https://doi.org/10.1172/JCI31184
https://doi.org/10.1084/jem.171.5.1393
https://doi.org/10.1084/jem.171.5.1393
https://doi.org/10.1002/eji.200526090
https://doi.org/10.1182/blood-2003-01-0273
https://doi.org/10.1016/j.cell.2018.11.010
https://doi.org/10.1158/0008-5472.CAN-11-1620
https://doi.org/10.1016/S1470-2045(18)30351-6
https://doi.org/10.1016/S1470-2045(18)30351-6
https://doi.org/10.1200/JCO.2019.37.15_suppl.4004
https://doi.org/10.1200/JCO.2019.37.15_suppl.4004
https://doi.org/10.1093/annonc/mdz394.029
https://www.frontiersin.org/journals/immunology
http://www.frontiersin.org/
https://www.frontiersin.org/journals/immunology#articles


Bozward et al. Exploring Therapeutic Options in HCC
Haploidentical NK-cell Therapy Against MDS and AML. Clin Cancer Res
(2018) 24:1834–44. doi: 10.1158/1078-0432.CCR-17-3196

182. Li Y, Hermanson DL, Moriarity BS, Kaufman DS. Human iPSC-Derived Natural
Killer Cells Engineered With Chimeric Antigen Receptors Enhance Anti-tumor
Activity. Cell Stem Cell (2018) 23:181–92.e5. doi: 10.1016/j.stem.2018.06.002

183. ZhuD, Corral LG, Fleming YW, Stein B. Immunomodulatory Drugs Revlimid®

(Lenalidomide) and CC-4047 Induce Apoptosis of Both Hematological and
Solid Tumor Cells Through NK Cell Activation. Cancer Immunol Immunother
(2008) 57:1849–59. doi: 10.1007/s00262-008-0512-7

184. Hayashi T, Hideshima T, Akiyama M, Podar K, Yasui H, Raje N, et al.
Molecular Mechanisms Whereby Immunomodulatory Drugs Activate
Natural Killer Cells: Clinical Application. Br J Haematol (2005) 128:192–
203. doi: 10.1111/j.1365-2141.2004.05286.x

185. Benson DM, Bakan CE, Mishra A, Hofmeister CC, Efebera Y, Becknell B, et al.
The PD-1/PD-L1 Axis Modulates the Natural Killer Cell Versus Multiple
Myeloma Effect: A Therapeutic Target for CT-011, a Novel Monoclonal Anti-
PD-1 Antibody. Blood (2010) 116:2286–94. doi: 10.1182/blood-2010-02-271874

186. Davies FE, Raje N, Hideshima T, Lentzsch S, Young G, Tai YT, et al.
Thalidomide and Immunomodulatory Derivatives Augment Natural Killer
Cell Cytotoxicity in Multiple Myeloma. Blood (2001) 98:210–6. doi: 10.1182/
blood.V98.1.210
Frontiers in Immunology | www.frontiersin.org 1721
187. Callahan MK, Postow MA, Wolchok JD. Immunomodulatory Therapy for
Melanoma: Ipilimumab and Beyond. Clin Dermatol (2013) 31:191–9.
doi: 10.1016/j.clindermatol.2012.08.006

188. Laurent S, Queirolo P, Boero S, Salvi S, Piccioli P, Boccardo S, et al. The
Engagement of CTLA-4 on Primary Melanoma Cell Lines Induces
Antibody-Dependent Cellular Cytotoxicity and TNF-a Production.
J Transl Med (2013) 11:1–13. doi: 10.1186/1479-5876-11-108

189. Intlekofer AM, Thompson CB. At the Bench: Preclinical Rationale for
CTLA-4 and PD-1 Blockade as Cancer Immunotherapy. J Leukoc Biol
(2013) 94:25–39. doi: 10.1189/jlb.1212621

Conflict of Interest: The authors declare that the research was conducted in the
absence of any commercial or financial relationships that could be construed as a
potential conflict of interest.

Copyright © 2021 Bozward, Warricker, Oo and Khakoo. This is an open-access article
distributed under the terms of the Creative Commons Attribution License (CC BY).
The use, distribution or reproduction in other forums is permitted, provided the
original author(s) and the copyright owner(s) are credited and that the original
publication in this journal is cited, in accordance with accepted academic practice. No
use, distribution or reproduction is permitted which does not comply with these terms.
April 2021 | Volume 12 | Article 643310

https://doi.org/10.1158/1078-0432.CCR-17-3196
https://doi.org/10.1016/j.stem.2018.06.002
https://doi.org/10.1007/s00262-008-0512-7
https://doi.org/10.1111/j.1365-2141.2004.05286.x
https://doi.org/10.1182/blood-2010-02-271874
https://doi.org/10.1182/blood.V98.1.210
https://doi.org/10.1182/blood.V98.1.210
https://doi.org/10.1016/j.clindermatol.2012.08.006
https://doi.org/10.1186/1479-5876-11-108
https://doi.org/10.1189/jlb.1212621
http://creativecommons.org/licenses/by/4.0/
https://www.frontiersin.org/journals/immunology
http://www.frontiersin.org/
https://www.frontiersin.org/journals/immunology#articles


Frontiers in Immunology | www.frontiersin.

Edited by:
John - Maher,

King’s College London,
United Kingdom

Reviewed by:
Caroline Hull,

Leucid Bio, United Kingdom
Dean Anthony Lee,

The Research Institute at Nationwide
Children’s Hospital, United States

Robert J. Canter,
University of California, Davis,

United States

*Correspondence:
Mohan C. Vemuri

mohan.vemuri@thermofisher.com

Specialty section:
This article was submitted to

Cancer Immunity
and Immunotherapy,

a section of the journal
Frontiers in Immunology

Received: 28 June 2021
Accepted: 01 November 2021
Published: 01 December 2021

Citation:
Heipertz EL, Zynda ER,

Stav-Noraas TE, Hungler AD,
Boucher SE, Kaur N and Vemuri MC

(2021) Current Perspectives on
“Off-The-Shelf” Allogeneic NK
and CAR-NK Cell Therapies.
Front. Immunol. 12:732135.

doi: 10.3389/fimmu.2021.732135

REVIEW
published: 01 December 2021

doi: 10.3389/fimmu.2021.732135
Current Perspectives on
“Off-The-Shelf” Allogeneic
NK and CAR-NK Cell Therapies
Erica L. Heipertz1, Evan R. Zynda2, Tor Espen Stav-Noraas3, Andrew D. Hungler1,
Shayne E. Boucher1, Navjot Kaur1 and Mohan C. Vemuri1*

1 Cell & Gene Therapy, Thermo Fisher Scientific, Frederick, MD, United States, 2 BioProduction, Thermo Fisher Scientific,
Grand Island, NY, United States, 3 BioProduction, Thermo Fisher Scientific, Oslo, Norway

Natural killer cells (NK cells) are the first line of the innate immune defense system, primarily
located in peripheral circulation and lymphoid tissues. They kill virally infected and
malignant cells through a balancing play of inhibitory and stimulatory receptors. In pre-
clinical investigational studies, NK cells show promising anti-tumor effects and are used in
adoptive transfer of activated and expanded cells, ex-vivo. NK cells express co-
stimulatory molecules that are attractive targets for the immunotherapy of cancers.
Recent clinical trials are investigating the use of CAR-NK for different cancers to
determine the efficiency. Herein, we review NK cell therapy approaches (NK cell
preparation from tissue sources, ways of expansion ex-vivo for “off-the-shelf” allogeneic
cell-doses for therapies, and how different vector delivery systems are used to engineer
NK cells with CARs) for cancer immunotherapy.

Keywords: natural killer cells, CAR-NK cells, immunotherapy, NK cell expansion, lentiviral delivery, AAV delivery,
killer immune receptors, GMP manufacturing
NATURAL KILLER CELL BIOLOGY

Human natural killer (NK) cells are innate cytotoxic lymphoid cells derived from CD34+ precursors
originating from hematopoietic stem cells (1, 2) and play an essential role in tumor surveillance.
Unlike T cells, NK cells can kill malignant cells in an antigen-independent manner and have shown
promise in a number of clinical trials involving both solid and hematological cancers (3). NK cells
do not require HLA matching. Their ability to act in an antigen-independent manner makes them a
viable option for an “off the shelf” therapy that can be manufactured on a large scale and easily
distributed to cancer patients.

NK cells are subdivided into two populations based on their relative expression of CD56 (neural
cell adhesion molecule; NCAM) and CD16: immature CD56bright CD16neg NK cells, and mature
CD56dim CD16pos NK cells (4). The CD56bright population accounts for 10% of NK cells circulating
in the blood and are located primarily in lymph nodes. Immature CD56bright NK cells have an
immunoregulatory function and produce cytokines, such as interferon-gamma (IFN-g), TNFa,
TNF-b, IL-10, and GM-CSF (5). In contrast, the mature CD56dim CD16pos population accounts for
up to 90% of the circulating NK cells (6). The key function of mature CD56dim CD16pos NK cells is
natural and Ab-mediated cell cytotoxicity. Mature CD56dim NK cells express high amounts of killer
cell immunoglobulin receptors (KIRs) (7).
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The mechanism for the transition from CD56bright to
CD56dim is still widely unknown, but the change in surface
markers is a major indicator for transitioning to maturity (2, 7).
CD16, CD27, CD56, CD57, and perforin are all markers for NK
cell maturation (7, 8). CD27 is a marker of immature NK cells,
associated with the TNFa receptor group and found on three
times as many immature CD56bright as mature CD56dim (7).
Inversely CD57 and perforin are markers for terminal maturity
and are highly expressed on mature NK cells (7, 9).

Located throughout the body, NK cells represent 5-20% of all
lymphocytes in the blood and organs with high concentrations in
the bone marrow, spleen, liver, lungs, skin, kidneys, uterus, and
secondary lymphoid tissue (8, 10). The tissue-specific location
has been shown to have a significant impact on NK cell
functionality and cytokine production. Mature NK cells in the
lung are shown to produce higher amounts of granzyme B, a
serine protease associated with cytotoxicity, than those NK cells
found in the lymph nodes or gut (8).

NK cells secrete a number of pro-inflammatory cytokines,
such as TNF and IFN-g that stimulate an adaptive immune
response and prevent tumor angiogenesis (5). The production
levels of IFN-g and TNFa from NK cells can be stimulated
through various cytokines such as IL-12, IL-15, and IL-18 (8).

NK cells function by killing virally infected, stressed, and
cancerous cells in an antigen-independent manner (1, 2, 8).
Additionally, NK cells work to activate other immune cells using
co-stimulatory signals (2). NK cell’s cytolytic function is based
on an array of activation and inhibitory signals (Figure 1) as
well as self-major histocompatibility complexes (MHC) class I
molecules (1, 2). NK cells recognize target cell MHC class I
molecules which bind to the NK cell KIRs allowing the NK to
identify “self.” This self-identification inhibits the cytotoxic
activity against normal cells (1, 2, 7). In addition to
preventing cytotoxic function, this binding also prevents
inflammation and helps with the “licensing” of the immature
NK cells (7). Tumor cells often downregulate MHC class I
expression to avoid lysis by cytotoxic T cells. Additionally, DNA
damage and cellular stress upregulates tumor ligands’
expression on malignant cells, which are recognized by NK
cell-activating receptors (Figure 2). NK cells will trigger cell-
mediated lysis (1) if a cell down-regulates its MHC class I
molecules and upregulates activation ligands.

Once a cell is designated as infected, stressed, or cancerous,
NK cells work to kill it through a direct release of cytolytic
granules containing perforin and granzyme B. The contents of
cytolytic granules are released from the cell via degranulation
(Figure 2). The granules from the NK cell form a synapse with
the target cell, releasing the cytolytic contents. Perforin and
granzyme B are key components of cytolytic granules and
trigger apoptosis through caspase-dependent and independent
mechanisms. Perforin aids in the entry of the granzyme B into
the target cell, which ultimately leads to target cell death (11).

In addition to direct lysis of malignant or virally infected cells,
CD56dim CD16pos NK cells mediate antibody-dependent cellular
cytotoxicity (ADCC). ADCC is triggered when NK cells
recognize an antibody opsonized target cell. The binding of
Frontiers in Immunology | www.frontiersin.org 223
CD16 with the Fc portion of IgG antibodies trigger the release
of perforin and granzyme B which lyse the target cell (11). ADCC
is provoked by several therapeutic monoclonal antibodies
(mAbs) and may enhance the homing and efficacy of NK cell
therapy (12).
NK CELL-BASED STRATEGIES IN
CLINICAL TRIALS TARGETING
DIFFERENT INDICATIONS

Autologous and allogeneic NK cell therapies have shown great
potential in preclinical studies and clinical trials. Different
strategies are considered in clinical trials using NK cells for
cancer therapies, including utilizing an agonist to NK cell
activation receptors (mABs; transtuzumab, rituximab, etc., +
IL-2 and anti PD1) or by blocking NK cells inhibitory receptor
signals with mABs to KIR (NKG2A-CD94 or with CTLA-4 and
PD-1 checkpoint inhibitor) (13). Recent findings demonstrate
the potential of allogeneic NK cells for hematological
malignancies and solid tumors (14). Unlike T cells, NK cells
do not induce graft-versus-host-disease (GVHD) and their
alloreactivity is enhanced under KIR mismatch with HLA
ligands on cancer cells (15). Several clinical trials have
highlighted the safety of the allogeneic transfer of NK cells
(16). Allogeneic NK cells were used to target different cancers
including hematological malignancies, lymphoma, leukemia, and
solid tumors such as melanoma, neuroblastoma, gastric cancers,
ovarian and breast tumors (Table 1).

An “off the shelf” NK cell therapy solves the one-donor, one-
patient limitation that makes -autologous cell therapy processes
labor-intensive. A critical step to enable allogeneic NK cell-based
therapies would require a healthy donor source for NK cells and
expanding to clinically relevant doses. Most clinical trials of
NK cells require large numbers of cells for infusion, ranging
from 5×106 to 1×108 CD3negCD56pos NK cells per kilogram body
weight (5).
SOURCES OF NATURAL KILLER CELLS
FOR IMMUNOTHERAPY

NK cells for therapy can be acquired from various sources such
as umbilical cord blood (UCB) (17), peripheral blood (PB) (18,
19), human embryonic stem cells (hESCs) or induced
pluripotent stem cells (iPSCs) (20) as well as cells lines such as
NK-92 (21). To date, most of the NK cell clinical trials are based
on UCB-NK cells, PB-NK cells, and the lymphoma-derived NK
cell line NK-92. There are critical challenges in the
manufacturing process of the final therapeutic cell doses. For
example, isolation and expansion of PB-NK cells and UCB-NK
cells result in a mixed composition (22). The cell line NK-92 is
derived from a cancer patient with non-Hodgkin lymphoma;
thus, the cells need to be irradiated before infusion, limiting the
December 2021 | Volume 12 | Article 732135
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NK cell persistence (23). In contrast to these limitations, hESC-
NK cells and iPSC-NK cells are more homogenous and can be
generated in sufficient cell numbers for allogeneic clinical use
(24). Pluripotent (hESC/iPSC) derived NK cells can result in
Frontiers in Immunology | www.frontiersin.org 324
allogeneic therapy providing a standard cell-based treatment
option for different diseases (24–26). Processing workflow of
NK cell isolation from different donor sources through
expansion for adaptive transfer is described (Figure 3).
FIGURE 1 | NK cell surface receptors and ligands on tumor cells are involved in tumor recognition. NK cells express a set of stimulatory (or activation) receptors as
well as inhibitory receptors to recognize healthy cells and aberrant cells such as virus-infected or a potential tumorigenic cell through MHC-1 receptor appearance.
FIGURE 2 | Phenotypic and functional properties of immature (left) and mature (right) NK cells. Immature NK cells express CD56bright, absent, or CD16dim, low KIR,
and CD27 and are also known as NKregulatory that exhibit low cytotoxicity, but high cytokine production. Mature NK cells, in contrast, express CD56dim, high CD16,
high KIRs, and CD57 and are also knows as NKcytotoxic that exhibit high cytotoxicity and low cytokine production.
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TABLE 1 | Completed allogeneic NK cell clinical trials.

onsor/
borators

Dates Locations / Outcome

sei
ity

Study Start:
October 17,
2017
rimary
Completion:
September
27, 2018
Last
Update
Posted:
January 16,
2019

• Division of
Gastroenterology,
Department of Internal
Medicine, Yonsei
University College of
Medicine, Seoul, Korea,
Republic of

sung
l Center

Study Start:
August
2014
Last Update
Posted:
December
3, 2015

• Samsung Medical
Center, Seoul, Korea,
Republic of

ul
al
ity
al
en Cross
ation

Study Start:
September
2010
Primary
Completion:
August
2012
Last Update
Posted:
August 19,
2013

• Seoul National
University Hospital, Seoul,
Korea, Republic of

.
on Cancer
• Bayer
care
aceuticals,
yer
g Pharma

Study Start:
September
2006
Primary
Completion:
July 22,
2019
Last Update
Posted: July
31, 2019

• University of Texas MD
Anderson Cancer Center,
Houston, Texas, United
States

.
on Cancer

Study Start:
May 2006
Primary
Completion:
April 2014
Last Update
Posted: May
8, 2015

• UT MD Anderson
Cancer Center, Houston,
Texas, United States
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Status Conditions Interventions Clinical trial
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Colla

1 NCT03358849 Phase 1 Clinical Trial
to Evaluate the Safety
of Allogeneic NK Cell
("SMT-NK") Cell
Therapy in Advanced
Biliary Tract Cancer

Not available Completed:
No results
posted

• Advanced Biliary
Tract Cancer

• Biological:
Natural killer cell

Study Type:
Interventional
Phase:
Phase 1

Enrollment:
9
Age:
18 Years to
75 Years
(Adult,
Older Adult)
Sex:
All

• Yo
Univer

2 NCT02008929 to Evaluate the
Efficacy and Safety of
MG4101(Ex Vivo
Expanded Allogeneic
NK Cell)

Allogeneic
expanded NK
Cells

Completed:
No results
posted

• Hepatocellular
Carcinoma

• Biological:
MG4101

Study Type:
Interventional
Phase:
Phase 2

Enrollment:
5
Age:
20 Years to
69 Years
(Adult,
Older Adult)
Sex:
All

• Sa
Medic

3 NCT01212341 Allogeneic Natural
Killer (NK) Cell Therapy
in Patients With
Lymphoma or Solid
Tumor

Allogeneic NK
Cells

Completed
- No results
posted

• Malignant
Lymphomas
• Solid Tumors

• Biological:
Allogeneic NK cells

Study Type:
Interventional
Phase:
Phase 1

Enrollment:
18
Age:
18 Years
and older
(Adult,
Older Adult)
Sex:
All

• Se
Nation
Univer
Hospi
• Gr
Corpo

4 NCT00383994 Immunotherapy With
NK Cell, Rituximab
and Rhu-GMCSF in
Non-Myeloablative
Allogeneic Stem Cell
Transplantation

Blood derived
NK Cells

Completed
No resultrs
posted

• Lymphoma
• Leukemia
• Transplantation,
Stem Cell
• Lymphoid
Malignancies
• Disorder Related to
Transplantation

• Drug: GM-CSF
• Drug: Rituximab
• Biological: NK
Cell Infusion

Study Type:
Interventional
Phase:
Phase 1

Enrollment:
6
Age:
Child,
Adult,
Older Adult
Sex:
All

• M.
Ander
Cente
Health
Pharm
Inc./B
Scher

5 NCT00402558 Alloreactive NK Cells
for Allogeneic Stem
Cell Transplantation for
Acute Myeloid
Leukemia (AML) and
Myelodysplastic
Syndrome (MDS)

Completed -
no results
posted

Completed
No results
posted

• Myelodysplastic
Syndrome
• Leukemia

• Drug:
Thymoglobulin
• Drug: Busulfan
• Drug:
Fludarabine
• Procedure:
Alloreactive NK
Infusion

Study Type:
Interventional
Phase:
Phase 1

Enrollment:
15
Age:
up to 70
Years
(Child,
Adult,
Older Adult)

• M.
Ander
Cente

25
n
s

m
a

o

s
t
e
r

D
s
r

a
in

D
s
r
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TABLE 1 | Continued

Sponsor/
Collaborators

Dates Locations / Outcome

Institut Paoli-
almettes

Study Start:
April 2013
Primary
Completion:
March 15,
2018
Last Update
Posted: July
12, 2018

• Institut Paoli-
Calmettes, Marseille,
France

National
ancer Institute
CI)
National

stitutes of
ealth Clinical
enter (CC)

Study Start:
January 29,
2011
Primary
Completion:
June 28,
2018
Last Update
Posted:
August 22,
2019

• National Institutes of
Health Clinical Center,
Five of 9 transplant
recipients experienced
acute graft-versus-host
disease (GVHD) following
aNK-DLI, with grade 4
GVHD observed in 3
subjects.

Seoul
ational
niversity
ospital

Study Start:
March 28,
2016
Primary
Completion:
June 2,
2017
Last Update
Posted: July
31, 2017

• Seoul National
University Hospital, Seoul,
Korea, Republic of

Memorial
loan Kettering
ancer Center

Study Start:
April 2,
2009
Primary
Completion:
January 7,
2019
Last Update
Posted:
January 10,
2019

• Memorial Sloan
Kettering Cancer Center,
New York, New York,
United States
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source

Status Conditions Interventions Clinical trial
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Population

• Drug: G-CSF
• Drug:
Tacrolimus
• Drug:
Methotrexate
• Drug:
Interleukin-2

Sex:
All

6 NCT01853358 Phase I of Infusion of
Selected Donor NK
Cells After Allogeneic
Stem Cell
Transplantation

HLA identical
allogeneic NK
Cells

Completed-
Phase 1-No
results
posted

• Hematological
Malignancy

• Biological: NK
Cell infusion

Study Type:
Interventional
Phase:
Phase 1

Enrollment:
17
Age:
18 Years to
70 Years
(Adult,
Older Adult)
Sex:
All

•

C

7 NCT01287104 A Phase I Study of NK
Cell Infusion Following
Allogeneic Peripheral
Blood Stem Cell
Transplantation From
Related or Matched
Unrelated Donors in
Pediatric Patients With
Solid Tumors and
Leukemias

Allogeneic
Bone marrow
NK Cells

Completed
- Has
results

• Leukemia
• Lymphoma

• Biological:
Natural Killer (NK)
Cell Infusion
• Biological: Stem
Cell Infusion
- Pag

Study Type:
Interventional
Phase:
Phase 1

Age:
4 Years to
35 Years
(Child,
Adult)
Sex:
All

•

C
(
•

I
H
C

8 NCT02716571 Recruiting Blood
Donor With Allogeneic
Natural Killer Cell

Allogeneic
natural killer
cell

Completed:
No results
posted

• Healthy Volunteers • Other:
Leukapheresis or
Plasmapheresis

Study Type:
Interventional
Phase:
Not
Applicable

Enrollment:
90
Age:
20 Years to
60 Years
(Adult)
Sex:
All

•

N
U
H

9 NCT00877110 Anti-GD2 3F8
Antibody and
Allogeneic Natural
Killer Cells for High-
Risk Neuroblastoma

Allogeneic NK
Cells from a
family member
who shares
half of the
HLA proteins

Completed:
No results
posted

• Neuroblastoma
• Bone Marrow,
Sympathetic Nervous
System

• Drug:
cyclophosphamide,
vincristine,
topotecan ,allogenei
NK cells & 3F8

Study Type:
Interventional
Phase:
Phase 1

Enrollment:
71
Age:
Child,
Adult,
Older Adult
Sex:
All

•

S
C

26
N

n
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TABLE 1 | Continued

Sponsor/
llaborators

Dates Locations / Outcome

t. Jude
dren's
earch
pital
ichigan

e University

Study Start:
October 13,
2016
Primary
Completion:
February 6,
2017
Last Update
Posted: July
17, 2017

• St. Jude Children's
Research Hospital,
Memphis, Tennessee,
United States

entre
pitalier
ersitaire de
ancon
ational
cer Institute,
ce

Study Start:
November
2009
Primary
Completion:
January
2013
Last Update
Posted: July
27, 2016

• University hospital of
Besançon, Besançon,
France

asonic
cer Center,
ersity of
esota

Study Start:
August
2010
Primary
Completion:
September
2015Study
Completion:
July 2016
First Posted:
August 13,
2010
Results First
Posted: May
18, 2017
Last Update
Posted:
February 6,
2018

• Masonic Cancer
Center, University of
Minnesota, Observations
support development of
donor NK cellular
therapies for advanced
NHL as a strategy to
overcome
chemoresistance

asonic
cer Center,
ersity of
esota

Study Start:
July 2010
Primary
Completion:
April 2014
Last Update

• Masonic Cancer
Center, University of
Minnesota, Some adverse
events reported - not
published
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Status Conditions Interventions Clinical trial
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C

10 NCT02301065 Analysis of T Cell and
Natural Killer (NK) Cell
in Relation to Viral
Infections in Pediatric
Stem Cell Transplant
Patients and Donors

Blood derived
FcRg-CD56
+CD3- NK
cells in
pediatric
allogeneic
HSCT patients
and healthy
donors

Completed:
No results
posted

• Hematologic
Malignancies

Study Type:
Observational
Phase:

Enrollment:
35
Age:
up to 21
Years
(Child,
Adult)
Sex:
All

•

Chi
Res
Hos
•

Sta

11 NCT02845999 Allogenic
Immunotherapy Based
on Natural Killer (NK)
Cell Adoptive Transfer
in Metastatic
Gastrointestinal
Carcinoma Treated
With Cetuximab

Haploidentical
Natural Killer
(NK) cells

Completed-
No Results
posted

• Gastrointestinal
Metastatic Cancer

• Biological:
allogenic
immunotherapy
based on Natural
Killer cells adoptive
transfer
• Biological:
cetuximab
• Drug:
Cyclophosphamide
• Drug:
fludarabine
• Drug:
interleukin-2

Study Type:
Interventional
Phase: Phase
1

Enrollment:
9
Age:
18 Years to
65 Years
(Adult,
Older Adult)
Sex:
All

•

Hos
Uni
Bes
•

Can
Fra

13 NCT01181258 Penostatin, Rituximab
and Ontak and
Allogeneic Natural
Killer (NK) Cells for
Refractory Lymphoid
Malignancies

Interleukin 2-
activated
Allogeneic
Natural Killer
Cells

Completed-
Has results

• Non-Hodgkin
Lymphoma
• Chronic
Lymphocytic Leukemia

• Drug: Rituximab
• Biological:
Interleukin-2
• Biological:
Natural killer cells
• Drug:
Cyclophosphamide
• Drug:
Methylprednisolone
• Drug:
Fludarabine

Study Type:
Interventional
Phase: Phase
2

Enrollment:
16
Age:
Child,
Adult,
Older Adult
Sex:
All

•

Can
Uni
Min

14 NCT01105650 Allogeneic Natural
Killer (NK) Cells for
Ovarian, Fallopian
Tube, Peritoneal and
Metastatic Breast
Cancer

Allogeneic
donor cells

Completed-
Has results

• Ovarian Cancer
• Fallopian Tube
Cancer
• Primary Peritoneal
Cancer
• Breast Cancer

• Drug:
Fludarabine
• Drug:
Cyclophosphamide
• Drug:
Cyclosporine

Study Type:
Interventional
Phase: Phase
2

Enrollment:
13
Age:
18 Years
and older
(Adult,

•

Can
Uni
Min

27
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TABLE 1 | Continued

Sponsor/
Collaborators

Dates Locations / Outcome

Posted:
December
28, 2017

• David Rizzieri,
MD • Duke
University

Study Start:
April 2005
Primary
Completion:
April 2013
Last Update
Posted:
June 12,
2014

• Duke University Health
Systems" A 1-step, high-
yield process is feasible,
and results in high doses
of NK cells infused with
little toxicity. NK cell-
enriched DLIs result in
improved immune
recovery and outcomes
for some

• Masonic
Cancer Center,
University of
Minnesota
• Incyte
Corporation

Study Start:
July 28,
2014
Last Update
Posted:
December
5, 2017

• University of
Minnesota Masonic
Cancer Center,
Minneapolis, Minnesota,
United States

• Memorial
Sloan Kettering
Cancer Center
• National
Cancer Institute
(NCI)

Study Start:
August
2007
Primary
Completion:
July 2015
Last Update
Posted:
February 12,
2016

• Memorial Sloan
Kettering Cancer Center,
New Yor: Results not
conclusive as 4/6 patients
showed some adverse
events

• Green Cross
LabCell
Corporation

Study Start:
November
28, 2016
Primary
Completion:
September
27, 2018
Last Update
Posted:
September
26, 2019

• Seoul National
University Hospital, Seoul,
Korea, Republic of
• Seoul Asan Medical
center, Seoul, Korea,
Republic of • Samsung
Medical Center, Seoul,
Korea, Republic of and
others
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NCT Number Title NK Cell
source

Status Conditions Interventions Clinical trial
phase

Population

• Biological:
Natural killer cells
• Drug: IL-2
• Drug:
Methylprednisolone
• Drug:
Interleukin-2

Older Adult
Sex:
Female

15 NCT00586703 Safety Trial of NK Cell
DLI 3-5/6 Family
Member Following
Nonmyeloablative
ASCT

CD56-NK
cells from
mismatched
donors

Completed-
Has results

• Lymphoma • Device: NK-
CD56

Study Type:
Interventional
Phase:
Phase 1

Enrollment:
21
Age:
18 Years
and older
(Adult,
Older Adult
Sex:
All

16 NCT02118285 Intraperitoneal Natural
Killer Cells and
INCB024360 for
Recurrent Ovarian,
Fallopian Tube, and
Primary Peritoneal
Cancer

haploidentical
donor NK
cells and IL-2

Completed-
No results
posted

• Ovarian Cancer
• Fallopian Tube
Carcinoma
• Primary Peritoneal
Carcinoma

• Drug:
Fludarabine
• Drug:
Cyclophosphamide
• Biological: NK
cells
• Biological: IL-2
• Drug:
INCB024360

Study Type:
Interventional
Phase:
Phase 1

Enrollment:
2
Age:
8 Years
and older
(Adult,
Older Adult
Sex:
Female

18 NCT00526292 Chemotherapy and a
Donor Natural Killer
Cell Infusion in Treating
Patients With
Relapsed or Persistent
Leukemia or
Myelodysplastic
Syndrome After a
Donor Stem Cell
Transplant

Allogeneic NK
Cells from a
family member
who shares
half of the
HLA proteins

Completed:-
Has results

• Leukemia
• Myelodysplastic
Syndromes

• Biological:
natural killer cell
therapy
• Drug:
cyclophosphamide
• Drug:
fludarabine

Study Type:
Interventional
Phase:
Phase 2

Enrollment:
12
Age:
up to 120
Years
(Child,
Adult,
Older Adult
Sex:
All

19 NCT02854839 A Study of MG4101
(Allogeneic Natural
Killer Cell) for
Intermediate-stage of
Hepatocellular
Carcinoma

allogeneic
Natural killer
cells

Completed
No results
posted

• Hepatocellular
Carcinoma

• Biological:
MG4101

Study Type:
Interventional
Phase:
Phase 2

Enrollment:
78
Age:
18 Years to
80 Years
(Adult,
Older Adult
Sex:
All
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tions Interventions Clinical trial
phase

Population Sponsor/
Collaborators

Dates Locations / Outcome

, Myeloid,
cursor Cell
ic
mphoma
plastic

a
toma
yosarcoma

• Biological: CD3-
depleted/CD56+
selected natural
killer cells collected
from apheresis
products

Study Type:
Interventional
Phase:
• Phase 1
• Phase 2

Enrollment:
15
Age:
Child,
Adult,
Older Adult
Sex:
All

• University
Hospital, Basel,
Switzerland

Study Start:
January
2004
Primary
Completion:
March 2011
Last Update
Posted:
September
15, 2015

• Universitätsklinikum,
Frankfurt, Germany
• University Hospital,
Basel, Switzerland

• Biological:
aldesleukin
• Biological:
therapeutic
allogeneic
lymphocytes
• Drug:
cyclophosphamide
• Drug:
fludarabine
phosphate
• Procedure: in
vitro treated
peripheral blood
stem cell
transplantation

Study Type:
Interventional
Phase:
Phase 2

Enrollment:
21
Age:
2 Years
and older
(Child,
Adult,
Older Adult)
Sex:
All

• Masonic
Cancer Center,
University of
Minnesota

Study Start:
March 2005
Primary
Completion:
June 2008
Last Update
Posted:
December
28, 2017

• Masonic Cancer
Center, Minneapolis, :
Supports the need to
optimize the in vivo
cytokine milieu where
adoptively transferred NK
cells compete with other
lymphocytes to improve
clinical efficacy in patients
with refractory AML
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NCT Number Title NK Cell
source

Status Condi

20 NCT01386619 NK DLI in Patients
After Human
Leukocyte Antigen
(HLA)- Haploidentical
Hematopoietic Stem
Cell Transplantation
(HSCT)

HLA
haploidentical
-CD3-
depleted/
CD56+
selected
natural killer
cells collected
from
apheresis
products

Completed
No results
posted

• Leukemia
Acute • Pre
Lymphoblast
Leukemia- Ly
• Myelodys
Syndromes
• Lymphom
• Neuroblas
• Rhabdom

21 NCT00274846 Donor Peripheral Stem
Cell Transplant in
Treating Patients With
Relapsed Acute
Myeloid Leukemia

Peripheral
Blood derived
NK cells and
also stem
cells from the
same
allogeneic
donor

Completed
Has Results

• Leukemia
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Umbilical Cord Blood
The umbilical cord is an abundant source of cytotoxic
CD56posCD16pos NK cells, with high lytic potential of cancer
cells (27). UCB-NK cells are isolated from cord blood after birth,
via venipuncture of the umbilical cord, and purification by density
gradient centrifugation (28). Alternatively, CD34 hematopoietic
stem cells can be isolated from UCB and differentiated to NK cells
(19, 29). NK cells generated from CD34 cells from HLA matched
umbilical cord blood units showed good tolerance, no GVHD or
toxicity (30). UCB is a readily available source with the potential to
manufacture multiple doses from a single frozen vial of NK cells
isolated from a healthy donor (21, 31). In addition, UCB NK cells
are of a younger and more proliferative phenotype relative to PB
NK cells (32, 33).

Peripheral Blood
Peripheral blood contains NK cells and is a reliable source of
CD34 progenitor cells from individuals undergoing GCS-F
mobilization (34). Isolating large numbers of PB NK cells and
hematopoietic stem cells is difficult as the percentage derived
from leukapheresis can be low and highly variable (22, 35, 36).
Further, cryopreservation of PB NK cells lowers the cytotoxic
ability (35, 37). Allogeneic NK cells can be isolated from PBMCs
by either CD3/CD19 depletion (38) or CD3 depletion and
subsequent CD56 enrichment (39). The second round of
purification based on CD3 depletion can also be implemented
post-expansion (39) to increase NK cell purity. An evaluation of
94 samples with CD3/CD19 depletion and 13 samples with CD3
depletion/CD56 enrichments for NK cell isolations in support of
8 clinical trials demonstrated limitations and benefits with NK
Frontiers in Immunology | www.frontiersin.org 930
cell isolation strategies (34). CD3/CD19 depletion resulted in a
mean NK cell recovery of 74% and viability of 96%. However,
CD3 depletion/CD56 enrichment resulted in a high NK cell
purity (90%), with 5% CD14 monocytes (38).

iPSC or hESC Derived NK Cells
Pluripotent stem cells (iPSC or hESC) are an unlimited source
for the derivation of human NK cells for therapy. NK cells
derived from iPSC/hESC result in a homogenous population,
which can be expanded on a large scale and can be genetically
modified (40). NK cells are generated from different iPSC cell
lines (41–43) on stromal feeders using IL-3, IL-7, IL-5, Stem cell
factor (SCF), fms-like tyrosine kinase receptor-3 ligand (FLT3L)
(24). NK cells derived this way are homogenous and express
CD56, KIR, CD16, NKp44, NKp46, and are capable of killing
tumor cells (24). Similar to iPSCs, hESCs can also be
differentiated to NK cells based on stromal cell-mediated
differentiation, involving CD34+CD45+ cell sorting and NK
cell differentiation with IL-3, IL-5, IL-7, fms-like tyrosine
kinase receptor 3 ligand (FLT3L), and Stem cell factor
(SCF) (26).

Recently a stromal-free process for iPSC NK cell generation
has been established based on embryoid bodies (EB) as self-
stromal cells are formed inside the EB (40). Feeder-dependent
hESC/iPSC was adapted to a feeder independent system before
EB generation (44). To generate EBs, hESC/iPSC are seeded in
APEL media containing SCF, BMP4, VEGF, Rocki (rho kinase
inhibitor). In the second and final step, NK cells are generated by
transferring EBs to gelatin-coated wells containing NK cell
differentiation media with IL-3, SCF, IL-7, and IL-15. After
A B

DC

FIGURE 3 | Sources of Natural killer cells for immunotherapy. NK cells for cell therapy applications can originate from different sources: Peripheral blood NK cells
(PB NK cells) (A), allogeneic umbilical cord blood NK cells (CB-NK Cells) (B), NK cell cancer cell lines (NK-92) (C), human embryonic stem cells (hESC) and inducible
pluripotent stem cells (iPSCs) (D). Advantages and limitations with the different NK cell sources vary as described in the NK cell isolation section.
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four weeks of culture, differentiated NK cells stained positive for
CD45 and CD56 markers were harvested (40).

NK Cancer Cell Lines
Among the available NK cancer cell lines, only NK-92 cell line
has shown antitumor activity in a variety of tumors and has
worked well in pre-clinical studies (21, 45). Furthermore, NK-92
cancer cell line has received FDA approval for clinical phase
patient trials (46, 47). The NK-92 cancer cell line is well
characterized and robust clinical protocols are available for
cGMP manufacturing (48). These cells can be genetically
engineered, but with a variable efficiency of 4% - 95% (49) and
expanded to substantial numbers. However, NK-92 cancer cell
line requires irradiation prior to infusion, as it is cytogenetically
abnormal. Select advantages and disadvantages with NK cells
derived from different tissue sources are shown in Table 2.
NK CELL EXPANSION FOR THE
CREATION OF ALLOGENEIC DOSES

Regardless of how the NK cells are sourced, every method of NK
cell expansion can be classified as either a feeder-cell-based system
or a feeder-free system. A multitude of cells and cell lines are used
as feeders to stimulate allogeneic NK cell expansion. K562 leukemia
cells have been successfully used in this regard for several decades
(50) and are the most used and well-characterized example. Other
examples including EBV transformed lymphoblastoid (EBV-LCL)
(51), HEK293 (52), autologous irradiated PBMCs (53), Jurkat cells
(54), the Wilms tumor cell line, HFWT (la5), RPMI1866 (55),
MM170 (56), and Daudi (57) have also been applied with varying
degrees of success. Strategies to prime and propagate NK cells using
EBV-transformed lymphoblastoid cells and irradiated PBMCs
continue to show promise, but protocols employing K562 cells
remain superior in terms of both the magnitude and speed of
expansion. Still, many groups attempt to improve the outcome
even more by supplementing the culture with antibodies, such as
OKT-3 (58, 59) and other cyto-stimulants, such as PHA,
ionomycin (53), and concanavalin A (60). One group has even
claimed an extremely robust average of 50,000-fold expansion in 21
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days (about 3 weeks) using a modified K562 line that expresses
membrane-bound IL-21 (61). A potential pitfall of employing
feeder cells is that they are associated with a multitude of
regulatory concerns. These cells must be stringently qualified
using cumbersome assays and viral testing to ensure that they
are free of microbial contaminants, such as mycoplasma (62).
Moreover, additional actions need to be taken to ensure that the
final product is free from the feeder cells. This has encouraged
researchers to develop and employ several feeder-free systems in
the cultivation of NK cells.

To date, there has been a clear trade-off in that feeder-free
systems alleviate many regulatory concerns but result in much
lower yields. Several cell-free methods can be explored to activate
and stimulate NK cells, including cytokines, and antibodies.
Cytokines represent the most widely studied and earliest feeder-
free method for activating NK cells. IL-2 is the most potent NK
cell stimulant and elicits immunostimulatory signaling, increases
cytokine release (63), promotes cell motility (63), and enhances
cytotoxicity (64). More recently, many alternative immunogenic
cytokines have garnered attention for NK stimulation, including
interleukins-15, -21, -12, -18, and -27. Much like IL-2, IL-15
stimulates NK cell proliferation, immunostimulatory receptor
expression, and cytotoxicity (65, 66), which makes it a great
candidate to be used as an NK stimulant in a stand-alone
fashion. In addition, it boasts several benefits over IL-2. Marks-
Konczalik and colleagues reported that IL-15 inhibited activation-
induced cell death that results from continuous IL-2 stimulation
(67)and unlike IL-2, IL-15 does not induce activation and
proliferation of Tregs (68), which results in peripheral tolerance
and potentially leads to a more robust anti-tumor response.
However, there is a tradeoff, research conducted by Felices et al.
recently demonstrated that sustained IL-15 signaling results in
exhausted NK cells and a loss of in vitro and in vivo efficacy (69).
Several groups have tried to stimulate NK cells with lower doses of
IL-2 or IL-15 in combination with some of the other cytokines or
they have developed cytokine schedules to alleviate some of the
drawbacks associated with persistent stimulation with the one
cytokine over the entire expansion protocol (70). IL-21 alone is
not sufficient to stimulate significant NK-cell expansion (71, 72),
however, there is a synergistic proliferative effect when IL-21 is
TABLE 2 | Advantages and drawbacks of NK Cells from different sources.

The Source of NK Cells Advantages Drawbacks

Peripheral Blood derived NKs (PB-NKs) High expression of CD16+ Low number of NK Cells in PB
Highly cytotoxic Lower or no expression of CXCR4
Expression of CD57, a marker of terminal differentiation of NK Cells

NK-92 cancer cell line Cell line product -easy to obtain Need for irradiation before injection
Clinically approved Tumorigenesis potential
CD16 negative Safety concerns

Umbilical Cord Blood derived NKs (UCB-NKs) High expression of CXCR4 Reduced cytotoxicity (against K562 tumor cell line)
Minimize GvHD Low numbers
Ready reconstitution after transplant Immaturity of NK cells

Placental blood derived NKs (p-NKs) Placenta rich source for NK cells Low cytolytic activity
Easily, readily available

iPSC derived NKs (iNKs) Resource to generate unlimited numbers relevant for therapy Complex differentiation steps
Minimal immune rejection Clinical effectiveness still to be proven

Safety issues
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combined with other immunostimulatory cytokines like IL-2 and
IL-15 (71, 72). Furthermore, the addition of IL-21 to NK cell
culture has been associated with increased immunostimulatory
cytokine production (73) and upregulation of perforin and
granzyme A and B (74), leading to enhanced NK cell
cytotoxicity (75, 76). IL-12, IL-18, and IL-27 are slightly less
characterized but have also displayed the ability to positively
contribute to NK cell expansion, especially when used in
conjunction with the IL-2 or IL-15. Research demonstrates that
IL-12 can have a synergistic effect with IL-2, which results in
enhanced NK cell cytokine secretion, proliferation, and cytotoxic
capacity (77, 78). IL-18 and IL-27 have recently been combined
with IL-15 to boost NK cell fold expansion (79). Another
advantage of combining the cytokines can result in a lower dose
of the individual cytokines, which can lead to a higher percentage
of memory NK cells (19). The combination of IL-12, IL-15, and
IL-18 drives preferential expansion of memory-like NK cells,
which exhibit heightened responses when they encounter tumor
cells (79–81) and longer lifespans following engraftment (79–81).
An additional benefit of these cells is an increased capacity to
produce immunostimulatory cytokines upon secondary challenge.
This memory response is an intrinsic quality that is passed on to
all cellular progeny (79–81).

Apart from these most common feeder-cell and feeder-free
cytokine systems, several groups have moved towards strategies
that are a hybrid of the two. Several groups have engineered
feeder cells that express immunostimulatory signaling molecules,
such as 41BB, IL-15 (82, 83), and IL-21 (63, 84–86) on their cell
surfaces. These strategies have resulted in highly cytotoxic NK
cells that display both extremely high proliferative capacities (up
50,000-fold expansion) (61), extended survival, and the ability to
secrete immunogenic cytokines, leading many groups to adopt
these methods into their clinical protocols. This approach has
recently been taken one step further to avoid safety concerns by
stimulating NK cells with K562-mb21-41BBL cell lysates (87).

Most of the experiments and trials discussed in this review
have utilized small-scale, open methods for NK cell activation
and expansion, such as flasks and G-Rex vessels. However, these
methods are hampered by logistical hurdles, inconsistencies, and
safety concerns. To reach the desired cell numbers for allogeneic
manufacturing and clear all regulatory and safety hurdles
associated with drug approval, it will be necessary to develop
closed, and automated systems with large-scale capabilities.
Hence, clinical scale NK cell manufacturing development
suitable for effective allogeneic therapy production is a priority.
Several options have been explored, including a G-Rex-based
method that was developed under good manufacturing practice
(GMP) conditions and required little to no manual intervention
for the 8- to 10-day expansion and yielded 19 billion functional
NK cells (88). Another example of static culture is the use of
large, gas-permeable culture bags, which were successfully
applied in combination with feeder cells, antibodies, and
cytokines to yield an NK cell fold expansion of 15,000 (89). A
more recent trend for achieving clinical scale NK cell expansion
has been the use of bioreactors. In addition to large cell capacity,
these devices are highly adaptable for closed and automated
Frontiers in Immunology | www.frontiersin.org 1132
manufacturing processes (Figure 4). Robust NK cell expansion
with the Xuri Cell Expansion System W25 (Cytiva) has been
demonstrated by several groups (90–92). The most common
approach is to expand the isolated NK cells in static culture
before transferring them to rocking bioreactors, which effectively
nourish high cell densities (90–92). These workflows were able to
generate 50 billion highly cytotoxic NK cells (91). Stirred tanks
are another type of dynamic culture bioreactor that has gained
favor in the NK cell therapy community. Pierson and colleagues
first demonstrated that the cultivation of NK cells in a 750ml-
stirred tank significantly outperforms that in a comparable static
vessel (93). Moreover, it was recently shown that NK cell
propagation in 2L stirred tanks scaled up exceptionally well to
50L stir tanks (94) making this platform an excellent fit for
allogeneic manufacturing workflows. Aside from the well-known
wave motion reactors and stirred tank reactors, there has also
been success using lesser-characterized reactors, such as the ZRP
Bioreactor 50M, which was able to grow massive amounts of
highly pure and functional NK cells (95).
NK CELL THERAPY PACKAGING AND
RELEASE TESTING

Once the desired expansion is achieved, a major challenge is the
downstream processing of these cells and preparing the allogeneic
doses. Manufacturing and storing these “off-the-shelf” doses
remotely, requires cryopreservation, which is often problematic
in the case of NK cells. In addition to a loss in cell viability, it is
common to see a significant drop in cytotoxicity after thawing.
This functional loss routinely corresponds to a reduction in the
expression of CD16 on NK cell surfaces (63). However, many
groups are attempting to mitigate these issues with different
strategies. A few more promising examples are to expose
thawed cells to IL-2 immediately, thereby restoring their
cytotoxic capacity (60), using twice as many cells in the dose to
compensate for the reduced function per cell (96), and inoculating
the NK cells immediately after thawing them (37, 96). A separate,
but related concern, is a 6-fold decrease in motile NK cells
following cryopreservation (37). Efforts to develop effective
cryopreservation solutions that preserve NK cell numbers and
functionality are currently a priority to carry this field forward.

Beyond viability and cytotoxicity issues following the
cryopreservation and recovery cycle, there is a multitude of
other criteria that should be considered before confidently
releasing the NK cells for administration as a therapeutic dose.
Safety is the overarching theme for most of these considerations.
Several of these requirements are focused on confirming that
there are no undesirable trespassers in the dose, such as
endotoxins, mycoplasma, bacteria, or feeder cells if they were
used for expansion. Confirmation that the dose consists of the
desired cellular population is also highly important in preventing
the onset of adverse effects that these cellular contaminants can
cause. This can be done by setting a minimum requirement for
the percent of CD56pos/CD3neg cells and a maximum allowed
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amount of CD3pos T cells, CD19pos B cells, and CD14pos

monocytes that can safely be released in a dose. These are the
key regulatory principles that agencies across different
geographical locations will require for cell therapies. Several
additional ideas could be incorporated to further ensure
therapeutic efficacy. An example of this could be flow
cytometric characterization of activating receptors, such as
NCRs, NKG2D, NKG2C, NKG2E, 2B4 and the inhibitory
receptors NKG2A and KIRs. In addition, indicators of cytotoxic
capabilities, CD16 and CD25, markers of differentiation status,
CD62L, CD45, HLA-DR, CD69, and CD57, and functional
analysis of IFNg or TGF-b can be included (20) (Figure 5). It
may also be beneficial to modify the cellular requirement based
on the characteristics of the disease state. The tumors and
surrounding microenvironments pose significant obstacles that
are directly opposed to the proper function of adoptive cell
therapies, such as NK cell therapies (97). While many of
the escape mechanisms are identified, there is often no way to
identify which ones a particular tumor is employing. Thus,
understanding the individual challenges associated with each
tumor through a standardized molecular imprint could go a
long way in cultivating the most effective cell therapy or
combination therapy.
CAR-NK ENGINEERING

When NK cells are engineered with a tumor-specific chimeric
antigen receptor (CAR), superior NK cell elicited cytotoxicity
and improved cell infiltration into the tumor microenvironment
are noticed. Genetic modification of NK cells by transducing
with CAR receptors directed against tumor specific antigens may
enhance both NK cell tumor specificity and NK cell persistence.
CARs are engineered receptor proteins that recognize a target
antigen on tumor cells and are successfully used in T cell therapy
for lymphoid leukemias. Most of the CAR-T trials are restricted
to autologous therapies, which are cumbersome, although
Frontiers in Immunology | www.frontiersin.org 1233
strikingly efficient in targeted tumor cell killing (98). The
development of allogeneic CAR-T cells is challenging, as these
treatments must be specifically tailored to avoid graft versus host
diseases (GVHD) and elimination by the host immune system
(99). In contrast, several advantages are recognized with CAR-
NK cell therapy over CAR-T cell therapy clinical approaches.
First, there are less side effects such as low/no GVHD (100),
cytokine release syndrome (101) and neurotoxicity (102).
Second, CAR-NK cells can also eliminate tumor cells efficiently
in a CAR-independent manner through their stimulatory and
inhibitory receptors and CD16-mediated ADCC (103).
Therefore, several researchers are exploring different
approaches to genetically engineer NK cells with CARs to
augment the efficiency of NK cells to kill tumors (104).

NK cells are successfully engineered to express CARs against
several tumor-specific antigen targets and are shown to be
efficient for in vitro and in vivo killing of tumor cells in
experimental investigational studies. Human iPSC-derived NK
cells engineered with specific CAR constructs demonstrated
significantly enhanced targeted anti-tumor activity in an
ovarian cancer xenograft model (105). Although autologous
NK cells can be generated in vitro, they have limited efficiency
against own patient’s tumor cells. There are currently 72 clinical
trials using CAR-NK cell lines and 35 primary CAR-NK
preclinical studies based on PubMed and Global data (www.
carnkreview.com) targeting different tumors (106). However,
only 5 studies are ongoing in phase I & II clinical trials at
www.clincaltrials.gov (Table 3). CAR constructs for NK cells
consist of three domains: an extracellular antigen recognition
domain, a transmembrane domain, and an intracellular
cytoplasmic signaling domain (Figure 6). The ectodomain
contains a single-chain variable fragment (scFv) derived from
an antibody recognizing the tumor antigen. The transmembrane
domain anchors the CAR structure to the effector cell membrane.
CAR recognition of specific antigen triggers intracellular
activation domain that results in the killing of the target cells.
From the limited number of CAR-NK trials so far, no significant
adverse events are noted, and the CAR-NKs showed robust
FIGURE 4 | Bioreactors offer several advantages to the clinical manufacturing of cell therapies. The shift from static vessels on the left toward dynamic bioreactors
on the right allows for several process improvements, such as scalability, automated and closed operation, digital integration, and intimate control of liquids. These
capabilities result in increased safety and consistency, reduced labor requirement and cost, and improved quality of cellular output.
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cytolytic activity. In the CAR-NK trials that fit the allogeneic and
off-the-shelf approach, CAR-NK cells from a single healthy
donor were expanded in cell culture for appropriate dosing.
The infused CAR-NKs persisted and expanded at a low level,
based on PCR results, for a year within the tumor
microenvironment in an ablative conditioning regimen. Most
engineered CAR-NK cells are directed against blood-related
malignancies, such as CD19 for B cell lymphomas, CD22 for
refractory B-cell lymphomas and solid tumors, NKG2D-ligand
for pancreatic cancers, and CD33 and ROBO1 specific BiCAR-
NK/T for malignant and metastatic solid tumors (107). Barriers
to a successful implementation of CAR-NK in solid tumors are
recently reviewed, including off-tumor effects, impaired antigen
recognition, poor cell trafficking, harsh tumor environment, and
immune evasion (108).
DELIVERY SYSTEMS TO ENGINEER
NK CELLS

A critical aspect of CAR-NK generation is the introduction of
genetic elements into NK cells, referred to as CAR-NK
engineering. Once the genetic element is introduced into NK
cells, the subsequent expansion of the CAR-NK cells with the
cytotoxic killing of the target tumor cell will be another important
consideration. The introduction of genetic material into NK cells
is carried out using either viral vectors (retrovirus, lentivirus, and
Adeno associated virus) or non-viral methods (mRNA and DNA).
Examples of the viral and non-viral vector delivery systems with
select pros and cons are shown in Table 4 and Figure 7.

Retroviral Vector Systems
Recent studies from the Rezvani laboratory at MDACC used
retroviral vectors to deliver anti-CD19 CAR into NK cells along
with IL-15 and inducible caspase 9. The CAR NK cells were used
to treat CD19 positive tumors; 7 of 11 patients (64%) had a
complete response (4 of 5 patients with CLL and 4 of 6 with non-
Hodgkin’s lymphoma). All 8 patients had an objective response
(73%) at 13.8 month follow-up (109). Gene transfer did not
change the function or phenotype of NK cells, nor did it change
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the proliferative or cytotoxic ability post engineering. Another
recent study used retroviral vector systems that ectopically
expressed iC9/CAR.19/IL15 to generate CAR-CD19-NK cells
from cord blood that persisted for a long time in the tumor
microenvironment (110, 111). In both studies, the retroviral
vector ectopically produced IL15 that is crucial for NK cell
survival and conditionally expressed a caspase 9 (iC9)- an
inducible suicide gene that could be activated to shut off the
system by eliminating transduced cells when needed. Though
retroviral vector systems have high transfection efficiency, the
cDNA can integrate into the NK cell genome causing insertional
mutagenesis and sometimes an induction of immune
response (112).

Lentiviral Vector Systems
Lentiviral transduction is the preferred choice to modify NK
cells. The lentiviral method allows transduction of primary and
non-activated NK cells, and unlike the retroviral vector system,
does not require dividing cells (113). Single lentiviral
transduction usually results in lower transduction efficiencies,
PB NK (<10%) or CB NK (<30%) (114). In Japan, a study led by
Dr. Ueda used a lentiviral system to express CAR-NK-GPC3 for
solid tumors of hepatocellular carcinoma (HCC) and ovarian
cancers that are treated in in vivo animal models with good
success (115). Recent studies have improved the efficiencies of
lentiviral delivery, by using statins to upregulate the low-density
lipoprotein (LDL) receptor on NK cells enhancing the
transduction efficiency by 30-50% (116).

Pseudotyped lentiviral particles are glycoproteins derived
from other enveloped viruses that enable the tropism of the
lentiviral. The ability to generate CAR-NK cells depends on the
envelope protein lentivirals express. Vesicular stomatitis virus G
glycoprotein (VSV-G) pseudotype particles showed the highest
transduction efficiency of primary NK cells compared to
retroviral vectors (117). Feline endogenous retrovirus envelope
protein RD114-TR was similar to VSV-G pseudotype particles
for primary human NK cells (118). Further, a Baboon envelope
pseudotyped lentiviral vector BaEV-LV was significantly better
than both the RD-114-TR and VSV-G pseudotyped lentiviral
vector (119). Choosing which LV pseudotypes VSV-G versus
RD114-TR versus BaEV-LV has the best transduction efficiency
FIGURE 5 | Natural killer cell-specific strategies for NK cell therapy release criteria. In addition to verifying that cell therapies are free from endotoxins, mycoplasma,
bacteria, and feeder cells, there is a multitude of cell markers that can be selected to ensure that the therapeutic population possesses desired phenotypic and
functional qualities. T cells, monocytes, and B cells must be removed for safety. Receptors and cytokines can then be evaluated to confirm that the outgoing cell
population is responsive, cytotoxic, and safe.
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TABLE 3 | On-going CAR-NK Clinical Trials.

Sponsor/
Collaborators

Locations

• Chongqing
Public Health
Medical Center
• Chongqing
Sidemu Biotech
• Zhejiang
Qixin Biotech

• Chongqing Public Health
Medical Center, Chongqing, China

• Asclepius
Technology
Company Group
(Suzhou) Co.,
Ltd.

• Department of Hematology,
Wuxi People's Hospital, Nanjing
Medical University, Wuxi, Jiangsu,
China

• Asclepius
Technology
Company Group
(Suzhou) Co.,
Ltd.

• Radiation Therapy
Department, Suzhou Cancer
Center, Suzhou Hospital Affiliated
to Nanjing Medical University,
Suzhou, Jiangsu, China

• Second
Affiliated
Hospital, School
of Medicine,
Zhejiang
University

• 2nd Affiliated Hospital, School
of Medicine, Zhejiang University,
Hangzhou, Zhejiang, China

• Nkarta Inc. • Colorado Blood Cancer
Institute, Denver, Colorado, United
States
• Peter MacCallum Cancer
Center, Melbourne, Victoria,
Australia
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NCT Number Title Status Conditions Source of NK Cells Interventions Clinical trial
phase

Population

1 NCT04324996 A Phase I/II Study of
Universal Off-the-shelf
NKG2D-ACE2 CAR-NK Cells
for Therapy of COVID-19

Recruiting • COVID-19 Cord blood :NKG2D
CAR- NK cells,ACE2
CAR-NK cells,
NKG2D-ACE2 CAR-
NK cells

• Biological: NK cells,
IL15-NK cells,NKG2D
CAR- NK cells,ACE2 CAR-
NK cells,NKG2D-ACE2
CAR-NK cells

Study Type:
Interventional
Phase:
• Phase 1
• Phase 2

Enrollment:
90
Age:
18 Years
and older
(Adult,
Older Adult)
Sex:
ll

2 NCT03940833 Clinical Research of Adoptive
BCMA CAR-NK Cells on
Relapse/Refractory MM
Study Documents:

Recruiting • Multiple
Myeloma

Engineered NK-92
Cells

• Biological: BCMA
CAR-NK 92 cells

Study Type:
Interventional
Phase:
• Phase 1
• Phase 2

Enrollment:
20
Age:
18 Years to
80 Years
(Adult,
Older Adult)
Sex:
All

3 NCT03940820 Clinical Research of ROBO1
Specific CAR-NK Cells on
Patients With Solid Tumors
Study Documents:

Recruiting • Solid
Tumor

ROBO1 Specific
CAR-NK Cells

• Biological: ROBO1
CAR-NK cells

Study Type:
Interventional
Phase:
• Phase 1
• Phase 2

Enrollment:
20
Age:
18 Years to
75 Years
(Adult,
Older Adult)
Sex:
All

4 NCT04887012 Clinical Study of HLA
Haploidentical CAR-NK Cells
Targeting CD19 in the
Treatment of Refractory/
Relapsed B-cell NHL
Study Documents:

Recruiting • B-cell Non
Hodgkin
Lymphoma

HLA haploidentical
CAR-NK cells
targeting CD19

• Biological: anti- CD19
CAR-NK

Study Type:
Interventional
Phase:
Phase 1

Enrollment:
25
Age:
18 Years to
75 Years
(Adult,
Older Adult)
Sex:
All

5 NCT05020678 NKX019, Intravenous
Allogeneic Chimeric Antigen
Receptor Natural Killer Cells
(CAR NK), in Adults With B-
cell Cancers
Study Documents:

Recruiting •

Lymphoma,
Non- Hodgkin
• B-cell
Acute
Lymphoblastic
Leukemia
• Large B-
cell Lymphoma
• Mantle
Cell
Lymphoma

allogeneic CAR NK
cells targeting CD19

• Biological: NKX019 Study Type:
Interventional
Phase:
Phase 1

Enrollment:
60
Age:
18 Years
and older
(Adult,
Older Adult)
Sex:
All

35

https://clinicaltrials.gov/ct2/show/NCT04324996?term=NCT04324996&draw=2&amp;rank=1
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should be an essential consideration for CAR-NK generation.
The advantages and disadvantages of different LV pseudotypes
have been recently reviewed (120, 121).

Adeno Associated Viral Delivery
Alternative viral vectors with a better safety profile are
adenovirus-associated virus (AAV) vectors. One way to
improve the efficiency of NK cell cytotoxicity is by blocking
their inhibitory receptors. Using CRISPR/cas9 driven delivery by
recombinant adeno-associated virus serotype6 (rAAV6), highly
efficient knockout of A Disintegrin and Metalloproteinase-17
(ADAM17) and programmed cell death 1 (PDCD1) genes in NK
Frontiers in Immunology | www.frontiersin.org 1536
cells was accomplished (121). KO of ADAM17 and PDCD1
improved NK activity, cytokine production and cancer cell
cytotoxicity. These approaches demonstrate an easy-to-use
strategy for efficient gene editing and delivery with AAV vector
systems for NK cell therapies (121). However, one limitation
with AAV is its packaging capacity (~5kb) that limits a large gene
transfer. NK cells in general have a low propensity for viral
transduction, and higher cell death. Hence, commercially
available viral transduction enhancers such as LentiBOOST,
PGE2, PS, Vectofusin-1, ViraDuctin, Retronectin, Stauro and
7-hydroxy stauro are sometimes employed to improve
vector transduction.
FIGURE 6 | CAR-NK Molecule Delivery of genetic cargo into NK cells with CAR encoding retro (RV), lenti (LV), or adeno-associated (AAV) vectors. CAR molecule is
shown on the right side with single-chain variable fragment (scFv including VH and VL chains), hinge, transmembrane (TM), and signaling domain. Co-stimulatory
signaling domains are indicated in different colors.
TABLE 4 | Advantages and disadvantages with different gene delivery vectors.

Vector Advantages Drawbacks

Viral Vectors
Adenovirus • Deliver large dsDNA (~8kb) • Transient expression

• Elicit immune response

Adeno-associated virus • Deliver to dividing and nondividing cells
• ssDNA (~4kb)

• Difficulty producing vectors
• Limited transgene
• Elicit immune response

Retrovirus • Deliver to dividing cells
• Sustained vector expression
• ssRNA (~8kb)

• cannot transfect non-dividing cells
• Low transfection rate in vivo
• Elicit immune response
• Risk of insertion

Lentivirus • Deliver to non-dividing cells
• Genome integration into host
• ssRNA (~8kb)

• Possibility for insertional mutagenesis

Non-Viral Vectors
• Less/No insertional mutagenesis
• Low/No immunogenicity
• Can scale-up
• Can be chemically modified
• Relatively less expensive

• Less effective
• Transient expression
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Non-Viral DNA Transfection and
mRNA-Electroporation
Successful electroporation of DNA into the NK-92 cancer cell
line was shown, but not in primary NK cells from PBMCs or cord
blood (33). Recently, an improved method with NK cells
expanded with IL-2 was reported with 40% efficiency of
DNA plasmid transfer (122). Following DNA transfer by
electroporation, the viability of NK cells was lower, due to
harsh electroporation conditions, and the DNA transfection
efficiency was less compared to resting NK cells. The real
advantage of this approach is complex constructs can also be
transferred efficiently into the cells. Plasmid DNA of small
(~3.5Kb) and large sizes (~12.5Kb) are transferred with a
substantial increase of transfection up to 5-fold compared to
the standard electroporation approach (123).

Some researchers are exploring electroporation to express
CAR molecules on NK cells (124, 125). Unlike DNA
electroporation, mRNA electroporation of NK cells may be an
efficient alternative, but it induces only transient expression of
the transferred gene. mRNA electroporation efficiencies are
usually high (80-90%) for PBMCs or cord blood cells and
require cytokine stimulation such as IL-2 for post-transduction
expansion or the use of feeder cells that are engineered to secrete
IL2 for better viability of cells (126). Transfection efficiency with
mRNA by electroporation depends on the dose of mRNA (25-
200 ug/ml) (127). High dose of mRNA results in poor viability of
cells following transfection. In general, post electroporation
expansion is contraindicated with mRNA approaches as it
leads to dilution of the mRNA.
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Recently another charge-based chemical method has been tried
successfully to deliver CAR mRNA into non-dividing NK cells
using a nucleofection approach that showed high efficiency (128).
A specific advantage of using mRNA delivery system is the
transient expression of protein by mRNA, thus avoids the risk of
genome integration, least expensive to manufacture and savings of
time (129). Another strategy that has been less frequently used for
stable non-viral gene delivery is employing DNA transposons to
transduce NK cells which is cost effective, has large cargo (ex: CAR
in combination with activating receptors or cytokines) deliver
capacity with stable integration. Their disadvantages include
potential insertional mutagenesis and the transposon must be
delivered as DNA (130, 131). Despite the limitations described
above, the most successful non-viral gene delivery for primary NK
cells is still rapid transient expression by electroporation.

Engineering NK Cell Receptors
For CAR-engineered cells to act, identifying specific tumor
antigens as targets is a challenge, whether for T cells or NK
cells. Human NK cells have innate inhibitory receptors such as
KIRs and NKG2A molecules that recognize MHC class I and
evoke response through immunoreceptors tyrosine-based
inhibitory motif (ITIM). T cell immunoreceptor with
immunoglobulin and ITIM domain (TIGIT) is an inhibitory
receptor expressed on T and NK cells and is a promising
emerging target for cancer immunotherapy. TIGIT interacts
with ligands CD115 and CD112 expressed on tumor cells.
There is evidence that TIGIT blockade can help tumor
regression (132).
FIGURE 7 | Delivery technologies to engineer Natural killer cells. Modes of genetic cargo delivery into NK Cells by viral transduction and non-viral electroporation for
gene engineering of NK Cells. Specific advantages and limitations are noted below the arrows.
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In contrast, activating receptors on NK cells such as NKG2D
and DNAX accessory molecule 1 (DNAM-1) play a crucial role
in tumor surveillance since this receptor has a wide range of
ligands that provide target specificity (133). Preclinical study
data using CAR-NKG2D is promising in colorectal cancer
patients (124) and multiple myeloma patients (134). Natural
cytotoxicity receptors (NCRs) like NKp30, NKp44, and NKp46,
can recognize multiple stress ligands in infection and oncogenic
transformation. Harnessing these receptors on NK cells and their
ligands on tumor cells is another new strategy to create CAR-NK
cells that can induce anti-tumor immunity.

With the advances made in viral and non-viral gene delivery
approaches to generate better CAR-NK molecules, there will be a
heightened focus on how these cells perform in clinical trials over
the next few years. These results will help determine whether
CAR-NKs can effectively target and kill tumor cells (135). The
viability of CAR-NK cells in the tumor microenvironment is
central to the success of therapy, in addition to the repeated
dosing of the cells. CAR engineering of NK cells primarily resides
between two choices of stable high expression by viral vectors or
rapid transient expression of non-viral delivery systems
using electroporation.
CONCLUSIONS AND PERSPECTIVES

NK cells are critical in immune surveillance of invading viruses
and kill tumor cells without the need of tumor specific antigen
presentation. Pre-clinical data from early phase clinical trials has
significantly increased our knowledge for the use of allogeneic
donor NK cells across a wide range of hematological malignancies
and solid tumors. Recent advances include developing NK cell
expansion protocols without the use of feeders, serum, activation
technologies, validation of NK cells from different tissue sources,
ability to selectively use donor NK cells with minimal HLA
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matching, genetic modification to create CAR-NK constructs,
and transfer of genetic material using viral and nonviral delivery
technologies. These advances point towards a true “off-the-shelf”
NK cell therapy. Despite impressive advances, there are multiple
outstanding challenges with NK cell therapies. Methods following
good manufacturing practices to generate large clinical doses from
a single healthy donor and selective expansion appropriate NK cell
subsets with best predictive KIR/HLA are needed. Additionally,
tumor immune evasion remains a large barrier. Once the NK or
CAR-NK cells are infused into the patient, the long-term
persistence of these cells in-vivo in the tumor microenvironment
needs to be ensured and monitored. Another limitation with NK
and CAR-NK cells is the memory property in vivo, which is not
fully understood as in the case of memory T cells in adaptive
immunity. Identifying novel CAR targets and generation of NK
specific CAR constructs will enable CAR-NK cell homing and
persistence in solid tumors contributing to breakthrough
approaches driving allogeneic NK therapies towards the next
frontier of cancer immunotherapy.
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Chimeric antigen receptors (CARs) are fusion proteins with an extracellular antigen
recognition domain and numerous intracellular signaling domains that have been
genetically modified. CAR-engineered T lymphocyte-based therapies have shown great
success against blood cancers; however, potential fatal toxicity, such as in cytokine
release syndrome, and high costs are some shortcomings that limit the clinical application
of CAR-engineered T lymphocytes and remain to overcome. Natural killer (NK) cells are
the focal point of current immunological research owing to their receptors that prove to be
promising immunotherapeutic candidates for treating cancer. However, to date,
manipulation of NK cells to treat malignancies has been moderately successful. Recent
progress in the biology of NK cell receptors has greatly transformed our understanding of
how NK cells recognize and kill tumor and infected cells. CAR-NK cells may serve as an
alternative candidate for retargeting cancer because of their unique recognition
mechanisms, powerful cytotoxic effects especially on cancer cells in both CAR-
dependent and CAR-independent manners and clinical safety. Moreover, NK cells can
serve as an ‘off-the-shelf product’ because NK cells from allogeneic sources can also be
used in immunotherapies owing to their reduced risk of alloreactivity. Although ongoing
fundamental research is in the beginning stages, this review provides an overview of
recent developments implemented to design CAR constructs to stimulate NK activation
and manipulate NK receptors for improving the efficiency of immunotherapy against
cancer, summarizes the preclinical and clinical advances of CAR-NK cells against both
hematological malignancies and solid tumors and confronts current challenges and
obstacles of their applications. In addition, this review provides insights into prospective
novel approaches that further enhance the efficiency of CAR-NK therapies and highlights
potential questions that require to be addressed in the future.
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INTRODUCTION

Natural killer (NK) cells are typical peripheral blood (PB)
lymphocytes (5–10%) that were first identified in mice
approximately 45 years ago (1). NK cell distribution varies
among healthy tissues owing to the presence of unique
chemokine receptors. NK cells are mainly found in the bone
marrow, liver, spleen and PB; however, a few of them are also
found in the lymph nodes (2). NK cells were initially described to
exert cytolytic activity and directly kill tumor or virus-infected
cells without any specific immunization, hence the name.
Subsequently, NK cells were found to produce a large number
of cytokines, especially interferon-gamma (IFN-g), in several
physiological and pathological conditions. They secrete various
pro-inflammatory and immunosuppressive cytokines including
tumor necrosis factor-alpha (TNF-a); interleukin-10 (IL-10) and
growth factors such as granulocyte–macrophage colony-
stimulating factor (GM-CSF), granulocyte colony-stimulating
factor (G-CSF) and IL-3. Similarly, several chemokines, such as
CCL2 (MCP-1), CCL3 (MIP1-a), CCL4 (MIP1-b), CCL5
(RANTES), XCL1 (lymphotactin) and CXCL8 (IL-8), are also
produced by NK cells (3). The physiological role of the growth
factors produced by NK cells remains unclear. The colocalization
of NK cells in the inflamed area with other hematopoietic cells
such as dendritic cells (DCs) is caused by their production of
chemokines (4). Moreover, T cell responses in the lymph nodes
are governed by NK cells. Stimulated NK cells release granzymes
and perforin to mediate the killing of targeted cells (Figure 1)
(5). Perforin increases permeability by creating a transmembrane
(perforation) channel on the target cell, allowing granzymes to
Frontiers in Immunology | www.frontiersin.org 244
enter more easily and causing osmotic lysis. Granzymes at the
cleavage site help in the lysis and killing of target cells (Figure 1).
NK cells affect DCs indirectly, probably by secreting IFN-g. The
interaction of naïve T cells and NK cells entering the secondary
lymphoid compartments from the site of inflammation plays a
significant role in mediating T cell responses (6). As the first line
of defense, NK cells prevent pathogen invasion and
tumorigenesis. After viral infection, NK cells are activated
quickly, without prior sensitization, to avoid anomalous cells
and infection (7). Compared with autologous NK cells, allogeneic
NK cells are usually more potent and highly toxic against tumors
(8). NK cells are categorized into subpopulations based on their
functional attributes and maturation levels. Advancements in the
profound understanding of tumor immunology have made NK
cell biology, especially its clinical applications, an interesting
focus area for research in recent years. A few features that make
NK cells unique for their use in future immunotherapies are
described below.
Receptors and Their Mechanisms for
Regulation of NK Cells
Several cytoplasmic membrane receptors, including activating,
inhibitory, cytokine and chemokine receptors, are expressed on
NK cells (Figure 2) (5). The classical and non-classical major
histocompatibility complex (MHC) class I molecules present on
normal cells are recognized by inhibitory or activating receptors
expressed on NK cells. A balance between the signaling of
inhibitory and activating receptors regulates the activation and
role of NK cells (9).
FIGURE 1 | Different ways of NK-cell mediated tumor killing and immune system modulation: (A) NK cells are capable of enhancing the antigen presentation to T
cells by killing the immature DC while promoting the IFN-g and TNF-a mediated maturation of DC. (B) NK cells can specifically recognize the cells that lack the
expression of self-MHC class I molecules (Missing-self). (C) ADCC can kill the target cell. (D) Fas/FasL pathway is a very effective NK cell-mediated cell killing as the
binding of FasL to Fas results in delivering a “death signal” to the target cell that undergoes apoptosis shortly. (E) Cytokine pathway can exert anti-tumor potential as
Cytokines such as NK cells secret several cytokines such as TNF-a. (F) NK cell receptors NKG2D are capable of recognizing the “induced-self” ligands that are
express at a very high rate in response to the activation of tumor-associated pathways. (G) Checkpoint blockade may inhibit NK cell suppression by preventing the
interaction of NK cell inhibitory receptors with their ligands. (H) As a result of adoptive NK cells transfer, the mismatch between donor and recipient, inhibitory KIRs,
NK cells eliminate the allogeneic tumor cells that lack self-MHC. (I) CAR-NK cells designed specifically to target overexpressed tumor antigens are also useful in
eliminating the specific tumor cells. (J) Specifically designed bispecific molecules are also being utilized to specifically eliminate tumor cells as these special molecules
bind to activating NK cell receptors on one arm and tumor antigens on the other. (K) NK cells can enhance or diminish macrophage and T cell activities via IFN-g
and IL-10 production.
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MHC molecules or other inhibitory receptors that recognize
the corresponding ligands are downregulated in tumor cells;
however, NK cells are activated and subsequently kill tumor
cells via the so-called ‘missing-self’ mechanism (Figure 1) (10).
Normally, MHC molecules present on the surface of healthy cells
act as ligands for inhibitory receptors and help in establishing the
self-tolerance of NK cells. However, cells may lose these molecules
owing to tumor development, resulting in reduced inhibitory
signals to NK cells. Another major mechanism based on
receptor–ligand interaction that triggers NK cell activation is
called ‘induced-self’ mechanism. Several activating receptors,
including NKG2D and activating killer immunoglobulin-like
receptors (KIRs), are capable of recognizing their corresponding
interactive ‘induced-self’ ligands that either lack or express
merely on healthy cells but highly express on cancer cells in
response to the activation of tumor-associated pathways (11, 12).
Consequently, these ‘missing-self’ and ‘induced-self’ changes are
characterized by significant cellular stress in the form of cellular
ageing, DNA damage response and tumor suppressor genes that
stimulate the robust expression of ligands for activating receptors.
NK cells are activated under the influence of these activating
receptors and eliminate target cells either directly via NK cell-
mediated cytotoxicity or indirectly via pro-inflammatory
cytokine-mediated killing (13).

Antibody-dependent cell-mediated cytotoxicity (ADCC) is
another way to target tumor cells. NK cells are characterized
by the abundance of CD16 (FcgRIIIA) that serves as a receptor
for IgG1 and IgG3 and is indispensable for NK cell-mediated
ADCC. As a prototype NK cell-activating receptor, CD16 can
Frontiers in Immunology | www.frontiersin.org 345
trigger the cytotoxicity and secretion of cytokines and
chemokines, thereby imparting antitumor activity to NK cells
(14–16). A few circulating monocytes and macrophages also
express CD16 (17), which is comprised of two extracellular Ig
domains, a cytoplasmic tail and a transmembrane domain. The
transmembrane domain helps CD16 to bind with the CD3z and
FcϵRIg chains, resulting in the formation of immunoreceptor
tyrosine-based activation motif (ITAM)-containing subunits that
associate these subunits with the intracellular signal transduction
pathways to regulate the activation of numerous transcription
factors and reorganization of cytoskeletal elements (13, 15). In
NK cells, such pathways mediate ADCC characterized by target-
oriented secretion of cytotoxic granules (perforin and
granzymes) and Fas ligands and the involvement of TNF-
related apoptosis-inducing ligand (TRAIL) death receptors (18,
19). Furthermore, CD16 engagement supports the survival and
proliferation of NK cells (20, 21) and stimulates cytokine and
chemokine secretion, leading to the recruitment and activation of
tumor-infiltrating immune cells (22, 23).

A major pathway involved in NK cell-mediated cytotoxicity is
known as the Fas/FasL pathway (24). Fas (Apo-1 or CD95) and
Fas ligands (FasL or CD95L) are type-I and type-II
transmembrane proteins, respectively, and belong to the TNF
family. When FasL binds to Fas, it sends a ‘death signal’ to the
target cell, causing it to undergo apoptosis. The secretion of
several cytokines (e.g. TNF-a) from NK cells is referred to as the
cytokine pathway (5), which kills target/tumor cells.

The modulation of macrophages and T cell responses can also
kill target cells. NK cells can enhance or diminish macrophage
and T cell activities via IFN-g and IL-10 production (25). These
cytokines lead to the release of hydrolases from the lysosomes of
target cells by altering the phospholipid metabolism of the cell
membrane. This altered metabolism activates endonucleases that
degrade the genomic DNA of target cells (26). NK cells mediate
immune responses via cross-talk between NK cells and DCs. NK
cells can enhance antigen presentation to T cells by killing
immature DCs and promoting maturation of DCs mediated by
IFN-g and TNF-a (25). Similarly, another potential mechanism
to kill target cells is checkpoint blockade that manifests by
preventing the interaction of inhibitory receptors with their
respective ligands. Consequently, a mismatch between the
KIRs and MHC class I molecules of donor cells and those of
recipient NK cells may initiate the elimination of target cells. In
addition, genetically expressed activating CARs on NK cells can
specifically bind to tumor antigens. Interestingly, bispecific
molecules are also being exploited to bind with the activating
receptors on NK cells and tumor antigens simultaneously to
stimulate NK cell-mediated tumor lysis. Usually, various signals
against inhibitory receptors, instead of activating receptors,
maintain homeostasis in the host (27). Inhibitory receptors act
as checkpoints, such as those in T cells, to control NK cell
activation (28). Overexpression of PD-1, TIM-3, inhibitory KIRs,
NKG2A and T cel l immunoreceptors with Ig and
immunoreceptor tyrosine-based inhibition motif domains
(TIGIT) on NK cell surface has been reported in the tumor
microenvironment (TME) and viral infections (29). The
FIGURE 2 | NK-Cell Surface Receptors and their corresponding ligands: NK
cells express a vast array of both Activating and inhibitory cell surface
receptors that interact with their corresponding ligands found on the tumor
cell surface.
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interaction of inhibitory receptors with the respective ligands on
DCs, regulatory T cells (Tregs), tumor cells and infected cells
generates signals that regulate the activation, effector function
and even the subsequent functional exhaustion of NK cells (30).
NK cells can, therefore, be activated via checkpoint receptor
inhibition. For instance, anti-TIGIT and anti-NKG2A mAbs
have shown a superior anticancer activity because they can
restore the antitumor activities of both NK and T cells.
Recently, a combination of cetuximab (anti-EGFR) and
monalizumab (anti-NKG2A) demonstrated an objective
response rate of 31% against head and neck squamous cell
carcinoma (31).

Identification of HLA class I-specific inhibitory receptors,
especially KIRs, reveals the mechanisms underlying the killing of
tumor cells by NK cells. The next section provides a quick
overview of KIRs.

Killer Immunoglobulin-Like Receptors
KIRs specifically expressed on human NK cells, which are
encoded by LRC and found on human chromosome 19. They
can bind to MHC class I molecules present on target cells. Both
inhibitory and activating receptors are found in the KIR family.
Inhibitory KIRs use the immunoreceptor tyrosine-based
inhibition motifs (ITIMs) located in the extended cytoplasmic
tails to transmit inhibitory signals. However, activating KIRs
possess short tails and use DAP12 or FcgR as an adaptor
molecule to transduce activating signals to NK cells (32). There
are two (KIR2DL) or three (KIR3DL) extracellular Ig domains in
inhibitory KIRs that equip them with their functional specificity
for HLA molecules. Therefore, KIRs are highly sensitive to any
change in HLA molecules during cancer and viral infections, as
recently reviewed in detail (33). Normally, KIRs are expressed
constitutively; however, inhibitory signals naturally predominate
and suppress the activating signals and fine-tune NK cells to
protect healthy cells, also known as NK cell self-tolerance. The
phenomenon of self-tolerance was recognized to be regulated by
the binding of some powerful inhibitory receptors (such as KIRs
and NKG2A) to MHC class I molecules. Reduced expression of
MHC class I molecules in malignancies (missing self) was
presumed to prevent this inhibition and permit self-reactivity
(34). KIR–HLA mismatch is also a significant factor that should
be considered for cancer immunotherapy. Each KIR recognizes a
particular HLA allotype as an inhibitory ligand; KIR2DL1,
KIR2DL2/3 and KIR3DL1 specifically bind to group 2 HLA-C,
group 1 HLA-C and HLA-Bw4, respectively. Therefore, a
superior and more potent antitumor activity can be exhibited
by recipients lacking specific HLA allotypes for inhibiting NK
cells. Several previous studies have reported that KIR–HLA
mismatch between a donor and a recipient results in a higher
antitumor potential (35–37). Furthermore, to attain the best
antitumor effects, the actual expression of KIRs should be
considered because they are usually expressed in stochastic
combinations (38). Interestingly, single-KIR+ allogeneic NK
cells that do not encounter any HLA-inhibitory signal mediate
the antitumor activity (39). NK cells recover first from allogeneic
hematopoietic stem cell transplantation (HSCT); however, it
takes approximately 3 months for the NK receptor repertoires
Frontiers in Immunology | www.frontiersin.org 446
to reconstitute (40, 41), and single-KIR+ NK cells are not
completely functional until then (39). However, KIR-
mismatched allogeneic NK cells might be rejected due to MHC
mismatch. For instance, acute kidney transplant rejection
resulting from KIR/HLA polymorphism was found in a KIR/
HLA genotype study (42). Similarly, in a phase II clinical trial
(NCT00703820), KIR–HLA-mismatched allogeneic NK cells
were found ineffective against medium-high-risk acute myeloid
leukemia (AML), possibly owing to their insufficient number and
poor persistence (43).

NK cells are educated and licensed by inhibitory receptors
that recognize MHC molecules to respond to MHC-I-deficient
cells. The inhibitory receptors are expressed during NK cell
development and ensure their functional competence. NK cells
that lack these inhibitory receptors cannot undergo education
and licensing and remain hyporesponsive. For instance,
KIR3DL+ NK cells of an individual having HLA‐Bw6 are more
hyporesponsive than those of an individual having HLA‐Bw4
because Bw4 serves as a ligand for KIR3DL1. Therefore, the
strength of inhibitory signals may influence NK cells (44, 45).
Moreover, only a few NK cells that lack self-reactive receptors are
anergic because NK cell ‘licensing’ or ‘education’ during
maturation imparts this property (46). Inhibitory KIRs are
downregulated whereas activating KIRs are upregulated in
several cancer types, such as skin cancer, lymphoma, leukemia,
breast cancer and biliary cancer (47). Changes in the expression
patterns of these KIRs may aid tumor escape by inhibiting NK
cell activation and subsequent anticancer activity.

Inhibitory KIRs were the first to be considered the checkpoint
receptors in NK cells (48). Because mAbs can recognize
inhibitory KIRs, they enhance the anticancer activity of NK
cells by blocking their signal transduction. Therefore, mAbs are
potential therapeutic candidates that are safer and have fewer
side effects as compared with other therapeutic approaches,
which have been employed in several clinical trials against
several tumor types (49).

The outcomes of earlier studies employing autologous NK
cells were disappointing owing to self-HLA molecules mediated
repression (50–52). With the establishment of KIR–ligand
mismatch in transplantation, there came a boom in the
application of allogeneic NK cells in both HSCT and non-
HSCT (53–55). Compared with autologous NK cells, allogeneic
NK cells does not face a repression from self-MHC molecules.
Furthermore, multiple studies have indicated that infusing
haploidentical NK cells into patients with AML to investigate
the missing-self mechanism is safe and can induce substantial
clinical activity (53–55). Adoptive transfer of haploidentical NK
cells to patients with AML was found to be safe because it did not
result in graft-versus-host disease (GVHD), and IL-2
administration increased their persistence by approximately 4
weeks (54).

NK Cell Sources and Expansion
NK cells are commonly used in cell-based immunotherapies for
hematological malignancies (56); however, they have also shown
some hope for the treatment of solid tumors in preclinical studies
(discussed in detail in later sections of the manuscript).
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Previously, IL-2-stimulated autologous NK cells were used in NK
cell immunotherapies; however, the binding of KIRs on NK cells
to the ligands of endogenous HLAs present on cancer cells leads
to suppression, limiting the clinical outcomes. This suppression
can be prevented by transferring allogeneic or haploidentical NK
cells having KIR–ligand mismatch owing to missing-self
recognition of tumor cells (35). Consequently, allogeneic NK
cell mixtures are considered safer and may help to eradicate
leukemia regression and prevent GVHD, especially when HLA
class I molecules are downregulated by cancer cells. Therefore,
using allogeneic NK cells as specific unified sources of
therapeutics may facilitate large-scale GMP-based ‘drug’
production, leading to overwhelming treatment effects.

Various NK cells obtained from different sources are under
investigation in clinical settings (Figure 3) (57). Induced
pluripotent stem cells (iPSCs) can be transformed into all cell
types, including immune cells. Several differentiation methods are
now available for producing immunological effector cells from
iPSCs. Moreover, a quick, powerful and well-defined procedure
for the differentiation of T and NK cells has been recently
developed (58). The hematopoietic stem cell (HSC) stage is one
of the most important intermediate phases in the development of
iPSCs to fully differentiated immune cells. Adult HSCs produce all
types of blood cells. Adult bone marrow and the umbilical cord of
neonates are the two common sources of HSCs. The currently
available protocols are not completely optimized to minimize HSC
fatigue and differentiation; therefore, it is necessary to develop
protocols to increase HSC multiplication and pluripotency for
improved immunotherapeutic applications. It is encouraging that
Frontiers in Immunology | www.frontiersin.org 547
researchers are working towards developing a more targeted and
efficient HSC growth medium (59). Owing to their adaptability of
growth conditions, iPSCs are an alternative or complementary
strategy to achieve a large number of HSCs (60, 61).

Moreover, to overcome the critical problems encountered
thus far, iPSCs have been used to create ‘off-the-shelf’ CAR-NK
cells by taking advantage of iPSCs as a renewable source for NK
cells , thus al lowing for constant, precisely defined
immunotherapy and genome editing in different anticancer
modes of action. These CAR-iNK cells may be cryopreserved
and supplied on demand to each patient, significantly decreasing
the manufacturing costs. Moreover, NK cells from PB were
found more advantageous in terms of safety and cytotoxic
potential against tumors (62).

Cytokines have been reported to induce NK cells into a
memory-like phenotype having a prolonged life expectancy
under in vivo conditions (63). Memory-like NK cells undergo
differentiation and result in an amplified IFN-g yield and
enhanced cytotoxicity against leukemia after brief preactivation
with IL-12, IL-15 and IL-18, both in vitro and in vivo. The
aforementioned memory-like NK cells have significantly
depicted efficacy in AML, wherein 5 out of 9 patients showed
complete remission (CR) (64). Briefly, 13 patients underwent
several treatments that included memory-like NK cells at three
distinct dosages, i.e. levels 1, 2 and 3. Of the 13 patients, 4
achieved CR/CR with incomplete blood count recovery (CRi)
and 1 achieved morphologic leukemia-free state (MLFS), with an
overall response rate of approximately 55% and a CR/CRi rate of
45%. Interestingly, IL-15-stimulated NK cells exhibited
significant therapeutic efficacy against solid tumors. Of the 6
patients with refractory solid tumors, 4 exhibited a positive
clinical response after receiving haploidentical stem cell
transplants, 1 exhibited high partial remission, whereas 2
exhibited only partial remission (65). Unfortunately, the poor
expansion of NK cells in patients with tumors makes their
clinical application limited, and owing to strict evaluation of
donors, those contributing allogeneic NK cells are quite difficult
to find. Fortunately, the results of adoptive NK cell therapy have
proved both autologous and allogeneic NK cells considerably
safer and more tolerable (66).

NK cell expansion is stimulated by proliferative cytokines (IL-
2 and IL-7/IL-15) (67). Similarly, the use of artificial antigen-
presenting feeder cells (aAPC) in a culture system that facilitates
gas permeability has been proposed as a new approach for
growing NK cells from cryopreserved cord blood (CB) units.
CB-NK cells expanded 1848-fold from fresh blood and 2389-fold
from cryopreserved CB after 14 days, with >95% purity for NK
cells (CD56+/CD3) and <1% for CD3+ cells (68). The co-
culturing of NK cells using irradiated feeder cells in media
supplemented with IL-2 and IL-15 is used to harvest a large
number of NK cells, although an expansion system without the
use of feeder cells is already available that used anti-CD3
antibodies (OKT-3) for NK cell expansion. RPMI8866, the
Epstein–Barr lymphoblastoid cell line (EBV-LCL) and K562
are the most common feeder cell lines exploited for NK cell
expansion (69). Activation by NK-sensitive K562 cells has been
FIGURE 3 | Schematic of NK cell sources and CAR-NK cell/immune therapy
workflow: NK cells harvested frommultiple sources, followed by NK-cell activation
by IL-2 and subsequent transduction with a construct encoding CAR. Next, these
reprogrammed CAR-NK cells are expanded ex-vivo and passed through strict quality
control testing before cryopreservation and subsequent validation and approval for
final clinical administration.
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found to enhance NK cell proliferation with IL-2, IL-15 and IL-
21 (67). K562 are good activators of NK cells owing to the lack of
HLA expression and loss of inhibitory signals. Recently,
significantly high NK cell expansion rates were observed with
genetically engineered (GE) feeder cells. The co-expression of IL-
15 and 4-1BBL via membrane-bound K562 was found to act
collaboratively to strengthen the activation capability of K562-
specific NK cells and resulted in remarkable expansion of PB
CD56+CD3−NK cells devoid of any satellite T lymphocyte build-
up (70). Ojo et al. (71) recently developed an NK cell feeder cell
line named ‘NKF’ by overexpressing membrane-bound IL-21.
This cell line could induce robust and sustained proliferation
(>10,000-fold expansion at 5 weeks) of highly cytotoxic NK cells.
Compared with IL-2-activated non-expanded NK cells, the
expanded NK cells were highly cytotoxic against several types
of malignancies. Expanded NK cells were also effective in mouse
models of human sarcoma and T cell leukemia (71). Copik et al.
reported a unique method for efficient expansion of NK cells
with the help of plasma membrane (PM) vesicles. Briefly, they
cultured K562-mb15-41BBL cells and optimized the formation
of PM vesicles with a higher level of 41BBL using the nitrogen
cavitation method. The optimized PM vesicles (PM 15) resulted
in a 293-fold expansion of NK cells after 12–13 days as compared
with 173-fold expansion achieved with live feeder cells. NK cells
not only expanded better after stimulation with PM-mb15
41BBL vesicles but also exhibited phenotypes, surface receptors
and superior cytotoxicity comparable with those of NK cells
expanded with live feeder cells (72). Furthermore, PM21
particles were prepared to employ K562-mb21-41BBL cells.
Briefly, PBMCs were cultured for 28 days with PM21 particles,
resulting in >90% NK cell expansion by day 14 and an
exponential expansion of 100,000-fold by day 28 (73).
Similarly, a method for better expansion of memory NK cells
was described recently. Briefly, NK cells are preactivated using
stimulatory cytokines, and these preactivated NK cells were then
expanded using a vesicle having NK cell effector agents such as
PM21 particles, EX21 exosomes or FC21 feeder cells (74).

Remarkably, iPSC-NK cells were reported to produce a large
number of homogenous NK cells; therefore, they can be banked
and stored (75). aAPC-expanded PB-NK and iPSC-NK cells
exhibited a higher antitumor potential in vivo when compared
with PB-NK cells that had undergone overnight activation (76).
NK cell lines, especially NK-92, have demonstrated better
antitumor efficacy and offered more advantages as an ‘off-the-
shelf’ approach because they have reduced toxicity and lack most
inhibitory KIRs, except a very mild expression of KIR2DL4 (77),
as compared with other NK cell sources and have successfully
entered multiple clinical trials (78). Moreover, a high dose (1010

cells) was found to be safer for effective results in patients with
melanoma and lung cancer (78).
CHIMERIC ANTIGEN RECEPTOR

CAR is a fusion protein created intentionally and is found on T
cell receptors (TCRs). It contains an extracellular antigen
Frontiers in Immunology | www.frontiersin.org 648
recognition domain and various intracellular signaling
domains. Cross-reactivity of TCRs has only been observed in
receptors with a supra-physiological affinity for cognate antigens.
Moreover, CARs are capable of overcoming resistance observed
in several malignancies because they, unlike TCRs, engage
molecules independent of MHC recognition and antigen
presentation by target cells. CAR constitutes an extracellular
antibody-like region known as the single-chain variable fragment
(scFv) which is intended to bind to a specific antigen and a hinge
region of flexible lengths depending on the vicinity of the
perceived epitope situated on the exterior of the target cell. It
also contains a transmembrane domain along with one or more
co-stimulatory domains and a signaling domain capable of
persuading cytotoxicity as a consequence of antigen binding
(79) (Figure 4). scFvs targeting a particular molecule can be
derived from several sources such as murine or humanized
antibodies. Furthermore, phage display libraries can be
screened for the identification and synthesis of scFvs (80). The
specificity of CARs is usually determined by the antibody scFv
region; however, NK cell receptors have also been used for this
purpose. The ligand-binding domains of scFv region are coupled
with extracellular, transmembrane and signaling domains of
other cell proteins using recombinant DNA technology. NK
cells may identify distinct types of tumor cells through
numerous cell surface receptors. The ligands recognized by NK
cell receptors are present on various tumor cell types, making
them promising targets for tumor-targeting therapies. The NK
cell receptor NKG2D and its ligands have attracted significant
attention for being involved in a possible tumor-killing
approach. Various tumor cells express NKG2D ligands,
exhibiting comparative selection between ligand expression on
tumor and healthy cells (81). Previous studies have reported
several tumor antigen-binding domains as CAR extracellular
domains. In addition to the antigen-binding domain, a hinge
region is located extracellularly along with the transmembrane
domains of CD8 or IgG4. The intracellular signaling domain is
the most important section of CARs because it decides the
functionality of CAR. The most common intracellular domains
are CD3, CD28, 4-1BB or OX40, which are premeditated to
increase T cell activation. CARs that can directly identify CAR-
targeted antigens are involved in T cell activation, proliferation,
cytokine production and cytotoxicity against tumor cells that
express CAR-specific antigens and are synthesized by genetically
engineered T cells (82).
CAR GENERATIONS AND
CAR-T THERAPY

CAR ‘generations’ generally denote the number and composition
of the intracellular signaling domains. Currently, the fourth
generation of CARs is under technical development because its
use in clinical practice has not yet been approved (83). The first-
generation CARs contained a domain equipped with scFv to
recognize tumor antigens and an activation motif (ITAM,
generally CD3z) (84). Unfortunately, these CARs could not
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support persisting cell proliferation indicators for resuming the
anticancer activity. Furthermore, the second- and third-
generation CARs were equipped with CD134 (OX40), CD28
and CD137 (4-1BB) to enhance their propagation and cytotoxic
potential (85). In the subsequent (fourth) generation, CARs are
designed to secrete cytokines and are usually provided with more
than one co-stimulatory molecule such as CD134, CD28 or
CD137 to enhance antitumor potential by stimulating the
innate immune system (86). In addition, several next-
generation CARs have also been developed and are in an
experimental phase (Figure 5).

The first-ever CAR-T cell therapy (Kymriah; Novartis) was
authorized in 2017 by the United States Food and Drug
Administration (FDA) to treat B-cell acute lymphoblastic
Frontiers in Immunology | www.frontiersin.org 749
leukemia (ALL) (87, 88). Subsequently, another CAR-T cell
therapy (Yescarta; Kite Pharma) was developed and approved to
treat non-Hodgkin’s lymphomas (89). Several hematological
malignancies, including lymphoma, chronic lymphocytic
leukemia (CLL) and ALL, are treated using CAR-modified T cell
therapy, which has shown extraordinary results. Notably, feedback
rates of 70–90% have been achieved in patients with ALL treated
with CD19-targeting CAR-T cell therapy (90). Furthermore, the
four CAR-T therapies approved by the FDA include Breyanzi, the
first cell therapy product of Bristol Myers Squibb (BMS); Kymriah
(tisagenlecleucel) by Novartis and Yescarta (axicabtagene
ciloleucel) and Tecartus (brexucabtagene autoleucel) by Gilead/
Kite. Tecartus, which was licensed in the United States and Europe
in 2020, is currently only used to treat mantle cell lymphoma
FIGURE 5 | Few of the next generation CARs to better cope with the immune escape and improve the cytotoxic potential of CAR-based immunotherapies: Multi
CARs are equipped with two or more separate CARs expressing various ScFvs to target the cancer cells. Tandem CARs are equipped with two different scFvs in a
single CAR molecule. Upon antigen recognition in healthy cells, Inhibitory CARs tend to inhibit immune cell activation. In switch CARs, certain chemicals capable of
dimerization with the iCasp9 are conditionally administered to activates the downstream caspase molecules leading to the apoptosis of CAR-expressing cells. Supra
CARs are equipped with two split structures; the antigen-binding domain (zipFV) and function domain (zipCAR) that upon binding activates the CAR-expressing cells.
FIGURE 4 | The evolution of the chimeric antigen receptor (CAR) structure over time: The structural components of 1st, 2nd, 3rd, and 4th generation of CAR. The
CAR “generations” denote the number and composition of the intracellular signaling domains. The 1st generation’s CARs failed to deliver cell proliferation signals for
the retention of anti-cancer potential. However, 2nd and 3rd generation CARs have CD28, CD134 (OX40), and CD137 (4-1BB) to promote the anti-tumor potential.
The 4th CAR generation is designed to secrete cytokines to further improvise the therapeutic activity of the CAR-based immunotherapies.
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(MCL), which is not among approved indications of other CAR-T
therapies. The FDA has authorized Abecma (idecabtagene
vicleucel; ide-cel) for treating adult patients with relapsed or
refractory multiple myeloma.

The prime focus of the formulation of fourth-generation CARs
is to address the prevailing challenges and constraints in its
clinical applications. Next-generation CAR constructs can be
further divided into subgroups inc luding tandem,
combinatorial, ON-switch, inhibitory, universal and T cells
reprogrammed as global cytokine killing (TRUCK) CARs based
on their function. Small molecules are required for the assembly
of ON-switch CARs that promote controlled CAR activation via
drug administration (Figure 5) (91). Similarly, another
fragmented CAR design is of universal CARs that can target
numerous cancer types by exchanging antigen-specific regions
with the same TM and an intracellular signaling construct (92).
Furthermore, OR-gate CARs present a novel strategy to prevent
tumor escape by attaching two scFv domains to distinct targets
adhered either to a single TM along with an intracellular domain
(tandem CAR) or a complete dual CAR construct build on a
single cell (dual CAR) (93), and T cells can be activated by signals
transduced by either scFv. Similarly, AND-gate CARs also involve
two scFvs; however, they require both antigens to be present on
the same cell before signal propagation. This approach is unique
in targeting non-tumor-specific antigens because the binary
execution of two antigens, namely, combinatorial CAR and
synNotch receptor, helps in achieving tumor specificity (94).
Furthermore, a novel CAR design, known as TRUCK-CAR,
carries a transgenic ‘payload’ to target solid tumors. These
CARs modulate TME because they can induce cytokine
transgene products such as IL-12 and mediate the release of
‘payload’ at the tumor site (86). In addition, an extracellular
inhibitory domain is fused with an activating intracellular CAR
domain to convert an immunosuppressive signal to an activating
signal in inhibitory CARs (Figure 5) (95). Moreover, to ensure the
safety of CAR-T therapy, a suicide switch has been developed that
activates in case of any adverse effects; however, this safety
measure is found in only 10% of the current clinical trials (96).
Frontiers in Immunology | www.frontiersin.org 850
The development of CAR-T technology has revolutionised
cancer therapy. However, currently available CAR-T technology
presents significant barriers to its widespread acceptance. Several
issues include high cost, patient-oriented manufacturing,
inconsistency in CAR-T production and function because the
immune system of patients is intrinsically weakened and
potential side effects. However, NK cell treatment has the
potential to address some of these problems. Multiple
anticancer receptors are used by NK cells that do not induce
GVHD. However, their decreased in vivo lifespan requires
numerous doses, enhancing the chances of rejection. Currently
available CAR therapies are susceptible to checkpoint blockades
and other immunosuppression strategies that reduce their ability
to kill in vivo.
NK CELLS: ALTERNATIVE HOST CELLS
FOR CAR THERAPY

The success of CAR-T therapy in clinical trials has led to the
development of CAR-NK cells. Extracellular, transmembrane
and intracellular signaling domains are present in CAR-NK
cells as they are in CAR-T cells. CAR-NK cells often have CD3
as their initial signaling domain and CD28 or CD137 (4-1BB) as
a costimulatory domain to form an intracellular signaling motif.
NK cells increase their cytotoxic capability and cytokine
production through two more costimulatory molecules,
namely, NKG2D and CD244 (2B4) (97). Owing to more
enhanced tumor-specific targeting and cytotoxicity than those
of CAR-T cells, CAR-modified NK cells have been used to target
cancer cells (98). Notably, NK cells can serve as another
candidate along with T cells in CAR-targeted immunotherapies.

CAR-NK cell therapy may serve as an alternative to CAR-T
therapy in the future because CAR-NK cells possess several
unique features detailed below (Figure 6).

First, allogeneic haploidentical NK cells are considerably safe
for adoptive cell therapy (ACT) because they usually do
not mediate and may diminish GVHD (99). Earlier
FIGURE 6 | A comparison of CAR-T and CAR-NK immunotherapy: CAR-NK cell therapies are becoming increasingly popular due to several advantageous features
such as low safety concerns, low costs, and higher tumor potential.
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investigations have revealed that NK cells are involved in the
induction or aggravation of GVHD. Subsequently, it was
observed in both patients and mouse models that NK cells
regulate GVHD by suppressing alloreactive T cell responses.
NK cells interact with other immune cell subsets during GVHD
and suppress GVHD naturally by inhibiting T cell activation via
their cytotoxic ability unless exogenous hyperactivation causes
them to produce proinflammatory cytokines that can sustain T
cell-mediated GVHD induction (100). Similarly, CAR-NK cells
have considerably fewer safety concerns such as on-target/off-
tumor effects, CRS and tumor lysis syndrome (101). For instance,
a study that used HSCT to treat AML revealed that NK cells were
the main factors in inducing the graft-versus-tumor (GVT)
response (35). Moreover, NK cells only secrete a small number
of IFN-g and GM-CSF and do not produce IL-1 and IL-6 that
initiate CRS. Second, tumor cells may not be detected by CAR-T
cells owing to tumor escape because of a loss of either MHC class
I expression or tumor-specific antigens (102). CAR-NK cells lack
a self-antigen and can detect MHC class I-negative tumor cells
because they retain innate cytotoxic potential against germline-
encoded tumor/stress ligands (103). In addition, both HLA-A
and HLA-B bind to KIR3D receptors, whereas HLA-C only
binds to KIR2D receptors. CD94-NKG2A, which detects HLA-E,
LILRB1 and all MHC class I molecules, is another inhibitory
receptor that identifies MHC class I molecules expressed by NK
cells (104). Normal MHC class I-sufficient cells are ignored by
NK cells because their inhibitory receptors can detect MHC class
I molecules; however, they are not inhibited after interacting with
abnormal MHC class I low cells. Third, it is believed that low
levels of MHC class I expression in cancer stem cells (CSCs) and
the presence of NKp30, NKp44 and NKG2D (activating
receptors) cause cytokine-activated NK cell-mediated death of
CSCs (105). CSCs usually use two different mechanisms to
escape NK cell detection: shedding the NKG2D ligands MICA
and MICB in case of breast CSCs (106) and lacking NKG2D
ligands in case of leukemia stem cells (107). Although NK cells
can perform serial killing and have a limited life span,
cytomegalovirus (CMV)-induced memory-like adaptive NK
cells had a prolonged life span and an enhanced cytotoxic
potential (108). For instance, after reactivation, NKG2C+ NK
cells from CMV naïve UCB grafts were found to expand
preferentially in recipients, indicating a primary NK cell
response after HSCT (109). The effects of donor/recipient
CMV serostatus on the expression and activity of NKG2C+ NK
cells were then evaluated in donor HSCT recipients to identify
responses to secondary CMV occurrences. After clinical CMV
reactivation, NKG2C+ NK cells increased in number. When both
the donor and recipient were CMV-seropositive, the cells
expanded in the absence of detectable CMV viraemia. CMV-
positive recipients who received grafts from CMV-seropositive
or -seronegative donors had higher levels of NKG2C+ NK cells.
These in vivo-expanded NKG2C+ NK cells had a greater capacity
for target cell-induced cytokine release, generated an inhibitory
killer Ig-like receptor for self-HLA and acquired CD57 more
quickly. Compared with seronegative donors with NKG2C+ NK
cells, seropositive donors with NKG2C+ NK cells responded
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better to a subsequent CMV infection (110). Fourth, CAR-NK
cells can regulate their activating receptors, including NKp30,
NKp44, NKp46, NKG2D, KIR-2DS, KIR-3DS, 2B4, CD226,
CD94/NKG2C and DNAM-1; therefore, the chances of relapse
owing to the loss of CAR-targeting antigens is reduced.
Moreover, T lymphocytes only kill their targets through a
CAR-specific mechanism, whereas NK cells exhibit
spontaneous cytotoxic activity and can kill target cells
regardless of the presence of tumor-specific antigens. Tumor
cells downregulate antigens to escape immune detection;
however, NK cells are still effective against them. Furthermore,
cytokines such as IFN-g, IL-3 and GM-CSF produced by primary
human NK cells are different from proinflammatory cytokines
released by T cells, which induce CRS. Individual NK cells can
survive after interacting with and destroying several target cells,
potentially decreasing the number of cells that are adoptively
transferred. Fifth, the availability of an off-the-shelf CAR-NK
therapy enhances the pace of administration remarkably and first
dosing to 1 day by minimizing the lag time from the decision to
treat. Sixth, CAR-NK therapy is expected to decrease huge
indirect costs because CAR-NK infusions can be administered
with outpatient follow-up monitoring and do not require lengthy
post-treatment hospitalization because they are safer and have
no potential toxicity (111). Although iPSC-derived CAR-T cells
can also serve as an off-the-shelf product, they require more
rigorous efforts and extra genetic modifications to obtain a
universal product that does not require HLA-matching and is
devoid of any endogenous TCR. Therefore, iPSC-derived CAR-T
cells require post-treatment hospitalization and hence cannot
abolish the potential possible side effects associated with CAR-T
cell therapy. In addition, NK cells can be harvested frommultiple
sources including iPSCs, PB, UCB, human embryonic stem cells
and NK cell lines (112). Therefore, CAR-NK cells may be a
reliable therapeutic candidate to mitigate these limitations and
safety concerns.

Recently, a meta-analysis has reported that of the 520 active
trials investigating a total of 64 different CARs worldwide, 96.4%
of trials are investigating CAR-T cells (96). Therefore, the
research on CAR-NK therapy is currently in its beginning
stages owing to very few translations of laboratory
investigations to clinical settings. Further investigation and
clinical trials are required to ensure the safety profile of CAR-
NK cells because they have a few side effects and a low incidence
of CRS. It is quite delightful to mention that several ongoing
clinical trials are investigating the safety and efficacy of CAR-NK
cell therapy for both hematological and solid tumors, which are
registered on ClinicalTrials.gov (Table 1) (113).
PRECLINICAL APPLICATIONS OF
CAR-NK THERAPY

Allogeneic stem cell transplantation of NK cells has shown
significant success for the treatment of AML in preclinical
trials (114). However, a few limitations at the clinical level
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need to be overcome, including the moderate activity of NK cells
and tumor escape from immune surveillance (115). Therefore,
CAR was proposed for reprogramming NK cells to enhance their
efficacy and cytotoxicity against tumors. Currently, a large
number of ongoing studies use CAR-modified NK cells and
NK-92 cell lines against various types of tumors (116).

Preclinical Successes in
Hematological Tumors
Recently, Romanski et al. (117) successfully improved the
sensitivity and cytotoxic potential of NK cells against B-lineage
malignant cells by constructing NK92-CD19-CD3z cells (117).
Shimasaki et al. (118) successfully expressed CD19-41BB-z on
NK cells employing electroporation technology for transfecting
its mRNA (118). Subsequently, CAR-NK cell therapy was found
very effective, via optical in vivo imaging, in reducing the growth
of leukemia xenografts. Moreover, to improve the cytotoxicity of
NK cells against rituximab-resistant Burkitt lymphoma, Chu
et al. (119) successfully transfected CD20-BB-z mRNA in NK
cells through nuclear transfection and co-cultivated them with
K562-mb-IL15-41BBL for activating CAR-NK cells (119).
Furthermore, CD138-CAR-NK-92 has also been reported to be
very effective in improving the survival rate of mice with MM
(120). Notably, the effective elimination of EBNA3C-expressing
Epstein–Barr virus-positive T cells by CAR-NK92 cells indicates
a remarkable cytotoxic potential of CAR-expressing NK cells
(121). Similarly, Liu et al. (122) recently used CB-derived HLA-
mismatched anti-CD19 CAR-NK cells to treat relapsed or
refractory CD19-positive cancers. They found that CAR-NK
cell administration was well tolerated and did not lead to CRS,
neurotoxicity, GVHD and elevated inflammatory cytokines such
as IL-6. Of the 11 patients, 8 exhibited a response to the therapy,
7 had complete remission, whereas 1 had remission of the
Richter’s transformation component but had persistent chronic
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lymphocytic leukemia (122). Recent preclinical studies using
CAR-NK cells against various hematological cancers are
summarized in Table 2.

Preclinical Success in Solid Tumors
The success of CS1-CD28/CD3z-NK92 cells in restricting the
growth of MM, enhancing IFN-g production and improving the
survival rate (132) has encouraged oncologists to design CAR-
NK immunotherapies against solid tumors. Consequently, CAR-
NK-92 cells expressing EGFR-CD28-CD3z exhibited
remarkable cytotoxicity and killing potential in glioblastoma
(GBM) cells (136). Similarly, GD2-specific NK-92 cells were
found to exert cytolysis and effectively eliminate neuroblastoma
(137). NKG2D-DAP10-CD3z-expressing NK-cells were found
to exhibit a remarkably strong antitumor potential in several
different cancers including breast cancer, hepatocellular
carcinoma (HCC), osteosarcoma and pancreatic cancer (97).
Prostate stem cell antigen (PSCA)-DAP12 CAR-expressing PB-
NK and YTS-NK cells were found highly beneficial against
PSCA+ tumors (138). A significantly high expression of
human epidermal growth factor receptor 2 (HER2) in GBM
(139), renal cell (140) and breast cancer (141) makes it an ideal
candidate to develop immunotherapy using HER2-CAR-
modified NK cells. CAR-NK92 cells designed to target
epithelial cell adhesion molecules (EpCAMs) were highly
efficient in killing breast cancer cells (142). The growth of
ovarian cancer xenografts was remarkably reduced in mice
after treatment with CAR-iPSC-NK cells (143). It is
noteworthy that following a standard protocol, iPSC-derived
NK cells can be synthesized on a larger scale (144), leading to
feasible administration of multiple doses to treat refractory solid
tumors more efficiently. Recent preclinical studies using CAR-
NK cells against various solid tumors are summarized
in Table 3.
TABLE 1 | Clinical trials of CAR-NK cell therapies against hematological malignancies and solid tumors.

Serial No. Tumor Type Specific Target Source of NK-cells Status Phase References

1. Leukemia and lymphoma CD7 NK-92 Unknown I/II NCT02742727
2. Leukemia and lymphoma CD19 NK-92 Recruiting I/II NCT02892695
3. Leukemia and lymphoma CD19 Umbilical cord blood Recruiting I/II NCT03056339
4. Leukemia and lymphoma CD19 Umbilical cord blood Withdrawn I/II NCT03579927
5. Acute myeloid leukemia CD33 NK-92 Unknown I/II NCT02944162
6. Acute myeloid leukemia CD19 Expanded donor NK cells Completed I NCT00995137
7. Acute myeloid leukemia CD19 Haploidentical donor NK cells Suspended II NCT01974479
8. Relapsed & Refractory Acute myeloid leukemias CD33 NK-92 Unknown I/II NCT02944162
9. Relapsed & Refractory B Cell Lymphoma CD19 Unknown Not Yet Recruiting Early phase I NCT03690310
10. Relapsed & Refractory B Cell Lymphoma CD22 Unknown Not Yet Recruiting Early phase I NCT03692767
11. Relapsed & Refractory B Cell Lymphoma CD19/CD22 Unknown Not Yet Recruiting Early phase I NCT03824964
12. Multiple Myeloma BCMA NK 92 Recruiting I/II NCT03940833
13. Pancreatic Cancer ROBO1 Unknown Recruiting I/II NCT03941457
14. Epithelial ovarian cancer Mesothelin Unknown Not Yet Recruiting Early phase I NCT03692637
15. Castration-resistant Prostate Cancer PSMA Unknown Not Yet Recruiting Early phase I NCT03692663
16. Non-small cell lung cancer Unknown CCCR-NK-92 Recruiting I NCT03656705
17. Glioblastoma HER2 NK-92 Recruiting I NCT03383978
18. Solid tumors MUC1 Unknown Unknown I/II NCT02839954
19. Solid tumors NKG2D ligands Autologous or allogeneic NK cells Recruiting I NCT03415100
20. Solid Tumors ROBO1 Unknown Recruiting I/II NCT03940820
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CLINICAL APPLICATIONS OF
CAR-NK THERAPY

A large number of studies have been conducted on CAR-T
cells; however, only a few clinical trials on CAR-NK cells
(Table 1) have been registered on ClinicalTrials.gov. In
addition to CD19 (NCT02742727), CD7 (NCT02742727) and
CD33 (NCT02944162) are also the prime targets for CAR-NK
cell therapy in clinical studies on lymphoma and leukemia.
Furthermore, HER2-targeted GBM (NCT03383978) and
costimulating conversion receptors are under investigation
clinically to treat non-small-cell lung carcinoma (NSCLC)
(NCT03656705). CAR-NK cell therapy against multiple
refractory solid tumors targeting mucin 1 (MUC1), including
pancreatic tumors, HCC, NSCLC and triple-negative invasive
breast tumors, is also under investigation in clinical trials
(NCT02839954). The details of ongoing clinical trials of CAR-
NK cell therapies against hematological malignancies and solid
tumors are summarized in Table 1.
Frontiers in Immunology | www.frontiersin.org 1153
CURRENT LIMITATIONS OF CAR-NK
CELL THERAPY

Low Persistence
The lack of in vivo durability of infused cells in the absence of
cytokine support is one of the key drawbacks of adoptive NK cell
treatment. Although it may be safe, it may limit the efficacy of
NK cell immunotherapy. Exogenous cytokines have been
demonstrated to increase the proliferation and durability of
adoptively infused NK cells; however, they can also cause
undesired side effects (160), including the growth of inhibitory
immune subsets such as Tregs (161). Multiple studies have
reported promising results by engineering NK cells with
transgenes encoding for cytokines that are either expressed on
the membrane or released constitutively. In one such study,
tumor-harboring mice with NK-92 cells or primary NK cells
transduced with retroviral vectors producing IL-2 or IL-15 had
increased proliferation and persistence (162). It has also been
demonstrated that integrating IL-15 transgene into a CAR
TABLE 2 | Recent preclinical studies employing CAR-NK cells against various hematological cancers.

Serial
No.

Tumor Type Specific
Target

Source
of NK-
cells

CAR
composition

Clinical Outcomes References

1. T cell malignancies CD5 NK-92 CD28+4-1BB+CD3z Inhibition and control of disease progression (123)
2. B-cell malignancies CD19 PB-NK CD28+4-1BB+CD3z Complete elimination of leukemia after 48 h (124)
3. B-cell malignancies CD19 PB-NK 4-1BB+CD3z Augmented cytotoxicity of NK cells (118)
4. B-ALL CD19 PB-NK CD28+CD3z Complete and durable molecular remissions of pre-B-ALL (125)
5. B-cell malignancies CD19 NK-92 CD3z Successful inhibition of disease progression (126)
6. B-cell malignancies CD19 NK-92 CD3z Overcame NK resistance and markedly enhanced NK-cell-

mediated killing
(98)

7. B-cell malignancies CD19 PB-NK CD28+CD3z+IL15 Superior cytotoxicity with up to 90% specific killing activity (127)
8. B-cell malignancies CD19 NK-92 41BB-CD3z, Specific and efficient lysis of leukemia cell lines and

lymphoblasts
(117)

9. B-ALL FLT3 NK-92 CD28+CD3z+iCasp9 Remarkable inhibition of disease progression and high
antileukemic activity

(128)

10. B-cell malignancies CD19 UCB-NK 4-1BB+CD3z+iCasp9+IL15 Efficient killing of CD19-expressing cell lines and primary
leukemia cells with marked prolongation of survival

(129)

11. B-cell malignancies CD20 PB-NK 4-1BB+CD3z Significantly enhanced cytotoxicity and IFNg production,
extended survival time and reduced tumor size

(130)

12. Burkitt lymphoma CD20 PB-NK 4-1BB+CD3z+IL15 Significant anti-tumor effects and enhanced in
vitro cytotoxicity

(119)

13. MM CD-38 NK-92 CD28-41BB-CD3z Specific lysis of CD38-expressing tumor cell lines and
effective depletion of MM

(131)

14. MM CD138 NK-92MI CD3z Remarkable cytotoxicity against human MM cell lines and
elevated secretion of granzyme B, interferon-g and CD107a
proportion

(120)

15. MM CS-1 NK-92 CD28+CD3z Enhanced MM cytolysis and IFN-g production, efficient
suppression of human IM9 MM cells and significant survival
of mice

(132)

16. Peripheral T cell lymphoma CD-4 NK-92 CD28-41BBCD3z Specific elimination of T-cell leukemia, lymphoma cell lines,
and patient samples ex vivo

(133)

17. T cell malignancies CD-5 NK-92 2B4-CD3z Specific cytotoxicity against CD5+ malignant cells and
prolonged survival of T-ALL xenograft mice

(134)

18. T-ALL CD-7 NK-92 CD28-41BBCD3z Potent anti-tumor activity, elevated Granzyme B and IFNg
secretion, and significant inhibition of disease progression

(135)

19. EBV+ T cell EBNA3C NK-92 4-1BB+CD3z Exquisite specificity, potent cytotoxicity, and induction of
ADCC toward the targeted T-cell epitope (TCE)

(121)

20. Non-Hodgkin’s lymphoma
or chronic lymphocytic
leukemia

CD-19 UCB-NK CD28+CD3z+ IL15+iCasp9 complete remission in 7/11 (4 with lymphoma and 3 with
CLL)

(122)
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construct improves NK cell proliferation, in vivo persistence and
antitumor activity in patients with high-risk lymphoid
malignancies, without increasing systemic levels of IL-15 or
causing toxicity (122, 129). Other armored CAR-NK cells with
Frontiers in Immunology | www.frontiersin.org 1254
cytokine transgenes are under development; however, there are
no published reports yet. Another way to increase NK cell
persistence is by inducing a memory-like phenotype, such as
by preactivating them with a cytokine cocktail (IL-12, IL-15 and
TABLE 3 | Recent preclinical studies employing CAR-NK cells against various solid tumors.

Serial
No.

Tumor Type Specific Target Source of
NK-cells

CAR composition Clinical Outcomes References

1. Osteosarcoma/
Prostate/HCC/
Breast cancer

NKG2D PB-NK NKG2D+DAP10+CD3z Enhanced cytotoxicity and secretion of IFN-g, GM-CSF, IL-13,
MIP-1a, MIP-1b, CCL5, and TNF-a, and cytotoxic granules
which persisted after 48h

(97)

2. Multiple solid
tumors

NKG2D NK-92 DAP10+CD3z Enhanced anti-tumor cytotoxicity both in vitro and in vivo (145)

3. Ovarian cancer NKG2D PBMCs CD8a+ CD3z Augmented tumor infiltration and significant antitumor responses (146)
4. Bladder carcinoma PSCA YTS/PB-

NK
DAP12 Improved cytotoxicity, delayed tumor growth and complete

tumor eradication
(138)

5. Breast carcinoma EpCAM NK-92/
NKL

CD28+CD3z+IL-15 Predominantly intracellular expression of the cytokine, and
STAT5 activation, high and selective cell-killing activity

(142)

6. Colorectal cancer EGFRvIII NK-92 CD8a+ CD28+ CD3z Development of a sensitive in vitro platform to evaluate CAR
efficacy

(147)

7. Breast cancer EGFR PB-NK/
NK-92

CD28+CD3z+oHSV Enhanced cytotoxicity and IFN-g production, efficient killing and
significantly longer survival

(148)

8. Renal cell
carcinoma

EGFR NK-92 CD28+4-1BB+CD3z Potent antitumor activity and long-lasting immunological
memory

(77)

9. GBM EGFRvIII YTS DAP12 Specific cytotoxicity, significantly delayed tumor growth,
increased survival, and complete tumor remission

(149)

10. GBM EGFR/EGFRvIII NK-92/
NKL

CD28+CD3z Enhanced cytolytic capability, IFN-g production, efficient
suppression of tumor, and significantly prolonged the survival

(136)

11. GBM EGFR/EGFRvIII NK-92 CD28+CD3z High and specific cytotoxicity and tumor lysis, and marked
extension of survival

(150)

12. Melanoma GPA7 NK-92 HLA-A2TM+CD3z Enhanced tumor killing and suppression of the growth of human
melanoma

(151)

13. GBM/breast
cancer

HER2 NK-92 CD8a+CD3z Specific and efficient tumor lysis (152)

14. GBM/breast
cancer

HER2 NK-92 CD28+CD3z Potent in vivo antitumor activity, marked extension of survival (139)

15. Breast cancer/renal
cell carcinoma

HER2 NK-92 CD28+4-1BB+CD3z Efficient in vitro lysis, serial target cell killing, and reduction of
metastasis

(140)

16. Neuroblastoma GD2 NK-92 CD3z Remarkable cell killing activity (137)
17. Ewing sarcomas GD2 PB-NK CD28+4-1BB+CD3z Enhanced in vitro responses and overcame resistance to NK cell

lysis
(116)

18. hepatocellular
cancer

Glypican-3
(GPC3)

NK-92 CD28+41BB+CD3z
CD3z
CD28+CD3z
DNAM1+CD3z
DNAM1+2B4+CD3z

More quick expansion, more persistence, and higher cytotoxicity (153)

19. Ovarian cancer Glypican-3
(GPC3)

iPSC CD8a+CD28+CD137
+CD3z,

Enhanced cytotoxicity, IFN-g production, and prolonged the
survival

(154)

20. Ovarian cancer Mesothelin iPSC 2B4+CD3z Superior anti-tumor potential, significant inhibition of tumor
growth and prolonged survival

(143)

21. Ovarian cancer Mesothelin NK-92 CD28+41BB+CD3z Specific in vitro killing, enhanced cytokine production, efficient
tumor elimination, and prolonged survival

(11)

22. Prostate Cancer Prostate Stem
Cell Ag
(PSCA)

YST cell
line,
primary
NK

DAP12 Improved cytotoxicity, delayed tumor growth and complete
tumor eradication

(138)

23. Colorectal Cancer Carcinoembryonic
antigen (CEA)

NK-92 CD3z Improved recognition and lysis of the tumor cell lines (155)

24. ovarian cancer CD133 NK-92 CD28-41BBCD3z Enhanced cytotoxicity and IFN-g production (156)
25. Liver cancer c-MET Peripheral

blood
41BB+DAP12 Improved specific cytotoxic potential (157)

26. PD-L1+Solid
tumors

PD-L1 NK-92 41BB Improved antitumor potential and significant inhibition of tumor
growth

(158)

27. Triple-negative
breast
Cancer

Tissue Factor (TF) NK-92 CD28+41BB+CD3z Superior tumor killing (159)
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IL-18) for a brief period to induce differentiation into cytokine-
induced memory-like NK cells (64, 163). Memory-like NK cells
were recently modified to express a CAR directed against CD19
and showed improved responses in vitro and in vivo against NK-
resistant B-cell lymphoma (164).

Transport to the Required Tumor Site
Rapid homing to tumor beds is essential for adoptive cellular
treatment efficacy and is governed by complicated interactions
between chemokines released by NK cells and tumor cells (165).
The efficiency of NK cell homing to tumor sites has been
controversial, thus prompting efforts to improve it (166). The
chemokine receptor CCR7 was transferred from K562 feeder
cells to NK cells through trogocytosis, which resulted in
improved homing of NK cells to the lymph nodes (167). In a
xenograft-harboring mouse model of CXCL10-transfected
melanoma, overexpression of CXCR3 on NK cells after ex vivo
growth with irradiated EBV-LCL feeder cells and IL-2 resulted in
better trafficking and antitumor activity (168). Several
researchers have since investigated various engineering
methods to improve NK cell homing. For example, NK cells
were electroporated with mRNA coding for the chemokine
receptor CCR7 to increase movement toward the lymph nodes
that express the chemokine CCL19 (169). NK cells transduced
with a viral vector encoding CXCR2 demonstrated better
motility to renal cell carcinoma tumors expressing cognate
ligands such CXCL1, CXCL2, CXCL5, CXCL6 and CXCL8
(170). The NK cell-recruiting protein-conjugated antibody
(NRP-body) with a cleavable CXCL16 molecule was used in
another study to increase NK cell trafficking and penetration into
pancreatic tumors (171). Furin, an endoprotease expressed on
the surface of pancreatic cancer cells, cleaves CXCL16, thus
promoting NK cell infiltration via the ERK signaling cascade.
In a mouse model of pancreatic cancer, this method was
demonstrated to improve NK cell-mediated tumor suppression
(171). CAR-NK cells have also been modified to improve their
ability to travel to the tumor sites. Müller et al demonstrated that
anti-EGFRvIII CAR-NK cells modified to produce CXCR4
conferred selective chemotaxis to CXCL12/SDF1-secreting
glioblastoma cells in a mouse model of glioblastoma, leading to
better tumor regression and survival (149). Furthermore, in mice
with established peritoneal ovarian cancer xenografts, NKG2D
CAR-NK cells modified to express CXCR1 significantly
increased antitumor responses (146). To improve the success
of NK cell immunotherapy in patients with solid tumors, several
novel techniques to promote NK cell trafficking to tumor sites
have been investigated in mice models; however, the efficacy of
these approaches should be validated in clinical trials.

Immunosuppressive Tumor
Microenvironment
TME, which includes immunosuppressive soluble chemicals,
immunosuppressive cells and an unfavorable environment for
optimal immune cell function, is a major barrier to successful
CAR-NK cell therapy. TGF-b; adenosine; indoleamine 2,3-
dioxygenase (IDO) and prostaglandin E2 (PGE2) are
Frontiers in Immunology | www.frontiersin.org 1355
immunosuppressive cytokines and metabolites found in TME
that can impair NK cell activity (23). Treg cells; regulatory B
cells; myeloid-derived suppressor cells (MDSCs); tumor-
associated macrophages (TAM); platelets; fibroblasts and several
unfavorable metabolic factors such as hypoxia, acidity and
nutrient deprivation induce immunosuppression in the
malignant milieu (172, 173). Therefore, researchers are working
towards developing CAR-NK cells that can prevent some of these
immunosuppressive effects. Engineering NK cells to make them
resistant to TGF-b has shown to be a promising strategy. The
TGF-b receptor 2 (TGFbR2) gene was deleted using CRISPR/Cas9
technology in primary human NK cells, rendering them immune
to this immunosuppressive growth factor without losing their
efficacy against AML (174). Similarly, NK cells that were
genetically engineered to express a dominant-negative TGF-b
receptor, a high-affinity non-signal transducing receptor
generated from TGFbR2, were able to counteract the
suppressive effects of TGF-b on NK cells and restore their
cytotoxicity (175). An anti-miRNA against miR-27a-5p, an
miRNA that is elevated by TGF-b in NK cells, improved NK
cell effector function both in vitro and in vivo (176). Furthermore,
adenosine, an important immunosuppressive metabolite
generated from ATP by the ectonucleotidases CD73 and CD39
in response to hypoxia and stress (177), has been targeted by
blocking the high-affinity A2A adenosine receptor on NK cells,
resulting in more potent antitumor activity in mouse models of
breast cancer, melanoma and fibrosarcoma (178, 179). Another
important method by which TME causes NK cell failure is
checkpoint molecule interaction (30). To overcome this
problem, genome editing is employed to eliminate checkpoint
components from NK cells to improve their function. In tumor-
harboring mice, TIGIT deletion was demonstrated to protect
against NK cell depletion and enhance prognosis (180). Some
researchers have investigated NKG2A and found that NKG2Anull

NK cells exhibit increased cytotoxicity against HLA-E-expressing
malignancies (181). Recent studies have suggested that combining
CAR engineering with checkpoint deletion is effective in
enhancing NK cell antitumor activity (by targeting CIS, a
negative regulator of cytokine signaling) (182–184). The classic
T cell checkpoints PD-1 and CTLA4 are two other inhibitory
molecules that are under investigation in NK cells (185, 186). The
use of checkpoint blockade to improve NK cell effector activity has
recently been discussed in detail (187). Literature review reveals
that creative engineering techniques and genome editing
technologies may overcome the biological limitations of NK cells
and hurdles caused by TME. Adoptive therapy with NK cells is
likely to transform from a safe treatment with only moderate
efficacy to a serious contender as a first-line treatment in cancer
immunotherapy if strategies are developed to improve NK cell
persistence, trafficking to tumor sites, and effector function in a
hostile and malignant milieu.

Low Lentivirus Transduction Efficiency
Lentivirus-based transduction system is one of the most
common approaches for gene modification and delivery in
cells. However, owing to native characteristics, NK cells are
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resistant to lentivirus, which makes lentivirus-based transduction
a challenge. To improve viral transduction, various chemicals
have been used. For instance, the electrical charge on cell
membranes can be removed using protamine sulfate or
polymers (dextran or polybrene) (188). Similarly, in HSCs and
progenitor cells, cyclosporine A (189) and rapamycin (190) may
help in removing different lentiviral restriction barriers.
Interestingly, inhibition of intracellular antiviral defense
mechanisms was reported to enhance the efficiency of
lentiviral transduction in human NK cells (191). Furthermore,
vectofusin-1 (192), prostaglandin E2 (188) and dextran (190)
were found to promote transduction rates in human HSCs, T
lymphocytes and primary NK cells, respectively (193).
Furthermore, rosuvastatin has been discovered to increase the
effectiveness of VSV-G lentiviral transduction of NK cells by
upregulating LDLR levels (194). In addition, Colamartino ABL
et al. (195) have revealed an effective and a resilient approach for
NK cell transduction using baboon envelope pseudotyped
lentivectors (BaEV-LVs) (195). They observed a transduction
rate of 23.0 ± 6.6% and 83.4 ± 10.1% (mean ± SD) in freshly
isolated human NK cells and those from the NK cell activation
and expansion system (NKAES), respectively. Furthermore,
CAR-CD22 transduced with BaEV-LVs exhibited robust CAR
expression on 38.3 ± 23.8% (mean ± SD) of NKAES cells and
particularly destroyed the NK-resistant pre-B-ALL-RS4;11 cell
line. A larger vector encoding a dual CD19/CD22-CAR and a low
viral titre were used to accomplish successful transduction and
re-expansion of dual-CAR-expressing NKAES for efficient
killing of both CD19KO- and CD22KO-RS4;11 cells (195). In
addition, Bari R et al. (196) found that lentiviral vectors
pseudotyped with a modified baboon envelope glycoprotein
had a 20-fold or higher transduction rate than that of a VSV-
G pseudotyped lentiviral vector (196). Moreover, using CD19-
CAR, they achieved efficient and specific killing of CD19-
expressing cell lines.
FUTURE STRATEGIES TO OVERCOME
THESE LIMITATIONS/FUTURE
PERSPECTIVES

Although CAR-NK cells are optional, potentially competitive
cancer immunotherapeutic candidates along with CAR-T cells,
numerous obstacles including heterogeneity, low persistence,
trafficking to the tumor site, hostile TME and loss of tumor
antigens remain to be overcome.

The most critical step in designing CARs is to identify highly
and uniformly expressed target tumor antigens. Most tumor-
associated antigens (TAAs) are also expressed by several healthy
cells; therefore, achieving ‘on-target, off-tumor’ effects is
inevitable (197). Moreover, huge differences may be observed
in the expression of these TAAs among single-cell clones from
the same tumor owing to two major strategies to evade immune
surveillance—clonal evolution and decreased TAA expression.
To overcome this problem, bispecific CARs were designed to
Frontiers in Immunology | www.frontiersin.org 1456
target two different antigens simultaneously in prostate cancer,
and very encouraging results were obtained (198).

Similarly, to overcome difficulties in the accessibility or
trafficking of CARs in solid tumors, several approaches are
used, including local administration, intraperitoneal
administration and focused ultrasound-guided delivery. For
instance, pleural injection was found very effective in an
orthotopic model mimicking human pleural malignancies with
even longer functional persistence than that obtained with
intravenous injection (199). Regional administration of CAR-
based immune cells may also help in reducing the therapeutic
dose. Moreover, anti-HER2 CAR-NK-92 cells have been
administered, using focused ultrasound, into the brain of mice
with metastatic breast cancer (200). To minimize significant
tissue damage caused by CAR-NK cells, ultrasound bursts
along with intravenous injection of microbubbles were passed
through the intact skull, allowing the temporary passage of NK-
92 cells through the blood–brain barrier.

Tumors are equipped with several immunosuppressive
factors such as TGF-b, IL-10, PD-1 or arginase. There are
several ways to reduce the inhibitory effects of TGF-b. For
instance, the combination of TGF-b kinase inhibitors and NK
cells has been found to retain the cytotoxicity and expression of
NKG2D and CD16 (201). Similarly, the use of either
fresolimumab (TGF-b neutralizing antibody) or galunisertib
(TGF-bRI inhibitor) has shown very encouraging results owing
to their safety and tolerability in solid tumors (29). Moreover, the
use of hybrid CARs equipped with an extracellular TGF-b
receptor domain has been found quite successful in improving
the antitumor potential of NK-92 cells (202). In addition, the
cytotoxic activity of NK cells has been enhanced successfully by
knocking down SMAD3 (downstream mediator of TGF-b) in
solid tumors (145). Similarly, the expression of a dominant-
negative TGF-b receptor has been found quite effective in
retaining the ability of UCB-NK cells to produce IFN-g and
kill glioblastoma cells. Entinostat (a histone deacetylase
inhibitor) has been reported to enhance MICA expression on
cancer cells and NKG2D in primary NK cells, resulting in
improved tumor cell recognition, and induce NK cytotoxicity
despite the hypoxic conditions of tumors (203).

TME is further characterized by the scarcity of nutrients and
significant hypoxia that lead to acidosis, eventually suppressing
the immune responses (204). Hypoxia helps in tumor
development by disturbing metabolism and enhancing the
expression of several tumor growth factors and angiogenesis.
Moreover, hypoxia promotes tumor growth and metastasis by
decreasing the expression of several NK cell-activating receptors
including NKG2D, NKp30, NKp44 and NKp46 (205). In
addition, CD73 has been found to induce arginase (an
immunosuppressive metabolite) in the hypoxic state to block
the NK cell activity. Researchers have demonstrated an improved
antitumor activity by enhancing the homing of NKG2D-CAR-
NK cells to tumor sites in lung cancer (206).

Several immune checkpoints regulate and inhibit NK cell
activity. These immune checkpoints act as ‘a natural brake’ to
prevent autoimmune diseases or immuno-pathological
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conditions caused by overactivation. Cancer cells can evade
immune surveillance by expressing several checkpoint proteins
that inhibit or block immune cell activation. Genetic deletion or
blockage of these checkpoints can help CAR-NK cells to remain
hyperactive and get rid of cancer and metastases more quickly.
For instance, TIGIT has been found to prevent the cytotoxicity of
NK cells by opposing CD226 (207). Moreover, decreased
proliferation and effector potential was observed in PD-1+ NK
cells, whereas an improved effector activity was observed in PD-
L1+ NK cells (208). Subsequently, the reactivation of exhausted
immune cells and long-lasting clinical outcomes have
successfully been achieved by inhibiting PD-1 or PD-L1 via
checkpoint blocking agents (209). Furthermore, persistent
therapeutic benefits have been observed with a combination of
CAR and checkpoint proteins (PD-1, CTLA-4, LAG3 and
TIGIT) blockers (198). NK-92 cells expressing CD16, IL-2 and
PD-L1-specific CARs have been found to destroy several human
cancer cells, such as breast, lung and gastric cancer cells, by
secreting a large number of perforin and granzymes (210).
Interestingly, the use of antibodies as checkpoint inhibitors is
under development in several clinical trials. For instance, two
mAbs, namely, lirilumab (IPH2101 or 1-7F9) and IPH4102, have
recently been developed to specifically target KIRs and KIR3DL2,
respectively. Lirilumab has been engineered to target the
common epitope shared by KIR2D that renders alloreactivity
to NK cells to kill cancer cells by disrupting the inhibitory KIR-L/
HLA interactions. The use of this antibody for NK stimulation in
combination with lenalidomide has been found quite safe,
tolerable and clinically effective against MM in a phase I trial
(211). In addition, IPH4102 has been used for the treatment of
cutaneous T cell lymphomas because these malignancies have a
higher expression of KIR3Dl2 (212). This treatment has been
found well tolerated and clinically effective in phase I trials, and
the results are very encouraging and will prompt further large-
scale clinical investigations (213).

Another important strategy to enhance the activity of CAR-
NK cells that has not received the required attention is the
modulation of tumor metabolism. Under hypoxic conditions,
adenosine is produced by metabolizing ATP via CD39 and
CD73, which are involved in immune evasion, blocking NK
cell transportation to tumor sites, and preventing NK cell
maturation (206). Moreover, the use of anti-CD39 and anti-
CD73 antibodies to inhibit adenosine has been found quite
successful in enhancing the effects of targeted therapy for
ovarian cancer (214). CD73 may be an important target to
treat several solid tumors such as glioblastoma, prostate cancer
and lung cancer because it is highly expressed in these tumors.
NKG2D-engineered CAR-NK cells have shown promising effects
in treating lung cancer after anti-CD73 antibody-based
inhibition (206).

To overcome the antigen loss after CAR therapy, more than
one antigen can be targeted simultaneously. This can be achieved
in many ways; for instance, different CARs targeting different
antigens can be injected simultaneously (215); another approach
may involve the use of vectors for two CARs that can be
combined and used during the cell production step to obtain a
Frontiers in Immunology | www.frontiersin.org 1557
mixture of cells equipped with single CARs and for both CARs as
well. However, high costs involved in making multiple vectors
and heterogeneity of CARs resulting in poor clinical analysis
remain the major drawbacks of this strategy. Another important
approach is to design a CAR that can recognize multiple
antigens. This goal can be achieved via ‘tandem CAR’, where
two binders are attached to a single molecule to improve the
efficiency of immune synapse. In addition, the ribosomal skip
sequences of internal ribosomal entry sites can help in generating
multiple CARs on the same immune cell using a single vector,
which is called ‘bicistronic CAR’. Bielamowicz et al. recently
targeted three different antigens on glioblastoma using a trivalent
vector that encoded three independent CARs (216). It is quite
promising that, recently, the number of trials using CARs that
target multiple antigens simultaneously has increased. We
anticipate that more trials will investigate CARs capable of
simultaneously targeting two or more antigens in the future.

Another important strategy is to increase CAR-NK cell
activation. A prime target for NK cell activation is CD16 that
can induce the killing effect upon engagement. Identification of
more such proteins/receptors for CAR-NK cells may enhance the
efficacy of CAR-NK therapies. Other significant approaches to
increase the safety profile of CAR-based NK cell therapies may
involve the modification of CAR constructs by incorporating
suicide genes (217) or developing bispecific CAR molecules to
better target the tumor-specific antigens (150). Interestingly, CAR-
NK cells can equally target tumors in CAR-dependent and CAR-
independent manners; therefore, this property of NK cells should
be conceivably used to exert an enhanced tumor-killing effect and
develop non-signaling CARs. These non-signaling CARs lack
direct killing signals but can enhance the legitimate killing
technique of NK cells by promoting dwelling and adherence of
these cells to targets (218). Another interesting strategy is to design
CARs that can modulate or reprogramme the local TME via either
immunosuppression or immunoactivation. One such CAR-based
NK cell has already been developed and named either ‘armored’
CAR-NK cells or ‘NK cell pharmacies’. These very special CAR-
NK cells express several exogenous genes that can modulate the
local TME to prevent any harmful effects (219). In line with it, a
coalescence of CAR-based NK cell therapy and several alternative
therapies might be a very effective option for efficiently eradicating
the tumors. For instance, several chemicals can be used for
immunosuppression before CAR-NK cell infusion to prevent or
lagging the rejection of NK-cell by the host’s defense system.
Similarly, CAR-NK cell therapies could be made more effective in
combination with radiotherapy. It has been previously proved that
radiotherapy, especially stereotactic body radiotherapy (SBRT),
helps in boosting the efficacy of immunotherapy (220). Radiations
result in DNA damage that induces NKG2D expression on cancer
cells and paves the path for NK cell activation and consequently
killing effect. Hence, a combination of CAR-NK cell therapy and
radiotherapy could be a sound opt ion in l ieu of
targeting excrescences.

A large number of clinical investigations have been conducted
using adoptive cell transfer of autologous NK cells for the
eradication of several tumor types such as lymphoma, breast
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cancer, colon cancer, and lung cancer (221). Nevertheless, the
results were not satisfactory with poor antitumor activities due to
the interplay of inhibitory receptors that are found on NK cells
and self MHC class I that are found on cancer cells. This self-
recognition prevented the stimulation of NK cells (222). For
instance, mature NK cells bear a short lifespan at the point of
malignancy, thus no long-term adverse effects were seen.
Nonetheless, other kinds of NK cells, for instance, that are
generated through cord blood or HSCs, have a longer lifespan
and may cause long-term damage (223). To overcome this
problem, researchers are investigating a new way for
integrating caspase-controlled suicide vectors keen on CAR-
NK cells, which might swiftly eliminate those cells that are
transduced. In this regard, a contemporary investigation has
shown that the addition of the matching small molecule
dimerizer to the persuadable caspase 9 (iCAS-9) suicide
schemes in CD19-CAR+IL15 NK cells caused apoptosis in 4
hours (129) . HLA-mismatch donor haematopoiet ic
transplantation in AML patients might prevent relapse and
graft rejection without GVHD due to the donor-recipient NK
cell alloreactivity that comes from KIR-ligand incompatibility
(35). As several clinical investigations have highlighted the
significance of KIR-HLA interactions in HSCT (224), KIR
genotyping in the near future can serve as an important factor
in donor selection. The cost of KIR genotyping is quite
competitive and easy to perform; hence, can be done for donor
screening together with HLA genotyping. Indeed, several trials
that employ KIR genotyping for donor selection are in progress.
Therefore, this approach can also opt for future target-oriented
CAR-based immunotherapies.

Furthermore, KIR2DSs and KIR3DSs use ITAM (DAP-12)
for the phosphorylation of tyrosine residue and recruitment of
ZAP-70 or Syk that enhances NK cell activation and NK cell
recognition of the tumor cells (225). Therefore, this potential of
KIRs could be exploited for improved and highly efficient CAR-
NK-based immunotherapies.

Adoptive immunotherapies are usually accompanied by
certain side effects. One approach to minimize the risk
associated with the adoptive immunotherapies is to endow the
immune cells to target tumor-specific neoantigens. As the
antigen screening technologies are progressing, more ways to
identify the tumor neoantigens are being employed including
inventory-shared neoantigen peptide library, whole-exome
sequencing in combination with mass spectrometry, and
neoantigen detection via trogocytosis. Hence, the future CAR-
Frontiers in Immunology | www.frontiersin.org 1658
NK immunotherapies can be improved by employing this
approach, to better treat the tumors resistant to conventional
anti-cancer therapies.

Collectively, progress and advancement in the NK cell
immunobiology field have led down the base of better and
novel immune therapies. Excellent antitumor bloodlines of the
NK cells have made them the center of focus of cell-based
immunotherapies. Especially, the HLA phenotype independent
NK cell recognition can be exploited to develop NK cell banks
instead of modified CAR-NK cells. Subsequent CAR-NK cells are
promising as novel anti-cancer therapies that could serve as “off-
the-shelf” products. Advancements in the field of gene
manipulation, antigen-screening technologies, and KIR-typing
have allowed the development of novel, more powerful, and
target-oriented CAR-NK cells with strong anti-tumor potential.
Similarly, the use of bispecific CARs and Tandem CARs, genetic
deletion/blocking checkpoint inhibition, and modulating tumor
microenvironment are few other strategies that can better treat
several tumor types. With an enhanced safety profile and
promising success of CAR-NK immunotherapies in preclinical
studies and clinical investigations, together with impressive
efforts to overcome the existing challenges, we will witness
progress and improvements in cancer treatment in the
near future.
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66. Martıń-Antonio B, Suñe G, Perez-Amill L, Castella M, Urbano-Ispizua A.
Natural Killer Cells: Angels and Devils for Immunotherapy. Int J Mol Sci
(2017) 18(9):1868. doi: 10.3390/ijms18091868

67. Fujisaki H, Kakuda H, Shimasaki N, Imai C, Ma J, Lockey T, et al. Expansion
of Highly Cytotoxic Human Natural Killer Cells for Cancer Cell Therapy.
Cancer Res (2009) 69(9):4010–7. doi: 10.1158/0008-5472.CAN-08-3712

68. Shah N, Martin-Antonio B, Yang H, Ku S, Lee DA, Cooper LJ, et al.
Antigen Presenting Cell-Mediated Expansion of Human Umbilical Cord
Blood Yields Log-Scale Expansion of Natural Killer Cells With Anti-
Myeloma Activity. PloS One (2013) 8(10):e76781. doi: 10.1371/journal.
pone.0076781

69. Baek H-J, Kim J-S, Yoon M, Lee J-J, Shin M-G, Ryang D-W, et al. Ex Vivo
Expansion of Natural Killer Cells Using Cryopreserved Irradiated Feeder
Cells. Anticancer Res (2013) 33(5):2011–9.

70. Lim D-P, Jang Y-Y, Kim S, Koh SS, Lee J-J, Kim J-S, et al. Effect of Exposure
to Interleukin-21 at Various Time Points on Human Natural Killer Cell
Culture. Cytotherapy (2014) 16(10):1419–30. doi: 10.1016/j.jcyt.2014.04.008

71. Ojo EO, Sharma AA, Liu R, Moreton S, Checkley-Luttge M-A, Gupta K,
et al. Membrane Bound IL-21 Based NK Cell Feeder Cells Drive Robust
Expansion and Metabolic Activation of NK Cells. Sci Rep (2019) 9(1):1–12.
doi: 10.1038/s41598-019-51287-6

72. Copik AJ, Oyer JL, Igarashi RY, Altomare D. Methods and Compositions for
Natural Killer Cells. In: Google Patents (2017).

73. Copik A, Oyer J, Chakravarti N, Lee DA. Pm21 Particles to Improve Bone
Marrow Homing of Nk Cells. In: Google Patents (2020).

74. Copik AJ, Igarashi RY, Oyer JL, Altomare D. Methods for High Scale
Therapeutic Production of Memory NK Cells. In: Google Patents (2019).

75. Zhu H, Kaufman DS. An Improved Method to Produce Clinical-Scale
Natural Killer Cells From Human Pluripotent Stem Cells. In: In Vitro
Differentiation of T-Cells. Humana, New York, NY: Springer (2019).
p. 107–19.

76. Hermanson DL, Bendzick L, Pribyl L, McCullar V, Vogel RI, Miller JS, et al.
Induced Pluripotent Stem Cell-Derived Natural Killer Cells for Treatment of
Ovarian Cancer. Stem Cells (2016) 34(1):93–101. doi: 10.1002/stem.2230

77. Zhang C, Oberoi P, Oelsner S, Waldmann A, Lindner A, Tonn T, et al.
Chimeric Antigen Receptor-Engineered NK-92 Cells: An Off-the-Shelf
Cellular Therapeutic for Targeted Elimination of Cancer Cells and
Induction of Protective Antitumor Immunity. Front Immunol (2017)
8:533. doi: 10.3389/fimmu.2017.00533

78. Tonn T, Schwabe D, Klingemann HG, Becker S, Esser R, Koehl U, et al.
Treatment of Patients With Advanced Cancer With the Natural Killer Cell
Line NK-92. Cytotherapy (2013) 15(12):1563–70. doi: 10.1016/
j.jcyt.2013.06.017

79. Morgan MA, Büning H, Sauer M, Schambach A. Use of Cell and Genome
Modification Technologies to Generate Improved “Off-The-Shelf” CAR T
and CAR NK Cells. Front Immunol (2020) 11:1965. doi: 10.3389/
fimmu.2020.01965

80. Johnson LA, Scholler J, Ohkuri T, Kosaka A, Patel PR, McGettigan SE, et al.
Rational Development and Characterization of Humanized Anti–EGFR
Variant III Chimeric Antigen Receptor T Cells for Glioblastoma. Sci Trans
Med (2015) 7(275):275ra222–275ra222. doi: 10.1126/scitranslmed.aaa4963

81. Spear P, Wu M-R, Sentman M-L, Sentman CL. NKG2D Ligands as
Therapeutic Targets. Cancer Immun Arch (2013) 13(2):8.

82. Caruso HG, Heimberger AB, Cooper LJ. Steering CAR T Cells to Distinguish
Friend From Foe. Oncoimmunology (2019) 8(10):e1271857. doi: 10.1080/
2162402X.2016.1271857

83. Fan M, Li M, Gao L, Geng S, Wang J, Wang Y, et al. Chimeric Antigen
Receptors for Adoptive T Cell Therapy in Acute Myeloid Leukemia.
J Hematol Oncol (2017) 10(1):1–14. doi: 10.1186/s13045-017-0519-7

84. Jensen MC, Riddell SR. Design and Implementation of Adoptive Therapy
With Chimeric Antigen Receptor-Modified T Cells. Immunol Rev (2014)
257(1):127–44. doi: 10.1111/imr.12139

85. Wang J, Jensen M, Lin Y, Sui X, Chen E, Lindgren CG, et al. Optimizing
Adoptive Polyclonal T Cell Immunotherapy of Lymphomas, Using a
Chimeric T Cell Receptor Possessing CD28 and CD137 Costimulatory
Domains. Hum Gene Ther (2007) 18(8):712–25. doi: 10.1089/hum.2007.028

86. Chmielewski M, Abken H. TRUCKs: The Fourth Generation of CARs. Expert
Opin Biol Ther (2015) 15(8):1145–54. doi: 10.1517/14712598.2015.1046430
December 2021 | Volume 12 | Article 707542

https://doi.org/10.3389/fimmu.2018.02041
https://doi.org/10.1038/sj.bmt.1704086
https://doi.org/10.1038/sj.bmt.1704086
https://doi.org/10.1172/JCI116161
https://doi.org/10.1038/cmi.2014.59
https://doi.org/10.1182/blood-2013-10-532531
https://doi.org/10.1182/blood-2013-10-532531
https://doi.org/10.1182/blood-2007-01-065383
https://doi.org/10.1016/j.bbmt.2015.12.028
https://doi.org/10.1016/j.molmed.2009.04.005
https://doi.org/10.1007/s11684-018-0653-9
https://doi.org/10.1016/j.bbrc.2019.03.085
https://doi.org/10.1038/s41586-019-1244-x
https://doi.org/10.1038/nmeth.1593
https://doi.org/10.1038/ncomms4195
https://doi.org/10.3389/fimmu.2017.01486
https://doi.org/10.3389/fimmu.2017.01486
https://doi.org/10.1182/blood-2012-04-419283
https://doi.org/10.1126/scitranslmed.aaf2341
https://doi.org/10.1016/j.jcyt.2015.07.011
https://doi.org/10.3390/ijms18091868
https://doi.org/10.1158/0008-5472.CAN-08-3712
https://doi.org/10.1371/journal.pone.0076781
https://doi.org/10.1371/journal.pone.0076781
https://doi.org/10.1016/j.jcyt.2014.04.008
https://doi.org/10.1038/s41598-019-51287-6
https://doi.org/10.1002/stem.2230
https://doi.org/10.3389/fimmu.2017.00533
https://doi.org/10.1016/j.jcyt.2013.06.017
https://doi.org/10.1016/j.jcyt.2013.06.017
https://doi.org/10.3389/fimmu.2020.01965
https://doi.org/10.3389/fimmu.2020.01965
https://doi.org/10.1126/scitranslmed.aaa4963
https://doi.org/10.1080/2162402X.2016.1271857
https://doi.org/10.1080/2162402X.2016.1271857
https://doi.org/10.1186/s13045-017-0519-7
https://doi.org/10.1111/imr.12139
https://doi.org/10.1089/hum.2007.028
https://doi.org/10.1517/14712598.2015.1046430
https://www.frontiersin.org/journals/immunology
http://www.frontiersin.org/
https://www.frontiersin.org/journals/immunology#articles


Khawar and Sun CAR-NK Cells: From Natural Basis to Design for Kill
87. Prasad V. Tisagenlecleucel—the First Approved CAR-T-Cell Therapy:
Implications for Payers and Policy Makers. Nat Rev Clin Oncol (2018) 15
(1):11–2. doi: 10.1038/nrclinonc.2017.156

88. Rose S. First-Ever CAR T-Cell Therapy Approved in US Cancer Discovery.
Cancer Discov (2017) 7(10):OF1. doi: 10.1158/2159-8290.CD-NB2017-126

89. Stirrups R. CAR T-Cell Therapy in Refractory Large B-Cell Lymphoma.
Lancet Oncol (2018) 19(1):e19. doi: 10.1016/S1470-2045(17)30928-2

90. Maude SL, Teachey DT, Porter DL, Grupp SA. CD19-Targeted Chimeric
Antigen Receptor T-Cell Therapy for Acute Lymphoblastic Leukemia. Blood
(2015) 125(26):4017–23. doi: 10.1182/blood-2014-12-580068

91. Wu C-Y, Roybal KT, Puchner EM, Onuffer J, Lim WA. Remote Control of
Therapeutic T Cells Through a Small Molecule–Gated Chimeric Receptor.
Science (2015) 350(6258):aab4077. doi: 10.1126/science.aab4077

92. Cho JH, Collins JJ, Wong WW. Universal Chimeric Antigen Receptors for
Multiplexed and Logical Control of T Cell Responses. Cell (2018) 173
(6):1426–1438. e1411. doi: 10.1016/j.cell.2018.03.038

93. Hegde M, Mukherjee M, Grada Z, Pignata A, Landi D, Navai SA, et al.
Tandem CAR T Cells Targeting HER2 and IL13Ra2 Mitigate Tumor
Antigen Escape. J Clin Invest (2016) 126(8):3036–52. doi: 10.1172/JCI83416

94. Roybal KT, Rupp LJ, Morsut L, Walker WJ, McNally KA, Park JS, et al.
Precision Tumor Recognition by T Cells With Combinatorial Antigen-
Sensing Circuits. Cell (2016) 164(4):770–9. doi: 10.1016/j.cell.2016.01.011

95. Hyrenius-Wittsten A, Roybal KT. Paving New Roads for CARs. Trends
Cancer (2019) 5(10):583–92. doi: 10.1016/j.trecan.2019.09.005

96. MacKay M, Afshinnekoo E, Rub J, Hassan C, Khunte M, Baskaran N, et al.
The Therapeutic Landscape for Cells Engineered With Chimeric Antigen
Receptors. Nat Biotechnol (2020) 38(2):233–44. doi: 10.1038/s41587-019-
0329-2

97. Chang Y-H, Connolly J, Shimasaki N, Mimura K, Kono K, Campana D. A
Chimeric Receptor With NKG2D Specificity Enhances Natural Killer Cell
Activation and Killing of Tumor Cells. Cancer Res (2013) 73(6):1777–86.
doi: 10.1158/0008-5472.CAN-12-3558

98. Imai C, Iwamoto S, Campana D. Genetic Modification of Primary Natural
Killer Cells Overcomes Inhibitory Signals and Induces Specific Killing of
Leukemic Cells. Blood (2005) 106(1):376–83. doi: 10.1182/blood-2004-12-4797

99. Guillerey C, Huntington ND, Smyth MJ. Targeting Natural Killer Cells in
Cancer Immunotherapy. Nat Immunol (2016) 17(9):1025–36. doi: 10.1038/
ni.3518

100. Simonetta F, Alvarez M, Negrin RS. Natural Killer Cells in Graft-Versus-
Host-Disease After Allogeneic Hematopoietic Cell Transplantation. Front
Immunol (2017) 8:465. doi: 10.3389/fimmu.2017.00465

101. Kloess S, Kretschmer A, Stahl L, Fricke S, Koehl U. CAR-Expressing Natural
Killer Cells for Cancer Retargeting. Transfusion Med Hemother (2019) 46
(1):4–13. doi: 10.1159/000495771

102. Majzner RG, Mackall CL. Tumor Antigen Escape From CAR T-Cell
Therapy. Cancer Discovery (2018) 8(10):1219–26. doi: 10.1158/2159-
8290.CD-18-0442

103. Oei VYS, Siernicka M, Graczyk-Jarzynka A, Hoel HJ, Yang W, Palacios D,
et al. Intrinsic Functional Potential of NK-Cell Subsets Constrains
Retargeting Driven by Chimeric Antigen Receptors. Cancer Immunol Res
(2018) 6(4):467–80. doi: 10.1158/2326-6066.CIR-17-0207

104. MoonWY, Powis SJ. Does Natural Killer Cell Deficiency (NKD) Increase the
Risk of Cancer? NKD may Increase the Risk of Some Virus Induced Cancer.
Front Immunol (2019) 10:1703. doi: 10.3389/fimmu.2019.01703

105. Tallerico R, Todaro M, Di Franco S, Maccalli C, Garofalo C, Sottile R, et al.
Human NK Cells Selective Targeting of Colon Cancer–Initiating Cells: A
Role for Natural Cytotoxicity Receptors and MHC Class I Molecules.
J Immunol (2013) 190(5):2381–90. doi: 10.4049/jimmunol.1201542

106. Wang B, Wang Q, Wang Z, Jiang J, Yu S-C, Ping Y-F, et al. Metastatic
Consequences of Immune Escape From NK Cell Cytotoxicity by Human
Breast Cancer Stem Cells. Cancer Res (2014) 74(20):5746–57. doi: 10.1158/
0008-5472.CAN-13-2563

107. Paczulla AM, Rothfelder K, Raffel S, Konantz M, Steinbacher J, Wang H,
et al. Absence of NKG2D Ligands Defines Leukaemia Stem Cells and
Mediates Their Immune Evasion. Nature (2019) 572(7768):254–9. doi:
10.1038/s41586-019-1410-1
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Natural killer (NK) cells represent a subset of CD3- CD7+ CD56+/dim lymphocytes with
cytotoxic and suppressor activity against virus-infected cells and cancer cells. The overall
potential of NK cells has brought them to the spotlight of targeted immunotherapy in solid
and hematological malignancies, including multiple myeloma (MM). Nonetheless, NK cells
are subjected to a variety of cancer defense mechanisms, leading to impaired maturation,
chemotaxis, target recognition, and killing. This review aims to summarize the available
and most current knowledge about cancer-related impairment of NK cell function
occurring in MM.

Keywords: NK cells, multiple myeloma, inhibitory receptors, activating receptors, immunotherapy,
microenvironment, niche
INTRODUCTION

Multiple myeloma (MM) is a malignant disorder of plasma cells (PCs) with a median age of 65 years
at diagnosis. MM evolves from monoclonal gammopathy of undetermined significance (MGUS)
present in >3% of the population aged >50 years (1). The disease’s clinical manifestations are mostly
elevated serum calcium, renal failure, anemia, and bone involvement (the acronym CRAB) (2).
Eventually, in up to 20% of cases, MM can progress into extramedullary disease (EMD), a soft tissue
plasmacytoma, which represents a highly aggressive and treatment-resistant stage of MM (3–6).
The mechanisms and biology of EMD are poorly understood, though PCs accumulate more
chromosomal aberrations during EMD transformation (7).

Due to their natural tumor suppressor potential, natural killer (NK) cells became a subject of
intensive research in cancer immunotherapy in both solid tumors and hematological malignancies
(8, 9). Restoring or enhancing the effector abilities of NK cells for the treatment of MM has been one
of the key topics in recent years (10–12). NK cell therapy is advantageous for several reasons: (1) NK
cells are easy to isolate and expand in vitro using well-established methodologies; (2) these cells are
capable of both direct killing and secretion of cytokines that can either potentiate other immune
cells or suppress tumor cells; (3) overall biological features of NK cells are reducing the possibility of
undesired side effects such as the ones observed with CAR-T cells; (4) NK cells are not antigen
specific and there is no need for a specific target, although this can enhance the effectiveness of the
therapy (13–15); and (5) the infusion of allogeneic NK cells is safe and does not cause the unwanted
and deleterious graft vs. host disease (GvHD), thus opening the possibility of a more affordable off-
the-shelf cancer cell-based immunotherapy (16).

Novel NK cell-based therapy possibilities include infusion of allogeneic/autologous NK cells,
administration of in vitro expanded and genetically modified NK cells (including CAR-NK cells),
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cytokine-stimulated NK therapy, and monoclonal antibody
(mAb)-based NK therapy (13, 15, 17). Modification of
inhibitory or activating surface molecules represent a
promising option to potentiate efficacy of NK cells (18, 19).
Another promising approach is priming of NK cells with certain
interleukins (ILs). IL-2 and IL-15 supplementation in vitro was
confirmed to enhance the NK cells’ killing abilities, increasing
the expression of activating NK cell receptors (20–22). Although
the NK therapy seems to hold a huge potential for cancer
therapy, a recent study showed that haploidentical NK cell
transplantation in relapsed/refractory (RR) MM patients did
not report significant therapeutic outcomes. The study had to
be halted after all 12 patients relapsed within 90 days (23). Also,
it is important to understand that mAb therapies for the
treatment of MM act through (amongst others) NK-cell
activities like antibody-dependent cell cytotoxicity (ADCC)
mediated via either the mAb or mAb–drug conjugate (24–26).
Anti-CD38 daratumumab (approved in 2015), anti-SLAMF7
elotuzumab (2015), and anti-CD38 isatuximab (2020) are
mAbs used for the treatment of MM (25, 27, 28). The novel
anti-CD38 MOR202 is now in the clinical trial phase in MM
patients (29). Likewise, proteasome inhibitors and
immunomodulating agents such as thalidomide, lenalidomide,
and bortezomib have been proved to potentiate NK cell activity
against MM (28).

Understanding the NK cell biology and mechanisms affecting
the function of NK cells in MM is crucial for further progress
in the field of targeted and NK cell therapy. This review
summarizes the most recent and available data providing a
necessary insight into the origin and development of NK cell
subsets, their biology, antitumor abilities, and, mainly,
impairment of function occurring in the MMmicroenvironment.
NK CELL DEVELOPMENT AND SUBSETS

NK cells represent 2–31% of peripheral blood (PB) lymphocytes
(30). Although the organ and tissue distribution and circulation
of NK cells are not fully understood, they are also present
in the bone marrow (BM), liver, spleen, lungs, uterus, thymus,
and secondary lymphoid tissues (31, 32). Maturation and
differentiation of early NK subsets occurs in BM and
secondary lymphoid organs. Even though NK cell development
in humans is understood less than in mice, stages 1 to 6 were
identified (8 overall with substages) in humans, each having a
distinct immunophenotypic profile (Figure 1) (33, 34). Several
ILs are crucial for the development of the NK lineage,
mainly IL-2, IL-7, and IL-15, but also pro-inflammatory IL-12,
IL-18, IL-27, and IL-35 (35, 36).

Similar to all other hematopoietic lineages, the NK lineage is
derived from bone marrow-residing hematopoietic stem cells
(HSCs), which transition into CD34+ CD45RA- CD133+
multipotent progenitor (MPP) cells and subsequently to
CD34+ CD133+ CD45RA+ lymphoid-primed multipotent
progenitors (LMPPs), determining the lymphoid line potential.
Direct NK cell lineage precursors seem to be derived from the
Frontiers in Immunology | www.frontiersin.org 266
CD34+ CD133+ CD45RA+ CD10+ fraction, known as common
lymphoid progenitors (CLPs) in the conservative model of
hematopoiesis, or multi-lymphoid progenitors (MLPs)
according to the proposed hematopoietic tree revision. The
revision does not distinguish NK lineage potential and further
NK cell development since the study aimed at early CD34+
progenitors and also mainly on the revision of the general
myeloid and lymphoid progenitor potential (35, 37, 38). The
earliest NK precursors with acknowledged NK lineage potential
were identified as CD127+ in mice (39). This correlates with
CD34+ CD133+ CD45RA+ CD7+ CD117+ CD127+ stage 2a
phenotype in humans. CD7 (from the stage 2a) and CD122
(from the stage 2b) are subsequently expressed throughout the
whole NK cell lineage. Stage 3 represents a transitional stage
between NK precursors and mature NK cells with a complete loss
of CD34, CD133, and CD127 but with prevailed high levels of
CD117 (35, 40–42). Mature subtypes of NK cells (stages 4a, 4b, 5
and 6), all with the characteristic CD3- CD7+ CD45RA+
CD56+/dim immunophenotype are characterized by the
progressive loss of CD117 from high to low levels in stage 4 to
stage 6 (the final stage) being completely CD117-, and with the
gain of CD56 (33, 43, 44).

CD56 and CD16 represent two of the most common and
relevant markers used to identify NK cells (32, 45). For a proper
flow cytometric detection of all mature NK cell subsets, both
CD56 and CD16 should be included in the panel since CD16 is
expressed only in stages 5 and 6, and CD56 alone is not
sufficiently specific (32). CD3 should also be mandatory for
correct NK cell evaluation to exclude CD3+ CD7+ CD56+
NK-like T cells (46). Based on the expression of CD56 and
CD16, two main mature functional subsets are often
described: CD56+/bright CD16-/dim and CD56dim CD16+/
bright (47). CD56+ CD16- cells (accounting for 5-10% of
circulating NK cells) are agranular with low cytotoxic activity
and are considered mainly to be cytokine and chemokine
producers. These cells co-express CD94/NKG2A in a high
manner, meaning the CD56+ CD16- subset consist of both
stages 4a and 4b. Contrary to this, CD56dim CD16+ cells
(90%–95% of circulating NK cells) are designated as true killer
cells with a high cytolytic potential against infected, tumor-
transformed, or otherwise immunocompromised cells due to
the expression of CD16 (Fcg receptor III), which acts as a cell
lysis signal transducer. A typical feature is the diminished
expression of CD94/NKG2A compared to high levels of this
antigen on the surface of CD56+ CD16- cells (45, 48–50).

CD57+ is a terminal marker of CD8+ T cells and also NK cells
(51). The CD56dim CD16+ subset consists of developmental
stages 5 and 6. The main difference in these two stages is in the
expression of CD57 and regulatory surface molecules known as
the Killer cell Ig-like Receptors (KIRs); stage 5 lacks CD57 and
maintain only low levels of KIRs (NK stage 5 immunophenotype:
CD56dim CD16+ CD57- KIRdim), whereas the terminal stage 6
expresses both CD57 and KIRs in a high manner (NK stage 6
immunophenotype: CD56dim CD16+ CD57+ KIR+) (32, 35).

The CD56- CD16+ subset was also identified in high numbers
in individuals with chronic infections (HIV and HCV).
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The subset is described as dysfunctional, with higher expression
of NK inhibitory receptors, lower levels of NK cytotoxic
molecules, and both limited cytotoxic function and secretion of
anti-inflammatory cytokines (52, 53). NK subsets can also be
described by different levels of CD27 and CD11b in both mice
and humans (54, 55).

Although there are several known and accurately described
subsets of NK cells, it seems that diversity in the expression of
different NK surface molecules pushes the variability of NK cells
beyond the limits of standard flow cytometry. Between 6,000 and
30,000 different NK phenotypes can be detected in one individual
and up to 100,000 in a group of individuals using the mass
cytometry approach (56).
NK CELL BIOLOGY IN
ANTICANCER IMMUNITY

The role of NK cells in anticancer surveillance is unquestionable
in the modern era. Many studies have highlighted the
significance of NK cells in the elimination of malignant cells or
in cancer progression regulation, a topic that has been heavily
reviewed in recent years (49, 57, 58). NK cells were originally
categorized as part of the innate immunity; however, memory
and education abilities have been a matter of discussion lately
(59). These cells lack specific antigen receptors compared to
other lymphocyte subsets. The anti-cancer potential of NK cells
is mediated either directly in a contact-dependent manner
through their ability to induce programmed cell death, or
indirectly in a contact-independent manner through the
secretion of various cytokines, or in both manners by
Frontiers in Immunology | www.frontiersin.org 367
cooperation with other cells of the immune system (60). A
broad spectrum of surface regulatory molecules is involved in
NK regulatory actions (61).

Anticancer Mechanisms of NK Cells
The release of cytokines and chemokines, which are soluble,
omnipresent, and crucial immune system regulators, is one of the
key antitumor abilities of NK cells (48). The CD56+ CD16- NK
cell subset is considered a major cytokine producer with low
killing abilities (47). Nonetheless, CD56dim CD16+ cells,
otherwise with a strong cytolytic potential and present in the
majority in peripheral blood, also act as cytokine producers
mainly in the initial immune response, which helps in
mobilizing other immune cells (62). Tumor necrosis factor a
(TNF-a) and interferon g (IFN-g) are among the most potent
antitumor cytokines, but the NK cell cytokine repertoire also
includes immunoregulatory IL-5, IL-10, and IL-13; chemokines
CCL2 (MCP-1), CCL3 (MIP-1a), CCL4 (MIP-1b), and CCL5
(RANTES); and GM-CSF as well (63).

The ability to induce apoptosis of the target cell is a primary
and well-known regulatory mechanism of NK cells. Apoptosis
induced by NK cells can be mediated by degranulation, death
receptors, or mAb-CD16 binding (60). The degranulation ability
of NK cells was proved to be crucial in tumor and metastatic
regulation (64). A specialized organelle called secretory
lysosome, mainly containing perforin and granzyme granules,
is involved in the highly coordinated and regulated process (65,
66). Death receptors are TNF superfamily receptors expressed on
the surface of many cells (67). Death receptor ligands expressed
by NK cells (such as Fas ligand, TNF, and TRAIL) bind
specifically to the death receptor domains on the surface of
target cells, resulting in a conformational change of the receptor,
FIGURE 1 | A scheme of the NK cell development, with immunophenotypic profile of the most relevant markers that are suitable for identification of individual
subsets by flow cytometry. NK cell lineage is derived from the CD34+ CD133+CD45RTA+CD10+ lymphoid progenitor (terned also as a stage 1), Immature stages
2a, 2b and 3 can be distinguished by the differential expression of CD34, CD122 and CD127, while high levels of CD117 are preserved. Mature stages 4 (4a + 4b),
5, and 6 can be distinguished by diverse expression of CD16, CD56 and CD57.
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recruitment of the adaptor protein, and apoptosis (65, 68).
ADCC represents one of the cancer immunotherapy-related
killing mechanisms of NK cells. ADCC is facilitated after the
binding of an IgG mAb Fab fragment to the target surface
antigen on one side and Fc fragment to the Fcg receptor III
(CD16) of the effector cell on the other side, creating the effector
cell–mAb–target cell link with subsequent engagement of
cytotoxic pathways (69).

Surface Effector Receptors
NK cell surface activating and inhibitory molecules play a crucial
role in the regulation of NK cell killing abilities, cytokine
production, and all actions, in general. These receptors are able
to detect specific stress signals and changes in expression
patterns of surface molecules on cells and consequently
regulate NK cell activity, which is a deeply balanced process
(61, 70). During differentiation, NK cells undergo a complex
ser ie s o f educa t iona l in terac t ions be tween major
histocompatibility complex type I (MHC-I) molecules and NK
surface inhibitory receptors. Thus, they are educated to self-
tolerate other healthy cells in the body (71, 72). Also, interactions
between non-classical MHC and non-MHC molecules were
described (73). The concept of induced tolerance and
inhibition of NK cell activity by recognizing MHC is
fundamental for the regulation of the anti-cancer response.
During malignant transformation, a series of changes in gene
expression occur in transforming cells, leading to the
downregulation or upregulation in the expression of surface
molecules (74). In this context, the most important is the
diminution of surface MHC-I molecules, which tags
transformed cells as a potential target for eliminating NK cell-
regulatory mechanisms (75, 76).

NKG2A/CD94 heterodimer (CD159a), LAG-3, and a fraction
of the killer Ig-like receptor (KIR/CD158) family (inhibitory
KIRs [KIR2DL, KIR3DL subgroups]) are categorized as specific
MHC-I/HLA-I recognizing inhibitory NK cell receptors
(61, 77, 78). However, this does not necessarily mean that any
cells lacking MHC-I are the target of NK cells. There are several
other inhibitory and co-inhibitory NK cell molecules like the
Siglec family (e.g., Siglec 7 and Siglec 9), Tactile (CD96), PD-1,
TIGIT, CD112R, IL-1R8 and TIM-3 (Figure 2) (77, 79, 80).

Nevertheless, a “missing-self” signal is not enough for the
activation of NK cells. Expression of stress-induced signals which
stimulate the NK cell-activating receptors is crucial for activating
NK cell response (81). Cellular stress activates a variety of DNA-
damage response, senescence, and tumor-suppressor signaling
pathways, which consequently lead to the expression of
activating ligands that are recognized by NK cell activating
receptors (82). Also, the synergistic action of multiple
activating molecules is required for the activation of NK cells,
except for CD16 and NKG2C, which are able to activate cell
response on their own without any other co-stimulation
(19, 83, 84). Several MHC-dependent and MHC-independent
molecules are categorized as NK cell activating receptors,
including activating KIRs (KIR2DS and KIR3DS subgroups),
NKG2D, NKG2C, natural cytotoxicity receptors (NCRs [NKp30,
NKp44, and NKp46]), Nkp80 (not clearly categorized as NCR),
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ICOS, DNAM-1 (CD226), CRTAM, and signaling lymphocyte
activation molecule (SLAM) family members like 2B4 (CD244),
CD48, Ly9 (CD229), NTB-A (CD352), and SLAMF7 (CD319)
(Figure 3) (19, 85–92).

Originally, functional receptors of NK cells were categorized
either as inhibitory or activating, but there are hints that the
function of some molecules might be much more complex with a
dual inhibitory and activating potential or at least a
costimulatory function (13). For example, both the inhibitory
and activating potential of 2B4 (CD244) was proved (93). There
seems to be evidence that the activating molecule NKG2D also
has broad costimulatory abilities of other activating
receptors (94).

Other molecules are of course present on the surface of NK
cells, but they are not clearly categorized among the activating or
inhibitory receptors. Nevertheless, CD38, which is an important
signal transducing, activating, and adhesion molecule, was also
proved to activate NK cell effector response (95, 96). CD27, a T-
cell co-stimulatory molecule, is not mentioned similarly in this
context, but CD27 was connected with the enhanced cytotoxic
activity of NK cells (97).
MM MICROENVIRONMENT

The BM niche, in general, is a deeply complex environment,
which consists of cellular and noncellular components. The
cellular compartment is represented either by hematopoietic
cells, or nonhematopoietic cells such as mesenchymal stromal
cells (MSCs), osteolineage cells, adipocytes, and endothelial cells.
Cytokines, chemokines, growth factors, reactive species,
extracellular matrix (ECM) proteins, and other molecules form
the noncellular compartment (98, 99). BM function is negatively
affected in hematological malignancies due to the tumor
microenvironment (TME), which creates advantageous
conditions for clonal cells and suppressive conditions for
normal cells. In MM, disease manifestation, progression, and
treatment resistance are often reflected with TME and its
individual components (100, 101). Single-cell transcriptomics
data revealed that alteration in the immune setup of the BM
niche can be observed early from the MGUS stage, including
increased frequency of NK cells, T cells, and monocytes. T cells
exhibit accumulation of Treg and gd T-cell subsets at MGUS,
accompanied by decrease of CD8+ memory subsets at the stage
of SMM. Importantly, the patterns of immune dysregulation are
heterogeneous in MM patients and might represent a possible
indicator for the risk stratification (102).

Non-Cellular Compartment
The role of cytokines, growth factors, extracellular vesicles, and
other molecules was described in the process of TME
transformation and MM progression (103). Furthermore, the
presence of tumorigenic molecules plays a critical role in the
concept of pre-metastatic niche describing slow and remote TME
orchestration, connected to the disease dissemination (104, 105).
Malignant BM is highly inflammatory and hostile to non-
malignant cells (including NK cells), a fact that is reflected by
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elevated levels or altered expression of pro-inflammatory factors
such as IL-1, IL-6, IL-10, IL-17, IL-18, IL-21, IFN-g, TGF-b,
TNF-a, HGF, EGF, and HIF-1a; chemotactic factors recruiting
other pro-inflammatory cells such as CCL2, CCL3, CCL4,
CXCL12 (SDF-1) , CSF-1, GM-CSF, and MSP; and
proangiogenic factors supporting neovascularization such as
VEGF, IGF-1, FGF, PDGF, reactive oxygen species (ROS), and
reactive nitrogen species (RNS). The overall profile of soluble
factors is a deeply complex topic itself (106–110).

Cellular Compartment
Normal cells present in the BM stroma can be clearly
reprogrammed to support the disease manifestation and
progression. This is reflected by the fact that immature BM
MSCs have an abnormal genomic profile compared to their
normal counterparts and provide advantageous environment for
the expansion of MM cells (111, 112). Hence, the role of MSCs in
disease persistence was suggested. Single-cell transcriptomic
analysis revealed that MSCs in MM are highly pro-
inflammatory, their transcriptomic profile can be tracked even
post-treatment, and unfortunately, therapy is not effective in
normalizing the BM niche. The study also revealed that MM
MSCs are stimulated by pro-inflammatory cytokines that are
most likely produced by immune cells such as IFN-responsive T
cells and CD8+ memory T-cell subsets (113). MSCs development
is also disrupted in MM, and aberrancies were described in more
mature osteolineage cells and adipocytes (114, 115). The
differentiation of MSCs is shifted preferentially towards the
adipocyte lineage in MM, and, if the high secretory potential of
adipocytes is taken into consideration, this may favor further disease
progression as well (116). EPHB1, FBLN5, RELL1, ADAMTS17
are among the impaired genes in MM-affected MSCs.
Frontiers in Immunology | www.frontiersin.org 569
Downregulation of BMP10, the bone morphogenic protein 10
gene, in MM MSCs reflects the impaired osteoblastic
differentiation, and it seems that BMP signaling is involved in
MM bone disease progression. Therefore, inhibition of the BMP
axis, as well as others such as TGFb, Notch, Wnt, or Runx2/Cbfa1
signaling, represents a possible option for therapy improvement in
MM (112, 117, 118). Interestingly, interactions between MM cells
and BM MSCs trigger the production of IL-6 and a number of
cytokines and chemokines, including TNF-a, VEGF, IGF-1,
CXCL12 , IL -1b , TGF-b , CCL-3 , and CCL4 wi th
immunomodulatory activity (119, 120).

Over-angiogenic potential of endothelial cells (ECs) was linked
with neovascularization and disease progression inMM (121). ECs
of MM patients also have a distinctive genetic profile that strongly
supports their neoangiogenic potential. Genes involved in
neovascularization, such as bFGF, FGF-7, VEGF-A, VEGF-B,
VEGF-C, VEGF-D, and GROa, together with ETS-1, HIF-1a,
ID3, and osteospontin transcription factors, are overexpressed in
MM ECs (122). Also, filamin A, vimentin, and a-crystallin B
proteins are overexpressed by MM ECs, though anti-MM drugs
such as bortezomib and lenalidomide affect these proteins during
treatment (123). The hypoxic niche and HIF-1a overexpression
are key factors in MM neovascularization as well (124).

The most relevant hematopoietic cells contributing to the
MM TME are without a doubt malignant PCs, macrophages,
myeloid-derived suppressor cells (MDSCs), and T-regulatory
lymphocytes (Tregs) (105). Overall impact of malignant PCs
can be seen throughout the whole chapter, but briefly, the role of
PCs in the organism is much more complex than just antibody
production. They are able to produce many soluble factors,
including IL-1, IL-10, IL-12, IL-17, IL-35, TNF-a, TGF-b, and
GM-CSF, which indicate their role in immune and
FIGURE 2 | NK cell inhibitory receptors will their cognate ligands.
January 2022 | Volume 12 | Article 816499

https://www.frontiersin.org/journals/immunology
http://www.frontiersin.org/
https://www.frontiersin.org/journals/immunology#articles


Venglar et al. NK Cells in Multiple Myeloma
hematopoietic modulation (125–127). Over 400 genes are
deregulated in MM PCs compared to normal PCs, which could
reflect their ability to alter the niche to favor myeloma
progression (128).

Macrophages, in the context of the malignant niche, are
divided into two groups: classically activated M1 macrophages,
and alternatively activated M2 macrophages. The function and
phenotype of macrophages depends on their microenvironment,
and the general term “tumor associated macrophages” (TAMs) is
used to distinguish these cells from normal macrophages
(though M2 cells are sometimes classified as TAMs) (129). M1
cells are pro-inflammatory, anti-tumor macrophages activated
by bacterial lipopolysaccharides or cytokines produced by Th-1
lymphocytes and secrete IL−1b, IL-6, IL-12, IL-23, TNF-a, ROS,
and RNS. M2 macrophages are activated in response to factors
produced by Th2 lymphocytes, such as IL-4, IL-10, IL-14, and
glucocorticoids. These cells are considered tumorigenic,
immunosuppressive and, among others, they produce IL-10,
TGF-b, VEGF, matrix metalloproteinases (MMPs), and ARG-1
(109). A high frequency of TAMs was associated with worse
prognosis and treatment resistance in MM (130). It was also
proved that TAMs cooperate with other cells in the niche. They
can mimic ECs in MM and promote neovascularization through
VEGF and FGF−2 stimulation (131). Macrophage chemotaxis
towards MM BM niche and shift to the tumorigenic M2
phenotype is mediated via CCL2, CCL3, CCL14, CXCL12,
CSF-1, GM-CSF, MSP, PDGF, and TGF−b,which are produced
by MM-associated MSCs (109).

MDSCs were confirmed as immune system inhibitors in
cancer patients. These cells express typical CD33+ CD11b+
Frontiers in Immunology | www.frontiersin.org 670
HLA-DR-/low immunophenotype, with further subdivision
into CD15+ granulocytic (G-MDSCs) or CD14+ monocytic
(M-MDSCs) subsets (132). It was proposed that G-MDSCs
differentiate into tumor-associated neutrophils (TANs) and,
similarly, that M-MDSCs are precursors of TAMs. However,
possible polarization of normal neutrophils into TANs in the
TME is also discussed (133). Increased frequency of MDSCs was
found in MM patients, which was also correlated with disease
progression and therapy outcome (134, 135). MDSCs produce
ROS, RNS, and ARG1, which in detail impair the function of the
CD3 T-cell co-receptor participating in the activation of both
CD4+ and CD8+ T-cells. Also, MDSCs downregulate the
expression of L-selectin (CD62L), thus decreasing T−cell
trafficking to the malignant niche (133, 136, 137). Overall, an
inhibitory role of MDSCs on the function of NK cells was proved
by the co-culture of NK cells with MDSCs, which resulted in the
downregulation of activating receptors, decreased secretion of
IFN−g, and decreased degranulation (138). Furthermore, data
suggesting a pro-angiogenic potential of MDSCs in MM were
published (139). RNS and membrane-bound TGF-b are among
the MDSC-derived factors inhibiting NK cell function (140, 141).
Overall cooperation of cells present in the malignant niche is
reflected by a confirmed ability of MM MSCs to induce the
upregulation of TNFa, ARG1, and pro-angiogenic PROK2 in
MDSCs (135).

CD3+CD4+CD25+ Tregs are important modulators of
normal immune response. The role of Tregs in MM
progression seems to be a matter of discussion due to
contradictory data. Both decreased and increased Treg
frequency can be detected in MM. Increased Tregs were
FIGURE 3 | NK cell activating receptors and their ligands.
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associated with the disease progression, but contradictory data
are published too. Nevertheless, these cells clearly contribute to
dysfunctional immunity in MM, though the role seems to be
heterogeneous (142–146). IL-10 and TGFb are probably the
most discussed cytokines produced by Tregs that may
contribute to pathological features of MM BM (144). One of
the key Treg-related aspects to maintain functional immunity in
MM and tumors in general is a balance in the Treg vs. CD4+ T-
helper 17 (Th17) cell ratio. Th17 cells contribute to the
development and progression of chronic immune diseases, and
cancer, by overall immune regulation and production of IFN-g,
TNF-a, IL-10, IL-17, IL-21, IL-22, and IL-26. It seems that the
Treg/Th17 differentiation axis is skewed in MM by elevated
levels of IL-6 and TGFb. In the presence of TGFb alone, naive T
cells that express Foxp3 and differentiate into Tregs Th17 cells
are generated in the combination of TGF-b and IL-6, or IL-21
(146). Again, contradictory data have been published on the
topic of the Treg/Th17 cell relationship to MM prognosis, and
further clarification is needed. Nonetheless, Th17 cells produce
high levels of IL-17, which was proved to promote growth of MM
cells in vitro and in vivo (147, 148).

Without a doubt, MM niche is a deeply complex environment
contributing to disease progression and persistence through
modulation of the immune response. Nevertheless, only limited
data are published about how individual components affect the
function of NK cells, which will be discussed in the next chapter.
NK CELLS IN THE MYELOMA NICHE

NK cells act as important regulators in the development and
progression of hematological malignancies and their suppressor
activity particularly against MM cells was confirmed in many
studies (149–152). Nonetheless, significant changes in the
distribution of NK subsets and dysfunctions of NK cells were
described in MM patients (153, 154). The functional activity of
NK cells was also correlated with disease staging (155). Recent
studies providedan insight intomechanisms involved in theNKcell
−mediated killing of malignant PCs and highlighted the role of
interactions between surface effector receptors on the surface ofNK
cells and specific ligands (156, 157). The recognition of MM cells
with activating receptors, includingNKG2D,NKp46, and DNAM-
1,hasbeenproved(158).Also, a lowexpressionofHLA-1molecules
on malignant PCs and the role of NK inhibitory receptor
suppression was demonstrated in MM (150). Downregulation or
upregulation of these surface molecules was associated with severe
dysfunctions of NK cells in MM. However, details about involved
mechanisms between NK cells and individual TME components
remain poorly described (Figure 4) (159, 160) Data describing the
NK cell distribution or functional capabilities in EMD lesions are
missing completely, even thoughNKcell infiltrationwas connected
with better overall survival in solid tumors (161).

Impairment of NK Cell Development
Since malignant populations are considered to be competitive to
non-malignant cells, bone marrow brings a unique insight into
Frontiers in Immunology | www.frontiersin.org 771
the effect of myeloma on the development of healthy immune
cells (100). In hematological malignancies, cancer niche disrupts
normal hematopoiesis and results in a favorable environment for
clonal cells (162). Several publications describe that overall lower
percentage of circulating NK cells can be detected in the
peripheral blood of MM patients in advanced disease stages
with poor prognosis compared to controls, MGUS, andMMwith
good prognosis (163, 164). However, Pazina et al. recently
published that frequencies of NK cells in PB of ND MM and
smoldering multiple myeloma (SMM) patients are not
significantly decreased compared to healthy donors (HD).
Furthermore, overall numbers of PB NK cells in RR MM and
post-stem cell transplant (post-SCT) patients were increased in
this study, with CD56bright CD16- CD57- stage 4 subset
prevailing. This was argued as a possible effect of NK lineage
reconstitution after the disease and therapy depletion; hence, it
might not reflect the actual disease impact. Frequencies of total
NK cells in BM reflected the frequencies in PB, except post-SCT
where the frequency was significantly lower in BM. Also,
numbers of CD56dim CD57+ cells (representing the terminal
and highly active stage 6) are lower in BM compared to PB of
ND, RR, and post-SCT MM patients (165). To point out the
importance of the terminal stage NK cells, MM patients with
higher absolute numbers of CD57+ NK cells were associated with
better prognosis compared to patients with higher numbers of
more immature CD56bright CD16- CD57- cells (159). Similar to
what was published by Pazina et al., overall NK cell numbers and
cytotoxic abilities are reduced in B/T-ALL patients as a result of
CD56bright CD16- cytokine-producing stage 4 accumulation. In
this study, high numbers of cytokine CD56bright CD16- cells
were also associated with poor prognosis (166). The
accumulation of CD56bright CD16- subset and lower total
frequencies of NK cells in the BM reflect that NK cell lineage
differentiation is impaired during the progression of
hematological malignancies. Nevertheless, scarce information is
available in the context of altered NK cell maturation in the
environment of malignant BM in general. No study so far has
provided detailed data about NK progenitor subset distribution
in leukemic or myeloma marrow (167, 168).

In general, early CD34+ CD38- HSCs are not depleted in
leukemic marrow since they enter a self-protective quiescence.
Nonetheless, leukemic niche affects hematopoietic differentiation
leading to reduced levels of CD34+ CD38+ progenitors and
subsequent cytopenias (162, 169). There is also evidence that
NK maturation in BM is blocked in solid tumors, even though no
direct contact is needed between tumor cells and NK cells. One of
the reasons is most likely a remotely orchestrated IL-15R
downregulation in cancer-altered BM stroma (170). The IL-15/
IL-15R axis is indeed an important NK cell development regulator
and proliferation inducer, acting via IL-2Rb (CD122), and JAK/
STAT, Ras/MEK/MAPK, or PI3K/AKT pathways (171, 172).
Mutations in GATA2 (absent CD56bright cells), MCM4 (absent
CD56dim cells), IL2-R, JAK3, STAT5, and IL-15R were associated
with impaired NK maturation (44, 173, 174).

One of the possible suppressors of IL-15 signaling is
prostaglandin E2 (PGE2), which downregulates the g-chain of
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the IL-15R complex and subsequently inhibits NK cell function
(175). Another candidate is ADAM17, which is activated
through the IL-15 axis and reduces NK cell proliferation.
Blockade of this metalloproteinase results in increased levels of
L-selectin (CD62L) on NK cells, thus supporting the homing of
these cells (176). However, not only downregulation of the IL-
15R function, but also chronic exposure to IL-15 leads to the NK
cell exhaustion (177). Without a doubt, impaired IL−15R/IL−2R
signaling and distorted NK cell maturation contributes to the
disease progression. Levels of soluble IL-2R in serum and surface
expression of IL-2R on malignant PCs or mononuclear cells are
significantly increased in MM, which also correlates with the
active state of the disease (178, 179). Quite unexpectedly, defects
related to the IL-21 axis affect NK cell lytic abilities but not the
maturation, even though IL-21 promotes NK cell differentiation
(180–182). The maturation capacity of NK cells, together with
their ability to respond to the presence of malignant cells, is also
reduced with age as the BM stroma deteriorates with time, thus
Frontiers in Immunology | www.frontiersin.org 872
the age of the patients may play a crucial role in this
context (183).

The inhibitory role of Tregs in the NK cell differentiation was
also confirmed both in vitro and in vivo. Presence of activated
Tregs in the culture of HSCs, which were expanded with NK cell
lineage differentiation protocol, led to 90% reduction in NK
numbers compared to the control. Similar inhibitory role of
Tregs was observed also in mice (184). This phenomenon seems
to be caused by increased levels of membrane-bound TGF-b and
active TGF-b signaling (184, 185).

Finally, the low numbers of NK cells represent a major issue
not only from the view of disease control and progression, but
it should also be noted that cancer patients are more
susceptible to infections, which are one of the main causes
of mortality in MM (186, 187). Understanding the maturation
distortion and recovering the generation of mature NK subsets
could be crucial for the therapy outcome and patient
survival improvement.
FIGURE 4 | Impact of multiple myeloma bone marrow microenvironment on the overall NK cell function is a complex topic, with only limited data available. Overall
decrease of NK cells frequency, accumulation of CD56bright CD16-cytokine producing subset, impaired overall fuctional properties, and alterations of surface
effector receptors were connected with the disease and its progression. Nonetheless, detailed data describing interactions between NK cells and individual
components in the niche are incomplete. MSCs, mesenchymal stromal cells; ECs, endothelial cells; G-MDSC, granulocytic myeloid-derived suppressor cell;
M-MDSC, monocytic myeloid-derived suppressor cell; TAM, tumor associated macrophage.
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Impairment of NK Cell Localization
and Chemotaxis
TME-related downregulation or upregulation of chemotactic
factors or their receptors is deeply beneficial for tumor growth,
either to attract inflammatory or tumorigenic cells like MDSCs
and TAMs, or to repel immunosuppressive cells. As already
mentioned, it was well described that tumor infiltration by NK
cells contributes to better prognosis. Thus, in hematological
malignancies, it is only logical to expect the impairment of NK
cell BM localization with consequent efflux to PB (161, 188). In
general, several chemotactic receptors are expressed by NK cells,
including CCR1, CCR2, CCR5, CCR7, CXCR1, CXCR3, CXCR4,
CXCR6, CX3CR1, S1P5, CCRL2, and ChemR23. Indeed,
aberrancies in these receptors were connected to lower NK
cells’ recruitment to the tumor (189).

CXCR4 is one of the key regulators of NK cell BM
localization, and it is expressed in high levels by NK
progenitors. With decreasing CXCR4 expression in mature
stages, levels of CXCR3, CCR1, and CX3CR1 increase, whereas
reduced CXCR4 expression, together with S1P5 activation, is
necessary for NK cells to exit to the periphery and vice versa
(190–192). In general, dysregulation in the CXCR3 and CXCR4
axes was connected to defective BM localization of NK cells in
BM. Both of these pathways are closely connected. CXCR3
triggering possibly counteracts CXCR4-mediated BM retention
by limiting the CXCR4 responsiveness. Only limited data are
available about NK cell disrupted chemotaxis, BM localization
and retention in MM, or in other hematological malignancies. In
MM BM, several chemokine ligands engaging in NK cell BM
localization show a disbalance, including increased levels of
CXCL9 and CXCL10 (CXCR3 ligands) and decreased levels of
CXCL12 (CXCR4 ligand) (Figure 5). Levels of CCL3, CCL5, and
CX3CL1 ligands are most likely not subjected to any
changes (193).

In other cancers , CXCL12 was confirmed to be
downregulated, together with CXCR2 reduction on the surface
of NK cells, though data suggest that these changes occur on the
post-translational level (194). Another study revealed that tumor
tissues tend to overexpress CXCL3 and CXCL5, while expression
of CXCL1, CXCL2, and CXCL7 decreases (195). There are also
hints, that deregulated CXCR3 signaling in malignant PCs could
play a role in MM to EMD progression, although this needs to be
confirmed (196). Also, IFN-g-mediated CXCR3 activation was
associated with lower overall survival, and it was proposed as an
independent prognostic factor in MM (197). Indeed, inhibition
of the CXCR3 axis resulted in better efficacy of IL-15 activated
NK cells against malignant PCs (198). CXCR4 was proved to be
downregulated in metastatic cells, which also demonstrates its
role in malignancy dissemination (199).

Besides, it seems that obstructions in NK cell chemokine
signaling and BM/PB localization are connected to the altered
NK cell development and the prognosis-related CD56bright
CD16- subset accumulation (as discussed previously). About
10%–20% of BM NK cells are localized in proximity to CXCL12
producing osteoblasts and reticular cells that are also able to
express IL-15 and IL-15R. This localization is also dependent on
Frontiers in Immunology | www.frontiersin.org 973
the integrin chain a4 (200). Moreover, it was proved that the
CXCR4/CXCL12 axis is essential for NK cell development in
mice (201).

Chemokine signaling also actively participates in the
recruitment of immune suppressor cells. CCR2 and CCR5
contribute to the migration of TAMs and MDSCs into the
TME, whereas Tregs with higher expression of CXCR4 are
attracted to the TME by their ligands CCL17 and CCL22,
which can be produced by TAMs and cancer cells themselves
(202). Further research is necessary to understand the chemokine
ligand/receptor interactions between NK cells and TME. For
example, studies evaluating chemokine/ligand expression
profiles on MM cells and NK cell subsets in both BM and PB
would probably uncover striking details regarding the role of
chemokines in NK cell development and functional impairment,
as well as MM-to-EMD progression.

NK Cell Inhibitory Receptors in MM
Blockade of the checkpoint axis PD-1/PD-1 ligand (PD-1/
PD-1L) involved in the inhibition of the immune response has
been discussed lately, although this therapy alone seems to be
ineffective in MM and combination with other treatment
approaches is necessary (203–205). In cancer, expression of
PD−1L1 by tumor cells is considered an evasion mechanism
promoting the suppression of immune cells (206). Malignant
PCs in MM were shown to express higher levels of PD-1L
compared to HD or MGUS patients, and significant
upregulation can be observed in RR MM patients. Also, PD-1L
expression on malignant PCs was connected with resistance to
anti−myeloma agents, and the expression of this ligand on PCs
was proposed as a marker of poor prognosis in combination with
other factors such as age and cytogenetics (205, 207, 208).

Expression of PD-1 was confirmed on the surface of NK cells
in MM while undetectable on healthy NK cells (209, 210).
Indeed, it was proved that PD-1/PD-1L negatively regulates
NK function. However, in this study, at least low levels of PD-
1 were also detected on normal circulating or resting NK cells
(211). To highlight the therapeutic potential, one study showed
that inhibition of PD1/PD-1L signaling in NK cells can increase
the degranulation or cytokine-producing ability in vitro (212). Of
note, the data reflect the importance of a cautious approach
during the flow cytometric detection of PD-1 and subsequent
data evaluation since studies reported variable (low or none)
levels of PD-1 on healthy NK cells. Furthermore, Pazina et al.
encountered difficulties in the detection of any levels of PD-1
even in myeloma samples (165). A recent study proved that PD-1
mRNA and cytoplasmic PD-1 protein can be detected in NK
cells, which suggests that surface PD-1 expression is inducible;
hence, flow cytometry may provide variable data (213). There are
data indicating the ominous role of the TME cellular
compartment in PD-1/PD-L axis-related impairment of NK
cells. PD-1L-positive MDSCs are present in higher frequency
in cancer patients (214, 215). Furthermore, PD-1L expression in
MM cells can be also induced by BM MSCs-derived IL-6, with
subsequent engagement of JAK/TAT and MEK signaling (208,
216). Use of the JAK inhibitors (ruxolitinib) in MM truly
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downregulates PD-1L expression in malignant PCs and makes
them more susceptible to lenalidomide and steroids (217). Quite
curiously, TGF-b, which is abundantly present in the MM niche,
seems to have no effect on the expression of PD1-L1 and PD-L2
(218). However, other factors like IL-2, IL-7, and IL-15 were
proved to upregulate levels of PD-1L (219). IL-2, IL-7, IL-15, IL-
18, and IL-21 are able to upregulate the expression of surface
PD−1 too, while IFN-a promotes the transcription of PD-1 (220,
221). HIF-1a is also directly involved in the PD-1L upregulation,
which, together with the inhibitory role of HIF-1a in NK cells,
propose a multilevel role of hypoxia in MM progression
(222, 223).

CD94/NKG2A is an HLA-E-binding molecule recognized as
an immune checkpoint like PD-1. Expression of this inhibitory
receptor is increased in cancer-associated NK cells, which
contributes to their exhaustion (224). Interestingly, HLA-E
overexpression in tumors was connected to both poor and
good prognosis (225, 226) Although there are data suggesting
that the expression of NKG2A is not detrimental for the anti-
MM activity of in vitro activated NK cells, NKG2A is still a valid
target for consideration in immunotherapy. High levels of HLA-
E in high-risk MM were proposed as a potential therapeutic
candidate, and the experimental blocking of NKG2A by
antibodies resulted in restored antitumor activity of NK cells
(227–230). Among the MM niche factors, IFN-g was proved to
be involved in cancer-related HLA-E overexpression (231).
Frontiers in Immunology | www.frontiersin.org 1074
Furthermore, HLA-E may serve to protect TAMs from CD94/
NKG2A-mediated cell lysis (232). From the receptor point of
view, TGF-b and IL-10 are among factors inducing the
expression of NKG2A (224, 233). Also, IL-2 and IL-15 were
shown to upregulate the expression of NKG2A, as well as NCRs,
NKG2D, DNAM-1, and KIR2DL4 (234).

KIRs are crucial inhibitory regulators of NK cell response
acting through interactions with MHC-I molecules, as already
described. Tumor cells can temporarily upregulate their surface
MHC-I expression to evade NK cell lysis. On the other hand,
MHC-I downregulation is also a common mechanism to avoid
immune response (235, 236). Masking the pathological origin
(i.e., hiding the “missing-self” signal) by upregulating MHC-I
levels is also a feature of MM PCs (237, 238). Moreover,
increased levels of KIR molecules KIR2DL1 and KIR2DL2
were described on the PB NK cells of MM patients; however,
no further details are available about involved mechanisms
(61). Two strategies were proposed to exploit the KIR signaling
for the therapy (239). The first is represented by HLA/KIR
ligand-mismatched transplantation that showed promising
results. Healthy donor NK cells provided a better response
than NK cells of the patient, which are corrupted by the tumor
inhibitory niche (240, 241). The second option is to directly
block the KIR receptor with an antibody to inhibit its interaction
with HLA ligand. However, in the MM clinical trial of the anti-
KIR antibody IPH2101, this approach was ineffective due to the
FIGURE 5 | Under normal conditions, immature NK cell (iNK cell) retention in the bone marrow (BM) is mediated via a high expression of CXCR4/CXCL12. Mature
NK cells (mNK cell) express only low levels of CXCR4 and high levels of CCR1, CXCR3, CX3CL1 and S1P5 which mediate migration to the periphery. However,
expression of individual chemokine receptors, or their ligands, as well as overall function of a crucial CXCR4/CXCR3 signaling, is impaired in multiple myeloma (MM).
Occurring CXCL12 upregulation, together with CXCL9 and CXCL10 upregulation during the disease progression suggest, that NK cells are forced out of the BM by
factors present in the MM niche. Furthermore, CXCR4/CXCR3 axes seems to be also crucial for the NK cell lineage development.
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monocytic trogocytosis of KIR molecules, eventually leading to
the lack of education and hyporesponsiveness of NK cells (242).
In addition, KIR downregulation leading to enhanced NK cell
killing can be achieved also by the stimulation with IL-12, IL-15,
and IL-18, while the expression can be restored back after 3 days
of culture with IL-2, suggesting an interesting possibility of KIR
exploitation with cytokine stimulation (243).

Recently, the upregulation of other possible novel therapeutic
target molecules TIGIT, TIM-3, ICOS, and GITR on NK cells
was proved in both the PB and BM of MM patients, which
probably reflects on the additional immune evasion mechanism
(165, 244). TIGIT is a newly identified NK cell immune
checkpoint binding to PVR (CD155) and nectin-2 (CD112),
which are shared ligands with activating molecule DNAM-1
(245). Nectin-2 was found to be overexpressed on MM PCs, and
both PVR and nectin-2 expression were associated with poor
prognosis in cancer (246, 247). TIGIT inhibition was proved to
restore T-cell response in MM (248). Moreover, TIGIT ligands
are highly expressed on cells residing in the BM, which also
proposes a role of TIGIT signaling in the MM niche-mediated
suppression of NK cell function (246). This is supported by the
study showing that BM MSCs upregulate PVR on the surface of
MM cells by IL-8 secretion (249). Also, a specific role of MDSCs
in the TIGIT/CD155 axis was found. Co-culture of MDSCs with
NK cells inhibited their cytotoxic abilities; however, this effect
can be reversed either by the inhibition of ROS production
(which led to upregulation of PVR in MDSCs) or by the
blockade of TIGIT (250). Upregulation of TIM-3, a molecule
associated with both inhibitory and activating functions, was also
linked with cancer progression as well as CD8+ T cell exhaustion
(251–254). In NK cells, it was proved that interactions of TIM-3
with its ligands HMGB1, CEACAM, phosphatidylserine, and
galectin-9 inhibit the cytokine production and killing abilities
(255). CEACAM ligand overexpression was described in MM,
and the expression of HMGB1 was connected to therapy
resistance and poor prognosis (256, 257). However, CEACAM
downregulation was also correlated with cancer progression
(258). These findings may only reflect a heterogeneous role of
TIM-3 in the regulation of NK cells in cancer. Further
investigation of inhibitory receptors is definitely necessary not
only in the context of MM.
NK Cell Activating Receptors in MM
Both increased and decreased expressions of activating receptors
were described in MM. These complex phenotypic changes are
attributed to chronic ligand exposure and subsequent NK cell
exhaustion (165, 259, 260). Ligands of these receptors were
confirmed to be upregulated by MM PCs (238).

Downregulation of NKG2D, as well as 2B4/CD244 and
NKp30, can be detected on BM NK cells but not in the PB of
MGUS/MM patients (261). However, reduced levels of
NKG2D (together with DNAM-1 and CD16) can be observed
in both PB and BM of RR and post-SCT MM patients (165).
These results reflect the fact that NK cell functional alteration is
initiated in the MM BM and later, as the disease progresses,
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functional impairment is reflected even in circulating NK cells.
NKG2D activation is induced by MHC-I-related ligands, which
are upregulated as a signal of stress or malignant transformation
(262). MIC-A, MIC-B, ULBP-1, ULBP-2, and ULBP-3 are well-
known ligands for NKG2D. However, cancer cells are able to
downregulate and shed these molecules from their surface. It was
shown that high volumes of soluble NKG2D ligands, together
with exosomes, are released from tumor cells to chronically
exhaust T and NK cells (263–265). However, contradictory
data were also published showing that another soluble NKG2D
ligand, MULT-1, promotes NK cell function and tumor killing in
mice. Nonetheless, the question is whether long-term exposure
would not lead to effector cell exhaustion as well (266). One of
the mechanisms behind the downregulation and shedding
of NKG2D ligands is most likely TGF-b-induced expression of
MMP2 (218). MIF was also proved to contribute to the
transcriptional downregulation of NGD2D in NK cells (267).
Moreover, the expression of NKG2D and NKG2D ligands is
downregulated by IDO (indoleamine-2,3-dioxygenase) (268).
Recently, CAR-NK cells transduced to express NKG2D-CAR
showed a very good anti−myeloma efficacy in vivo, with minimal
activity against healthy cells. Considering the greater efficacy and
lesser toxicity compared to CAR-T cells, these are promising
results reflecting the possible use of autologous-engineered CAR-
NK cells in the treatment of MM (269).

SLAMF7 (CS1, CRACC, and CD319) is a surface signaling
lymphocytic activation molecule (SLAM family) expressed on
NK cells and PCs (both normal and malignant), while
undetectable in other cells, which makes it a valid target for
MM therapy (270, 271). Increased levels of surface SLAMF7 on
NK cells were correlated with a worse prognosis in MM (165).
Moreover, malignant PCs were proved to cleave SLAMF7 from
their surface, leading to increased levels of soluble SLAMF7,
which can be detected in MM patients, but not in MGUS. Thus,
levels of SLAMF7 can be associated with disease progression.
Data also confirmed that soluble SLAMF7 promotes MM cell
growth via interaction with surface SLAMF7 on MM cells, with
subsequent activation of ERK and SHP-2 signaling (272).
Furthermore, it was predicted that soluble SLAMF7 could
potentially interfere with the novel targeted therapy (273).
Anti-SLAMF7 elotuzumab was FDA-approved in 2015, and
since then, it has shown promising results in clinical studies.
Elotuzumab in combination with lenalidomide and
dexamethasone or bortezomib showed increased effectiveness
and sustained benefit in progression free survival (274–276). In
NK cells, elotuzumab binds to the CD16, which mediates ADCC
against the anti-SLAMF7 antibody coupled with SLAMF7 on
MM cells. Also, other mechanisms of action include NK cell co-
stimulation through NKp30 and NKG2D, stimulation of IFN-g
and granzyme B secretion, as well as macrophage−mediated
antibody dependent cell phagocytosis (276, 277). Very
intriguing are findings indicating that anti-SLAMF7 antibodies
disrupt adhesion of MM PCs to MSCs in the BM. This indicates
that elotuzumab might be one of the pioneering agents with a
multiple-hit strategy, both against malignant PCs as well as MM
niche components (267).
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As already mentioned, other activating receptors were proved
to be downregulated in MM, including DNAM-1, 2B4 (CD244),
and CD16 (165, 261). TGF-b was confirmed as one of the factors
causing the downregulation of 2B4 and 2B4 adaptor proteins
(DAP10 and SAP) (278, 279). Early studies on 2B4 showed an
activating function of this receptor leading to increased killing
and IFN-g production; nonetheless, further research also proved
an inhibitory role of this molecule (280, 281). Upregulation of
2B4 and downregulation of the associated adaptor protein SAP
were related with inhibitory signaling, while downregulation of
2B4 and normal levels of SAP were associated with activating
signaling (282). Among others, downregulation of 2B4 results in
defective interactions with its ligand CD48. This also affects the
co−stimulation of NCRs mediated through the 2B4-CD48
signaling (259). Lately, 2B4, which is also a member of SLAM
family, was proposed as a target for immunotherapy, which
could potentially have a double-hit impact affecting MM niche
similar to SLAMF7. In particular, 2B4 expression was confirmed
on MDSCs (283). Downregulation of CD16 logically results in
impaired ADCC (259). However, counterintuitively, it was
published that shedding of CD16 from the surface of NK cells
leads to the positive stimulation of the immune response by
engagement of other immune cells (284). Indeed, levels of soluble
CD16 in the serum are significantly decreased in patients with
MM compared to MGUS or healthy donors. This was also
correlated with the disease staging (285).

The NCR family consists of 3 receptors: NKp30 (NCR3),
NKp44 (NCR2), and NKp46 (NCR1). These molecules were
originally categorized as activating receptors; nonetheless, it
seems that different isoforms of NCRs may exist based on the
environment, which then deliver either activating or inhibitory
response. Blocking of individual NCRs with mAbs is rather
ineffective, while effective inhibition caused by a combination
of mAbs against multiple NCR receptors suggest a cooperative
mechanism in the process of NK cell activation (286, 287). A
positive role of NCRs in cancer control was proved by several
studies. NKp46 was connected to metastatic prevention and the
potentiation of NK cell antitumor activity by increased IFN-g
production (288, 289). Nevertheless, the activity and function of
NCRs can be downregulated in cancer, which, particularly in
NKp46, is associated with the progression of malignancy too
(290, 291). In MM, NKp30 was proved to be downregulated on
BM NK cells, but not in the PB (261). Also, increased expression
of NKp30 (on CD56dim CD16+ subset) and NKp44
(CD56bright CD16- and CD56dim CD16+) and decreased
expression of NKp44 (CD56bright CD16-) can be observed on
PB NK cells in RRMM, but it is not possible to detect any similar
changes in ND MM. Again, these data support the fact that
functional NK cell properties are impaired preferentially in the
site of disease manifestation, and that the impairment is minor
(or the function is restored) in circulating NK cells during early
states of MM. However, as the disease progresses, further
dysfunctional evolution is reflected even in PB NK cells (165).
NCRs can be activated by different viral and bacterial ligands,
growth factors, ECM−derived and membrane-derived
components, or stress related ligands (286). In cancer, several
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molecules were proved to play a role in NCR activation and
cancer cell elimination, though data related to NCR ligands in
cancer cells is scarce. B7−H6, BAG-6, and Galectin-3 were
confirmed as NKp30 ligands. PCNA, NKp44L (a MLL5-variant
protein), and PDGF-DD (platelet-derived growth factor isoform)
are among the ligands of NKp44 that might play a role in cancer
cell elimination (292–294). However, similarly to what was
described in NKG2D ligand shedding, cleavage of B7-H6
ligands by the ADAM-10 and ADAM-17 MMP-related
mechanism was showed to chronically exhaust NK cell actions
mediated through the NKp30 receptor (295, 296). Galectin-3 can
also be released in soluble form by cancer cells to inhibit the
NKp30 function (297). Furthermore, tumor-derived TGF-b is
one of the factors involved in NKp30 downmodulation (298). In
hypoxic conditions, NK cells upregulate HIF−1a, and, curiously,
maintain the killing abilities mediated via CD16. Nonetheless,
the function of activating receptors, including NKp30, NKp44,
and NKp46, is impaired (299). NCR-related therapeutical
options are not clearly elucidated, though NKp30 was
proposed as a target for immunotherapy. However, only CAR-
T cells targeting this receptor has been explored, and data
relevant to anti-NKp30 mAbs are still missing. Further
research is needed regarding the NCR impairment, ligand
identification and expression, as well as possible therapeutic
options (300).

Impact of Anti-Myeloma Therapy on
NK Cells
As already mentioned, NK cells are important cells mediating the
anti-tumor effect of novel mAbs used in the treatment of MM,
such as daratumumab, isatuximab, or elotuzumab, and induction
of ADCC represents one of several important mechanisms of
action induced by these antibodies. Moreover, additional effects
of daratumumab mediated via NK cells were described,
including monocyte activation, phagocytosis, and increased T-
cell costimulatory abilities. Hence, any disruption of NK cell
immune function might be of great concern and the overall
impact of anti-myeloma therapy, including the above-mentioned
mAbs, immunomodulatory drugs (IMiDs), or proteasome
inhibitors, on NK cells needs to be studied thoroughly (301).

Since CD38 is expressed on the surface of NK cells as well, the
question of whether anti-CD38 agents negatively affect or even
possibly kill NK cells was raised. Indeed, it was described that
daratumumab depletes CD38+ MDSCs, B cells, and Tregs (302).
Data published 2 years later confirmed that CD38+ NK cells are
also subjected to ADCC induced by daratumumab bound on
their surface, which suggested an alarming issue of anti-CD38
therapy (303). A significant reduction of NK cell numbers can be
detected in PB and BM of MM patients after initiation of the
daratumumab-containing therapy, with the persistence of low
NK cell counts during the whole course of the treatment.
Nonetheless, no adverse effects on the overall efficacy of the
therapy or function of NK cells were discovered. Furthermore,
additional immunomodulatory mechanisms of daratumumab
participating in the overall therapy efficacy were shown,
including increased frequency of CD8+ T cells with
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preferential generation of effector memory subset (304, 305).
Isatuximab was described to mediate even stronger efficacy in the
killing of target cells compared to daratumumab, and also the
drug was confirmed to induce apoptosis of Tregs with higher
CD38 expression than other T cells (28). Similar to
daratumumab, reduction of NK cells can be observed after
isatuximab application as well, together with the depletion of
CD38high B-lymphoid progenitors. Isatuximab-treated NK cells
exhibit deregulation of 70 genes, mostly connected to
chemotaxis, cytolysis, and immune defense response (28, 95,
306). Anti-SLAMF7 mAb elotuzumab also strongly stimulates
NK cell activation, induction of ADCC, and degranulation via
engagement of CD16. Calcium signaling costimulation triggered
by engagement of NKp46 and NKG2D in CD16-independent
manner is also activated by this antibody. Regimens containing
elotuzumab plus lenalidomide or bortezomib showed promising
results, while no adverse effects of elotuzumab on the overall
function or frequency of NK cells were observed (307).

Furthermore, proteasome inhibitors such as bortezomib or
carfilzomib were described to potentiate NK cell cytotoxicity
against MM cells, while no considerable adverse effects on NK
cells were reported. Sensitization by downregulation of HLA-I
molecules on the surface of malignant PCs is one of the involved
mechanisms. Other mechanisms were revealed in studies
involving other types of cancer, including bortezomib-induced
upregulation of NK cell activating receptor ligands (MIC-A/B,
ULBP-1) or ligands related to the death receptor signaling (Fas,
DR-5) (308–310).

Immunomodulatory drugs (IMiDs), such as thalidomide,
lenalidomide, and pomalidomide, significantly improved
therapy outcome in the past two decades and represent
indispensable agents that are used to treat MM (311). These
agents exhibit pleiotropic anti-MM potential, including anti-
angiogenic, anti-inflammatory, immunomodulatory, and anti-
proliferative effects (312). In theory, earlier it was proposed that
IMiDs could enhance impaired function of immune cells. As a
matter of fact, studies confirmed that increased numbers of NK
cells can be detected in patients receiving thalidomide therapy,
and the positive effect of IMiDs on costimulation of T cells, NK
cell proliferation, and their cytotoxic abilities was confirmed as
well. Upregulation of IL-2 signaling, along with upregulation of
PVR and MIC-A ligands, was discovered to participate in the
IMiD-mediated stimulation of NK cells (312–314). Nonetheless,
no positive effect of lenalidomide on NK cell activation,
degranulation or secretion of IFN-g or MIP1-b was observed
in the study that was monitoring NK cell activity and
functionality in 10 MM patients treated with lenalidomide-
containing regimen and then maintained with lenalidomide.
Progressive post-maintenance NK cell lineage normalization
was observed, albeit this was possibly caused by the
chemotherapy discontinuation (315). On the other hand, a
positive effect of pomalidomide on innate lymphoid cells
(ILCs), which are recently discussed lymphoid cells with
antitumor potential, was described. Results indicate that
pomalidomide leads to enhancement of ILC function through
the stimulation of IFN-g production as well as downregulation of
Frontiers in Immunology | www.frontiersin.org 1377
Ikzf1 and Ikzf3, which are transcription factors essential for MM
cell proliferation. Similar degradation by ubiquitination of Ikzf1
and Ikzf3 was confirmed by lenalidomide (316, 317).
DISCUSSION

Defects of NK cell cytokine production, chemotaxis, maturation,
effector molecule expression, and related target recognition and
killing are described in the context of MM BM or TME in
general, although clearly there are large gaps in current
knowledge. Unfortunately, some data are even contradictory
probably due to the complexity and heterogeneity of the
malignant niche and occurring interactions. An overall
disruption of NK cell function was correlated with MM and
cancer progression; thus, potentiating and restoring the proper
NK cell abilities, maturation, and BM localization, as well as
normalizing the BM niche, are for sure among the goals for
future improvement of patients’ survival and quality of life.

Data covering interactions between NK cells and individual
cellular or non-cellular components of the MM niche, which
would describe particular mechanisms of NK cell functional
impairment, are extensively incomplete. Furthermore,
additional information about disrupted NK cell chemokine
signaling during MM progression are needed. Data describing
the distribution of NK progenitors in the malignant marrow in
general are missing completely. Similarly, there is only limited
information about mechanisms behind the NK cell maturation
distortion during disease progression in the BM. Restoring the
generation of fully functional NK cells with normal chemotactic
abilities may be critical for the future improvement of
therapeutic options. Furthermore, data related to NK cell
immune monitoring and expression profiles of surface effector
molecules in the EMD are missing. These would provide critical
information about the functional capacities of these cells, as well
as about levels of potential targets.

Altogether, NK cells and their surface effector molecules
represent a tempting therapeutic target in MM and other
malignancies, although recent data suggest that combination with
conventional protocols is needed in the present. Thus, further
research that would uncover all the possible interactions between
these receptors, their cognate ligands, as well as interfering factors
and cells in the malignant niche is necessary.Moreover, all the data
highlight the necessity of further research in the field of IMiDs as
well as novel mAbs and proteasome inhibitors used for the
treatment of MM. Their mechanisms of action or impact on NK
cells or ILCs is still not fully understood. Promising results were
published, but unfortunately, most of the available data were
generated by in vitro or in vivo assays, and studies involving MM
patients are scarce.
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E, Teixidó J, et al. The Role of Tumor Microenvironment in Multiple
Myeloma Development and Progression. Cancers (2021) 13(2):217.
doi: 10.3390/cancers13020217
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159. Garcıá-Sanz R, González M, Orfão A, Moro MJ, Hernández JM, Borrego D,
et al. Analysis of Natural Killer-Associated Antigens in Peripheral Blood and
Bone Marrow of Multiple Myeloma Patients and Prognostic Implications. Br
J Haematol (1996) 93(1):81–8. doi: 10.1046/j.1365-2141.1996.4651006.x

160. Farnault L, Sanchez C, Baier C, Le Treut T, Costello RT. Hematological
Malignancies Escape From NK Cell Innate Immune Surveillance:
Mechanisms and Therapeutic Implications. Clin Dev Immunol (2012)
2012:e421702. doi: 10.1155/2012/421702

161. Nersesian S, Schwartz SL, Grantham SR, MacLean LK, Lee SN, Pugh-Toole
M, et al. NK Cell Infiltration is AssociatedWith Improved Overall Survival in
Solid Cancers: A Systematic Review and Meta-Analysis. Transl Oncol (2021)
14(1):100930. doi: 10.1016/j.tranon.2020.100930

162. Giles AJ, Chien CD, Reid CM, Fry TJ, Park DM, Kaplan RN, et al. The
Functional Interplay Between Systemic Cancer and the Hematopoietic Stem
Cell Niche. Pharmacol Ther (2016) 168:53–60. doi: 10.1016/
j.pharmthera.2016.09.006

163. Famularo G, D’Ambrosio A, Quintieri F, Di Giovanni S, Parzanese I,
Pizzuto F, et al. Natural Killer Cell Frequency and Function in
Patients With Monoclonal Gammopathies. J Clin Lab Immunol (1992) 37
(3):99–109.

164. Osterborg A, Nilsson B, Björkholm M, Holm G, Mellstedt H. Natural Killer
Cell Activity in Monoclonal Gammopathies: Relation to Disease Activity.
Eur J Haematol (1990) 45(3):153–7. doi: 10.1111/j.1600-0609.1990.tb00443.x

165. Pazina T, MacFarlane AW, Bernabei L, Dulaimi E, Kotcher R, Yam C, et al.
Alterations of NK Cell Phenotype in the Disease Course of Multiple
Myeloma. Cancers (2021) 13(2):226. doi: 10.3390/cancers13020226

166. Duault C, Kumar A, Taghi Khani A, Lee SJ, Yang L, Huang M, et al.
Activated Natural Killer Cells Predict Poor Clinical Prognosis in High-Risk
B- and T-Cell Acute Lymphoblastic Leukemia. Blood (2021) 138(16):1465–
80. doi: 10.1182/blood.2020009871

167. Riggan L, Shah S, O’Sullivan TE. Arrested Development: Suppression of NK
Cell Function in the Tumor Microenvironment. Clin Transl Immunol (2021)
10(1):e1238. doi: 10.1002/cti2.1238
Frontiers in Immunology | www.frontiersin.org 1882
168. Bi J, Wang X. Molecular Regulation of NK Cell Maturation. Front Immunol
(2020) 11. doi: 10.3389/fimmu.2020.01945

169. Miraki-Moud F, Anjos-Afonso F, Hodby KA, Griessinger E, Rosignoli G,
Lillington D, et al. Acute Myeloid Leukemia Does Not Deplete Normal
Hematopoietic Stem Cells But Induces Cytopenias by Impeding Their
Differentiation. Proc Natl Acad Sci USA (2013) 110(33):13576–81.
doi: 10.1073/pnas.1301891110

170. Richards JO, Chang X, Blaser BW, Caligiuri MA, Zheng P, Liu Y. Tumor
Growth Impedes Natural-Killer-Cell Maturation in the Bone Marrow. Blood
(2006) 108(1):246–52. doi: 10.1182/blood-2005-11-4535

171. Wang X, Zhao XY. Transcription Factors Associated With IL-15 Cytokine
Signaling During NK Cell Development. Front Immunol (2021) 12:610789.
doi: 10.3389/fimmu.2021.610789

172. Gotthardt D, Trifinopoulos J, Sexl V, Putz EM. JAK/STAT Cytokine
Signaling at the Crossroad of NK Cell Development and Maturation.
Front Immunol (2019) 10:2590. doi: 10.3389/fimmu.2019.02590

173. Wang Y, Gao A, Zhao H, Lu P, Cheng H, Dong F, et al. Leukemia Cell
Infiltration Causes Defective Erythropoiesis Partially Through MIP-1a/Ccl3.
Leukemia (2016) 30(9):1897–908. doi: 10.1038/leu.2016.81

174. Orange JS. Natural Killer Cell Deficiency. J Allergy Clin Immunol (2013) 132
(3):515–25. doi: 10.1016/j.jaci.2013.07.020

175. Joshi PC, Zhou X, Cuchens M, Jones Q. Prostaglandin E2 Suppressed IL-15-
Mediated Human NK Cell Function Through Down-Regulation of Common
Gamma-Chain. J Immunol Baltim Md 1950 (2001) 166(2):885–91.
doi: 10.4049/jimmunol.166.2.885

176. Mishra HK, Dixon KJ, Pore N, Felices M, Miller JS, Walcheck B. Activation
of ADAM17 by IL-15 Limits Human NK Cell Proliferation. Front Immunol
(2021) 12:711621. doi: 10.3389/fimmu.2021.711621

177. Felices M, Lenvik AJ, McElmurry R, et al. Continuous Treatment With IL-15
Exhausts Human NK Cells via a Metabolic Defect. JCI Insight (2018) 3
(3):96219. doi: 10.1172/jci.insight.96219

178. Bębnowska D, Hrynkiewicz R, Grywalska E, Pasiarski M, Sosnowska-
Pasiarska B, Smarz-Widelska I, et al. Immunological Prognostic Factors in
Multiple Myeloma. Int J Mol Sci (2021) 22(7):3587. doi: 10.3390/
ijms22073587

179. Vacca A, Di Stefano R, Frassanito A, Iodice G, Dammacco F. A Disturbance
of the IL-2/IL-2 Receptor System Parallels the Activity of Multiple Myeloma.
Clin Exp Immunol (1991) 84(3):429–34.

180. Kotlarz D, Ziętara N, Uzel G, Weidemann T, Braun CJ, Diestelhorst J, et al.
Loss-Of-Function Mutations in the IL-21 Receptor Gene Cause a Primary
Immunodeficiency Syndrome. J Exp Med (2013) 210(3):433–43.
doi: 10.1084/jem.20111229

181. Brady J, Hayakawa Y, Smyth MJ, Nutt SL. IL-21 Induces the Functional
Maturation of Murine NK Cells. J Immunol (2004) 172(4):2048–58.
doi: 10.4049/jimmunol.172.4.2048

182. Habib T, Nelson A, Kaushansky K. IL-21: A Novel IL-2–Family Lymphokine
That Modulates B, T, and Natural Killer Cell Responses. J Allergy Clin
Immunol (2003) 112(6):1033–45. doi: 10.1016/j.jaci.2003.08.039

183. Nair S, Fang M, Sigal LJ. The Natural Killer Cell Dysfunction of Aged Mice is
Due to the Bone Marrow Stroma and Is Not Restored by IL-15/IL-15ra
Treatment. Aging Cell (2015) 14(2):180–90. doi: 10.1111/acel.12291

184. Pedroza-Pacheco I, Shah D, Domogala A, Luevano M, Blundell M, Jackson
N, et al. Regulatory T Cells Inhibit CD34+ Cell Differentiation Into NK Cells
by Blocking Their Proliferation. Sci Rep (2016) 6:22097. doi: 10.1038/
srep22097

185. Marcoe JP, Lim JR, Schaubert KL, et al. TGF-b is Responsible for NK Cell
Immaturity During Ontogeny and Increased Susceptibility to Infection
During Mouse Infancy. Nat Immunol (2012) 13(9):843–50. doi: 10.1038/
ni.2388

186. Rolston KVI. Infections in Cancer Patients With Solid Tumors: A Review.
Infect Dis Ther (2017) 6(1):69–83. doi: 10.1007/s40121-017-0146-1

187. Nucci M, Anaissie E. Infections in Patients With Multiple Myeloma in the
Era of High-Dose Therapy and Novel Agents. Clin Infect Dis Off Publ Infect
Dis Soc Am (2009) 49(8):1211–25. doi: 10.1086/605664

188. Zhang S, LiuW, Hu B,Wang P, Lv X, Chen S, et al. Prognostic Significance of
Tumor-Infiltrating Natural Killer Cells in Solid Tumors: A Systematic
Review and Meta-Analysis. Front Immunol (2020) 11:1242. doi: 10.3389/
fimmu.2020.01242
January 2022 | Volume 12 | Article 816499

https://doi.org/10.1016/j.smim.2019.06.002
https://doi.org/10.1182/blood-2004-04-1422
https://doi.org/10.1016/0145-2126(87)90158-5
https://doi.org/10.1016/0145-2126(87)90158-5
https://doi.org/10.1046/j.1365-2141.2002.03879.x
https://doi.org/10.3389/fimmu.2017.00293
https://doi.org/10.3389/fimmu.2017.00293
https://doi.org/10.1038/leu.2012.87
https://doi.org/10.1007/s12032-007-0007-y
https://doi.org/10.1007/s12032-007-0007-y
https://doi.org/10.3389/fimmu.2017.01444
https://doi.org/10.3389/fimmu.2019.02357
https://doi.org/10.3389/fimmu.2019.02357
https://doi.org/10.1158/0008-5472.CAN-06-4230
https://doi.org/10.1046/j.1365-2141.1996.4651006.x
https://doi.org/10.1155/2012/421702
https://doi.org/10.1016/j.tranon.2020.100930
https://doi.org/10.1016/j.pharmthera.2016.09.006
https://doi.org/10.1016/j.pharmthera.2016.09.006
https://doi.org/10.1111/j.1600-0609.1990.tb00443.x
https://doi.org/10.3390/cancers13020226
https://doi.org/10.1182/blood.2020009871
https://doi.org/10.1002/cti2.1238
https://doi.org/10.3389/fimmu.2020.01945
https://doi.org/10.1073/pnas.1301891110
https://doi.org/10.1182/blood-2005-11-4535
https://doi.org/10.3389/fimmu.2021.610789
https://doi.org/10.3389/fimmu.2019.02590
https://doi.org/10.1038/leu.2016.81
https://doi.org/10.1016/j.jaci.2013.07.020
https://doi.org/10.4049/jimmunol.166.2.885
https://doi.org/10.3389/fimmu.2021.711621
https://doi.org/10.1172/jci.insight.96219
https://doi.org/10.3390/ijms22073587
https://doi.org/10.3390/ijms22073587
https://doi.org/10.1084/jem.20111229
https://doi.org/10.4049/jimmunol.172.4.2048
https://doi.org/10.1016/j.jaci.2003.08.039
https://doi.org/10.1111/acel.12291
https://doi.org/10.1038/srep22097
https://doi.org/10.1038/srep22097
https://doi.org/10.1038/ni.2388
https://doi.org/10.1038/ni.2388
https://doi.org/10.1007/s40121-017-0146-1
https://doi.org/10.1086/605664
https://doi.org/10.3389/fimmu.2020.01242
https://doi.org/10.3389/fimmu.2020.01242
https://www.frontiersin.org/journals/immunology
http://www.frontiersin.org/
https://www.frontiersin.org/journals/immunology#articles


Venglar et al. NK Cells in Multiple Myeloma
189. Bernardini G, Antonangeli F, Bonanni V, Santoni A. Dysregulation of
Chemokine/Chemokine Receptor Axes and NK Cell Tissue Localization
During Diseases. Front Immunol (2016) 7:402. doi: 10.3389/fimmu.
2016.00402

190. Walzer T, Chiossone L, Chaix J, Calver A, Carozzo C, Garrigue-Antar L, et al.
Natural Killer Cell Trafficking In Vivo Requires a Dedicated Sphingosine 1-
Phosphate Receptor. Nat Immunol (2007) 8(12):1337–44. doi: 10.1038/
ni1523

191. Bernardini G, Sciumè G, Bosisio D, Morrone S, Sozzani S, Santoni A. CCL3
and CXCL12 Regulate Trafficking of Mouse Bone Marrow NK Cell Subsets.
Blood (2008) 111(7):3626–34. doi: 10.1182/blood-2007-08-106203

192. Mayol K, Biajoux V, Marvel J, Balabanian K, Walzer T. Sequential
Desensitization of CXCR4 and S1P5 Controls Natural Killer Cell
Trafficking. Blood (2011) 118(18):4863–71. doi: 10.1182/blood-2011-06-
362574

193. Ponzetta A, Benigni G, Antonangeli F, Sciumè G, Sanseviero E, Zingoni A,
et al. Multiple Myeloma Impairs Bone Marrow Localization of Effector
Natural Killer Cells by Altering the Chemokine Microenvironment. Cancer
Res (2015) 75(22):4766–77. doi: 10.1158/0008-5472.CAN-15-1320

194. Lim SA, Kim J, Jeon S, Shin MH, Kwon J, Kim TJ, et al. Defective
Localization With Impaired Tumor Cytotoxicity Contributes to the
Immune Escape of NK Cells in Pancreatic Cancer Patients. Front
Immunol (2019) 10:496. doi: 10.3389/fimmu.2019.00496

195. Yao X, Matosevic S. Chemokine Networks Modulating Natural Killer Cell
Trafficking to Solid Tumors. Cytokine Growth Factor Rev (2021) 59:36–45.
doi: 10.1016/j.cytogfr.2020.12.003

196. Pellegrino A, Antonaci F, Russo F, Merchionne F, Ribatti D, Vacca A, et al.
CXCR3-Binding Chemokines in Multiple Myeloma. Cancer Lett (2004) 207
(2):221–7. doi: 10.1016/j.canlet.2003.10.036

197. Bolomsky A, Schreder M, Hübl W, Zojer N, Hilbe W, Ludwig H. Monokine
Induced by Interferon Gamma (MIG/CXCL9) Is an Independent Prognostic
Factor in Newly Diagnosed Myeloma. Leuk Lymphoma (2016) 57(11):2516–
25. doi: 10.3109/10428194.2016.1151511

198. Bonanni V, Antonangeli F, Santoni A, Bernardini G. Targeting of CXCR3
Improves Anti-Myeloma Efficacy of Adoptively Transferred Activated
Natural Killer Cells. J Immunother Cancer (2019) 7(1):290. doi: 10.1186/
s40425-019-0751-5

199. Nobutani K, Shimono Y, Mizutani K, Ueda Y, Suzuki T, Kitayama M, et al.
Downregulation of CXCR4 in Metastasized Breast Cancer Cells and
Implication in Their Dormancy. PloS One (2015) 10(6):e0130032.
doi: 10.1371/journal.pone.0130032

200. Bernardini G, Sciumè G, Santoni A. Differential Chemotactic Receptor
Requirements for NK Cell Subset Trafficking Into Bone Marrow. Front
Immunol (2013) 4:12. doi: 10.3389/fimmu.2013.00012

201. Noda M, Omatsu Y, Sugiyama T, Oishi S, Fujii N, Nagasawa T.
CXCL12-CXCR4 Chemokine Signaling Is Essential for NK-Cell
Development in Adult Mice. Blood (2011) 117(2):451–8. doi: 10.1182/
blood-2010-04-277897

202. Kohli K, Pillarisetty VG, Kim TS. Key Chemokines Direct Migration of
Immune Cells in Solid Tumors. Cancer Gene Ther (2021). doi: 10.1038/
s41417-021-00303-x

203. Lesokhin AM, Bal S, Badros AZ. Lessons Learned From Checkpoint
Blockade Targeting PD-1 in Multiple Myeloma. Cancer Immunol Res
(2019) 7(8):1224–9. doi: 10.1158/2326-6066.CIR-19-0148

204. Okazaki T, Honjo T. PD-1 and PD-1 Ligands: From Discovery to Clinical
Application. Int Immunol (2007) 19(7):813–24. doi: 10.1093/intimm/
dxm057

205. Rosenblatt J, Avigan D. Targeting the PD-1/PD-L1 Axis in Multiple
Myeloma: A Dream or a Reality? Blood (2017) 129(3):275–9. doi: 10.1182/
blood-2016-08-731885

206. Quatrini L, Mariotti FR, Munari E, Tumino N, Vacca P, Moretta L. The
Immune Checkpoint PD-1 in Natural Killer Cells: Expression, Function and
Targeting in Tumour Immunotherapy. Cancers (2020) 12(11):E3285.
doi: 10.3390/cancers12113285

207. Lee BH, Park Y, Kim JH, Kang KW, Lee SJ, Kim SJ, et al. PD-L1 Expression
in Bone Marrow Plasma Cells as a Biomarker to Predict Multiple Myeloma
Prognosis: Developing a Nomogram-Based Prognostic Model. Sci Rep (2020)
10(1):12641. doi: 10.1038/s41598-020-69616-5
Frontiers in Immunology | www.frontiersin.org 1983
208. Tamura H, Ishibashi M, Sunakawa-Kii M, Inokuchi K. PD-L1–PD-1
Pathway in the Pathophysiology of Multiple Myeloma. Cancers (2020) 12
(4):924. doi: 10.3390/cancers12040924

209. Benson DM, Bakan CE, Mishra A, Hofmeister CC, Efebera Y, Becknell B,
et al. The PD-1/PD-L1 Axis Modulates the Natural Killer Cell Versus
Multiple Myeloma Effect: A Therapeutic Target for CT-011, a Novel
Monoclonal Anti–PD-1 Antibody. Blood (2010) 116(13):2286–94.
doi: 10.1182/blood-2010-02-271874

210. Carter L, Fouser LA, Jussif J, Fitz L, Deng B, Wood CR, et al. PD-1:PD-L
Inhibitory Pathway Affects Both CD4(+) and CD8(+) T Cells and Is
Overcome by IL-2. Eur J Immunol (2002) 32(3):634–43. doi: 10.1002/
1521-4141(200203)32:3<634::AID-IMMU634>3.0.CO;2-9

211. Davis Z, Felices M, Lenvik TR, Badal S, Hinderlie P, Blazar BR, et al. PD-1 Is
Expressed at Low Levels on All Peripheral Blood Natural Killer Cells But Is a
Significant Suppressor of NK Function Against PD-1 Ligand Expressing
Tumor Targets. Blood (2019) 134(Supplement_1):621–1. doi: 10.1182/blood-
2019-127261

212. Liu Y, Cheng Y, Xu Y, Wang Z, Du X, Li C, et al. Increased Expression of
Programmed Cell Death Protein 1 on NK Cells Inhibits NK-Cell-Mediated
Anti-Tumor Function and Indicates Poor Prognosis in Digestive Cancers.
Oncogene (2017) 36(44):6143–53. doi: 10.1038/onc.2017.209

213. Laba S, Mallett G, Amarnath S. The Depths of PD-1 Function Within the
Tumor Microenvironment Beyond CD8+ T Cells. Semin Cancer Biol (2021)
S1044-579X(21):00153–X. doi: 10.1016/j.semcancer.2021.05.022 Published
online May 25.

214. Iwata T, Kondo Y, Kimura O, Morosawa T, Fujisaka Y, Umetsu T, et al. PD-
L1+MDSCs are Increased in HCC Patients and Induced by Soluble Factor in
the Tumor Microenvironment. Sci Rep (2016) 6:39296. doi: 10.1038/
srep39296

215. Lu C, Redd PS, Lee JR, Savage N, Liu K. The Expression Profiles and
Regulation of PD-L1 in Tumor-Induced Myeloid-Derived Suppressor
Cells. OncoImmunol (2016) 5(12):e1247135. doi: 10.1080/2162402X.2016.
1247135

216. Tamura H, Ishibashi M, Yamashita T, Tanosaki S, Okuyama N, Kondo A,
et al. Marrow Stromal Cells Induce B7-H1 Expression on Myeloma Cells,
Generating Aggressive Characteristics in Multiple Myeloma. Leukemia
(2013) 27(2):464–72. doi: 10.1038/leu.2012.213

217. Chen H, Li M, Sanchez E, Soof CM, Bujarski S, Ng N, et al. The JAK Inhibitor
Blocks PD-L1, PD-L2 and CD44 Expression in Multiple Myeloma (MM) and
Sensitizes MM Cells to Lenalidomide and Steroids. Blood (2018) 132
(Supplement 1):1910. doi: 10.1182/blood-2018-99-119099

218. Lee YS, Choi H, Cho HR, Son WC, Park YS, Kang CD, et al. Downregulation
of NKG2DLs by TGF-b in Human Lung Cancer Cells. BMC Immunol (2021)
22(1):44. doi: 10.1186/s12865-021-00434-8

219. Kinter AL, Godbout EJ, McNally JP, Sereti I, Roby GA, O’Shea MA, et al. The
Common Gamma-Chain Cytokines IL-2, IL-7, IL-15, and IL-21 Induce the
Expression of Programmed Death-1 and its Ligands. J Immunol Baltim Md
1950 (2008) 181(10):6738–46. doi: 10.4049/jimmunol.181.10.6738

220. Park IH, Yang HN, Lee KJ, Kim TS, Lee ES, Jung SY, et al. Tumor-Derived
IL-18 Induces PD-1 Expression on Immunosuppressive NK Cells in Triple-
Negative Breast Cancer. Oncotarget (2017) 8(20):32722–30. doi: 10.18632/
oncotarget.16281

221. Terawaki S, Chikuma S, Shibayama S, Hayashi T, Yoshida T, Okazaki T, et al.
IFN-a Directly Promotes Programmed Cell Death-1 Transcription and
Limits the Duration of T Cell-Mediated Immunity. J Immunol Baltim Md
1950 (2011) 186(5):2772–9. doi: 10.4049/jimmunol.1003208

222. Noman MZ, Desantis G, Janji B, Hasmim M, Karray S, Dessen P, et al. PD-
L1 Is a Novel Direct Target of HIF-1a, and its Blockade Under Hypoxia
Enhanced MDSC-Mediated T Cell Activation. J Exp Med (2014) 211(5):781–
90. doi: 10.1084/jem.20131916

223. Cluff ER, Nolan J, Collins C, Varadaraj A, Rajasekaran N. Hypoxia-Inducible
Factor-1a is Upregulated in Natural Killer Cells by Interleukin-2 and
Hypoxia via PI3K/mTOR Signaling Pathway. J Immunol (2019) 202(1
Supplement):194.37–7.

224. Sun C, Xu J, Huang Q, Huang M, Wen H, Zhang C, et al. High NKG2A
Expression Contributes to NK Cell Exhaustion and Predicts a Poor
Prognosis of Patients With Liver Cancer. OncoImmunol (2016) 6(1):
e1264562. doi: 10.1080/2162402X.2016.1264562
January 2022 | Volume 12 | Article 816499

https://doi.org/10.3389/fimmu.2016.00402
https://doi.org/10.3389/fimmu.2016.00402
https://doi.org/10.1038/ni1523
https://doi.org/10.1038/ni1523
https://doi.org/10.1182/blood-2007-08-106203
https://doi.org/10.1182/blood-2011-06-362574
https://doi.org/10.1182/blood-2011-06-362574
https://doi.org/10.1158/0008-5472.CAN-15-1320
https://doi.org/10.3389/fimmu.2019.00496
https://doi.org/10.1016/j.cytogfr.2020.12.003
https://doi.org/10.1016/j.canlet.2003.10.036
https://doi.org/10.3109/10428194.2016.1151511
https://doi.org/10.1186/s40425-019-0751-5
https://doi.org/10.1186/s40425-019-0751-5
https://doi.org/10.1371/journal.pone.0130032
https://doi.org/10.3389/fimmu.2013.00012
https://doi.org/10.1182/blood-2010-04-277897
https://doi.org/10.1182/blood-2010-04-277897
https://doi.org/10.1038/s41417-021-00303-x
https://doi.org/10.1038/s41417-021-00303-x
https://doi.org/10.1158/2326-6066.CIR-19-0148
https://doi.org/10.1093/intimm/dxm057
https://doi.org/10.1093/intimm/dxm057
https://doi.org/10.1182/blood-2016-08-731885
https://doi.org/10.1182/blood-2016-08-731885
https://doi.org/10.3390/cancers12113285
https://doi.org/10.1038/s41598-020-69616-5
https://doi.org/10.3390/cancers12040924
https://doi.org/10.1182/blood-2010-02-271874
https://doi.org/10.1002/1521-4141(200203)32:3%3C634::AID-IMMU634%3E3.0.CO;2-9
https://doi.org/10.1002/1521-4141(200203)32:3%3C634::AID-IMMU634%3E3.0.CO;2-9
https://doi.org/10.1182/blood-2019-127261
https://doi.org/10.1182/blood-2019-127261
https://doi.org/10.1038/onc.2017.209
https://doi.org/10.1016/j.semcancer.2021.05.022
https://doi.org/10.1038/srep39296
https://doi.org/10.1038/srep39296
https://doi.org/10.1080/2162402X.2016.1247135
https://doi.org/10.1080/2162402X.2016.1247135
https://doi.org/10.1038/leu.2012.213
https://doi.org/10.1182/blood-2018-99-119099
https://doi.org/10.1186/s12865-021-00434-8
https://doi.org/10.4049/jimmunol.181.10.6738
https://doi.org/10.18632/oncotarget.16281
https://doi.org/10.18632/oncotarget.16281
https://doi.org/10.4049/jimmunol.1003208
https://doi.org/10.1084/jem.20131916
https://doi.org/10.1080/2162402X.2016.1264562
https://www.frontiersin.org/journals/immunology
http://www.frontiersin.org/
https://www.frontiersin.org/journals/immunology#articles


Venglar et al. NK Cells in Multiple Myeloma
225. Gooden M, Lampen M, Jordanova ES, Leffers N, Trimbos JB, van der Burg
SH, et al. HLA-E Expression by Gynecological Cancers Restrains Tumor-
Infiltrating CD8+ T Lymphocytes. Proc Natl Acad Sci USA (2011) 108
(26):10656–61. doi: 10.1073/pnas.1100354108

226. Benevolo M, Mottolese M, Tremante E, Rollo F, Diodoro MG, Ercolani C,
et al. High Expression of HLA-E in Colorectal Carcinoma Is Associated With
a Favorable Prognosis. J Transl Med (2011) 9:184. doi: 10.1186/1479-5876-9-
184

227. Mahaweni NM, Ehlers FAI, Sarkar S, Janssen JWH, Tilanus MGJ, Bos GMJ,
et al. NKG2A Expression Is Not Per Se Detrimental for the Anti-Multiple
Myeloma Activity of Activated Natural Killer Cells in an In Vitro System
Mimicking the Tumor Microenvironment. Front Immunol (2018) 9:1415.
doi: 10.3389/fimmu.2018.01415

228. Kamiya T, Seow SV, Wong D, Robinson M, Campana D. Blocking
Expression of Inhibitory Receptor NKG2A Overcomes Tumor Resistance
to NK Cells. J Clin Invest (2019) 129(5):2094–106. doi: 10.1172/JCI123955
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Antibodies targeting programmed death receptor-1 (PD-1)/programmed death ligand-1
(PD-L1) have been considered breakthrough therapies for a variety of solid and
hematological malignancies. Although cytotoxic T cells play an important antitumor role
during checkpoint blockade, they still show a potential killing effect on tumor types
showing loss of/low major histocompatibility complex (MHC) expression and/or low
neoantigen load; this knowledge has shifted the focus of researchers toward
mechanisms of action other than T cell-driven immune responses. Evidence suggests
that the blockade of the PD-1/PD-L1 axis may also improve natural killer (NK)-cell function
and activity through direct or indirect mechanisms, which enhances antitumor cytotoxic
effects; although important, this topic has been neglected in previous studies. Recently,
some studies have reported evidence of PD-1 and PD-L1 expression in human NK cells,
performed exploration of the intrinsic mechanism by which PD-1/PD-L1 blockade
enhances NK-cell responses, and made some progress. This article summarizes the
recent advances regarding the expression of PD-1 and PD-L1 molecules on the surface of
NK cells as well as the interaction between anti-PD-1/PD-L1 drugs and NK cells and
associated molecular mechanisms in the tumor microenvironment.

Keywords: tumor, immune checkpoint inhibitor, natural killer cell, programmed death receptor-1, programmed
death-ligand 1
1 INTRODUCTION

Antibodies targeting programmed death receptor-1 (PD-1) and programmed death ligand 1 (PD-
L1) have been approved for the treatment of a variety of solid and hematologic malignancies;
patients with various malignancies and even those with a very advanced disease showed durable
responses to this treatment (1–3). However, only 10–20% of patients with different tumor types
respond well to PD-1/PD-L1 blocking therapy (3, 4). In addition, treatment with anti-PD-1/PD-L1
monoclonal antibodies (mAbs) can lead to unexplained clinical responses of tumors with no or
low expression of major histocompatibility complex (MHC) and/or PD-L1 (2, 4, 5). Therefore, a
better understanding of the mechanisms of action of anti-PD-L1 (or anti-PD-1) mAb therapy
and the impact of this therapy on each component of the tumor immune microenvironment
will help improve the precision of cancer immunotherapeutics in the future. Most believe
that antibodies targeting PD-1 and PD-L1 are largely only beneficial for eliciting T cell-driven
responses, but accumulating evidence suggests that blocking the PD-1/PD-L1 axis may also improve
org May 2022 | Volume 13 | Article 886931187
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natural killer (NK)-cell function and activity and enhance
antitumor cytotoxicity through direct/indirect but crucial
mechanisms. For example, Hodgkin lymphoma cells with
defective MHC class I expression responds well to anti-PD-1
mAb therapy, which suggests the presence of immune responses
that are independent of cytotoxic CD8+T cells, inhibited by PD-
1, and rescued by anti-PD-1 therapy (5–7). NK cells show MHC-
independent antitumor cytotoxicity, which allows them to
exhibit killing effects on many tumor types with absent or low
MHC expression and/or low neoantigen burden. Recently, some
studies have reported evidence of PD-1 and PD-L1 expression in
human NK cells (8, 9). In vivo mechanistic studies on whether
and how PD-1 or PD-L1 plays a role in NK-cell response to
tumors and whether and how PD-1/PD-L1 blockade mobilizes
NK cell response remain scarce; however, with the development
of multi-omics and high-throughput sequencing technologies,
the understanding of this field has gradually deepened and
progressed. Based on this knowledge, in this article, we
comprehensively review the expression of PD-1 and PD-L1
molecules on the surface of NK cells and discuss the
interactions between anti-PD-1/PD-L1 drugs and NK cells in
the tumor microenvironment (TME) as well as the associated
molecular mechanisms.
2 NK CELL FUNCTION AND PHENOTYPE

NK cells are mainly involved in killing microbes and malignantly
transformed allogeneic and autologous cells without prior
sensitization and exhibit non-MHC-restricted antitumor
cytotoxicity (10). Activated NK cells exert a strong cytotoxic effect
by inducing the secretionof cytotoxicmediators and the production
of inflammatory cytokines and chemokines through integration of
adhesion molecules and receptor signaling activation (11).
According to the CD56 density on the cell surface, NK cells can
be divided into CD56dim (~90%) and CD56dim (~10%) cells (12).
CD56bright mainly performs immunoregulatory function by
secreting cytokines, while CD56dim mainly performs cytolytic
function by secreting granzyme B and perforin, which enhance
the expression of immunoglobulin-like receptors and Fcg receptor
III (FcgRIII)/CD16 (13, 14). Induction and regulation of NK cell
function is mediated by a range of activating or inhibitory surface
receptors. In humans, the main activating receptors involved in
target-cell killing include natural cytotoxic receptors (NCRs)
(including NKp46, NKp30, and NKp44) and NKG2D (15).
FcgRIII is also an activating receptor that is mainly expressed by
CD56dimNK cells and is essential for antibody-dependent cell-
mediated cytotoxicity (ADCC) against IgG-coated target cells
(16). Conversely, MHC class I antigen-specific inhibitory
receptors on the surface of NK cells, namely, killer cell
immunog lobu l in- l ike r ecep tor s (KIRs ) , l eukocy te
immunoglobulin-like receptors (LIRs), and natural killer group
2 A (NKG2A), tightly regulate the cytotoxicity mediated by these
cells and theproductionof lymphokines, by recognizing selfMHC-I
antigens (17, 18). In addition, several non-MHC-specific inhibitory
Frontiers in Immunology | www.frontiersin.org 288
NK receptors have been identified, including classical cytotoxic
T-lymphocyte-associated protein 4 (CTLA-4), PD-1, and T cell
immunoreceptor with Ig and immunoreceptor tyrosine-based
inhibitory motif (ITIM) domains (TIGIT), CD96, lymphocyte-
activation gene 3 (LAG-3), and T cell immunoglobulin-3 (TIM-3)
(19). Sheffer M et al. (20) systematically defined the molecular
signature of human tumor cells that determines their sensitivity to
human allogeneic NK cells and found that the transcriptional
signature of NK cell-sensitive tumor cells correlates with immune
checkpoint inhibitor (ICI) resistance in clinical samples. The study
has also applied genome-scale CRISPR-based gene editing screens
in several solid tumor cell lines to functionally interrogate which
genes in tumor cells regulate responses to NK cells. Tumor cells
escape immune responses by regulating the expression of inhibitory
receptors on NK cells, and in this context, PD-1/PD-L1 axis has
been studied extensively; understanding the expression of NK cell
surface receptors and their role in the functional activity ofNK cells
is essential for the development of effective immunotherapies.
3 PD-1/PD-L1 ON NK CELLS:
EXPRESSION, REGULATION, AND
EFFECTS ON CELL FUNCTION

3.1 PD-1 on NK Cells: Expression,
Regulation, and Effect on Cell Function
PD-1 is a member of the immunoglobulin superfamily. It can be
expressed on various immune cells, including T (CD4+ and
CD8+) cells, B cells, bone marrow cells, NK cells, and other
innate lymphocytes (ILCs) (21–23). When bound to ligands
(PD-L1 and PD-L2) that may be expressed on tumor cells, PD-
1 may play a role in impairing antitumor effects and facilitating
tumor immune escape (21–23). In recent years, researchers have
shown interest in targeting PD-1 to increase NK activity.
However, PD-1 expression on NK cells is diverse and difficult
to clarify. High expression of PD-1 on NK cells can be detected in
the peripheral blood of approximately one-quarter of healthy
individuals (22). PD-1, which is usually not expressed on
CD56bright NK cells, is confined to fully mature NK cells of
NKG2A−KIR+CD57+CD56dim phenotype (24). In the TMEs of
various cancers, such as ovarian cancer (ascites), Kaposi’s
sarcoma (peripheral blood), renal cell carcinoma, and multiple
myeloma, the proportion of PD-1+ NK cells and the expression
of PD-1 on NK cells increase (25–28). PD-1 expression on
peripheral and tumor infiltrating NK cells from patients with
digestive cancers was increased (29). In addition, chronic
infections such as those caused by human immunodeficiency
virus (HIV), hepatitis C virus (HCV), and human
cytomegalovirus (HCMV) have also been shown to enhance
PD-1 expression on NK cells (30, 31).

PD-1, an important checkpoint of NK activation, is more
abundantly expressed in activated NK cells than in inactivated
NK cells (9). Functional and phenotypic assays showed that PD-
1+ NK cells had the highest functional activity when stimulated
and that most of these cells expressed activation markers (CD69
May 2022 | Volume 13 | Article 886931
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and Sca-1) (32). A higher frequency of circulating PD-1+ NK
cells (mean > 9%) was associated with a better overall survival
(OS) in patients with head and neck cancers (HNCs) (33), which
indicates that PD-1+ NK cells are not necessarily inactive in PD-
L1+ tumors but may only be inhibited from killing tumor cells.
The interaction of PD-1 with its ligands provides a negative
signal for the activation of NK cells, which causes the NK cells to
express a dysfunctional, exhausted phenotype (26) and an
inhibited antitumor ability (29). Several murine tumor models
have shown that PD-1+ NK cells present at the site of PD-L1+

tumors exhibit an exhaustive phenotype and that PD-1/PD-L1
interaction strongly inhibits NK cell-mediated antitumor
immunity (32). Overall, PD-1+ NK cells exhibit enhanced
apoptotic sensitivity, reduced cytolytic activity, impaired
cytotoxic and cytokine production efficiencies, and reduced
proliferative capacity in PD-L1+ tumors (24, 29). In addition,
immune cells in TME can also affect NK cells by expressing PD-
L1. For example, tumor-associated neutrophils (TANs) can
impair the cytotoxicity and infiltration capacity of NK cells,
and downregulation of CCR1 leads to diminished infiltration
capacity of NK cells and reduced responsiveness of the NK-
activating receptors NKp46 and NKG2D (34); CD56dimPD-1+

NK cells expressed in patients with Hodgkin lymphoma are
efficiently inhibited by PD-L1-expressing myeloid cells (35).

The molecular mechanisms regulating PD-1 expression in
human NK cells have not yet been elucidated. Signaling by
cells and/or soluble factors in the TME may play a major role,
and cytokines may mediate crosstalk between different immune
checkpoints. For example, it has been demonstrated that tumor-
derived interleukin (IL)-18 increases the immunosuppressive
CD56dimCD16dim/- NK cell fraction in patients with triple-
negative breast cancer (TNBC) and induces the expression of
PD-1 in these cells (36). The G-CSF/STAT3 pathway and IL-18
are responsible for upregulating PD-L1 expression on TANs and
NK cells, respectively; transforming growth factor-b (TGF-b)
and interferon-g (IFN-g) impair NK cell cytotoxicity by
upregulating the expressions of PD-L1 and PD-1 on tumor cells
and NK cells, respectively (37). In addition, chemotherapeutic
agents can upregulate PD-1 expression on NK cells and
PD-L1 expression on tumor cells through nuclear factor
kappa B (NF-kB) (38). In future studies, it is important to
identify the mechanisms that lead to the expression of PD-1
on NK cells in the TME and their importance in NK cell-
based immunotherapy.

3.2 PD-L1 on NK Cells: Expression,
Regulation, and Effect on Cell Function
IFN-g secreted by activated T cells can stimulate the upregulation
of PD-L1 expression on the surface of tumor cells and transmit
inhibitory signals to T cells after PD-L1–PD-1 binding, which
results in T cell dysfunction and tumor immune escape (39). PD-
L1 is reported to be expressed on tumor cells as well as immune
cells within the TME, including antigen presenting cells (APCs)
(mainly macrophages and dendritic cells [DCs]), activated/
depleted T and B lymphocytes, regulatory T cells (Tregs), and
NK cells (8, 40). According to a comprehensive review by Sun
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et al. (41), the regulation of PD-L1 expression and function
occurs at different levels. Several inflammatory mediators,
including TNF-a, IFN-g, IL-10, IL-17, and C5a, are inducers of
PD-L1 expression (42–44). The JAK/STAT, RAS/MAPK, and
PTEN-PI3K/AKT pathways are involved in the control of PD-L1
gene expression through different downstream transcription
factors, such as STAT1, STAT3, IRF1, IRF3, HIF-1a, MYC,
JUN, BRD4, and NF-kB (45). Corresponding DNA-binding
elements other than IRF3 have been described on the PD-L1
gene promoter (46–48). Other regulatory mechanisms include
microRNA (e.g., miR-513, miR-34a, miR-200, and miR-570)-
mediated post-transcriptional repression and the presence of
soluble PD-L1 (sPD-L1) in the blood, which may compete with
membrane-bound PD-L1 for binding to PD-1 to regulate cell
surface PD-L1 expression (41, 49).

IFN-g is one of the most studied inducers of PD-L1 expression
in tumors, and NF-kB (a major transcription factor of
inflammation and immunity) is involved in NK cell activation
to regulate IFN-g production (50). Researchers have proposed
that NF-kB directly induces PD-L1 gene transcription by binding
to the latter’s promoter and that it post-transcriptionally regulates
PD-L1 through an indirect pathway; thus, NF-kB may be a key
positive regulator of PD-L1 expression in tumors (51). In
addition, the PD-L1 promoter contains a hypoxia-inducible
factor 1-alpha (HIF-1a) response element (52, 53), which drives
the IKK-b gene transcription through a hypoxia response element
present in the promoter while supporting NF-kB pathway
activation by directly inducing p65 (54, 55); NF-kB can also
induce HIF-1a transcription by directly binding to the HIF-1a
promoter (56). Thus, both HIF-1a and NF-kB pathways can
initiate and maintain PD-L1 expression and reinforce each other
through positive feedback. Thus, the possibility that these
signaling pathways can regulate PD-L1 expression in NK cells
must be explored. A recent study confirmed that some myeloid
leukemia cell lines and acute myeloid leukemia (AML) blasts from
patients can induce PD-L1 signaling in NK cells through the
PI3K/AKT/NF-kB pathway (8). Notably, the expression levels of
two activating antigens, CD69 and CD25, were significantly
higher in PD-L1+ NK cells than in PD-L1- NK cells, which
indicates that PD-L1+ NK cells show an increase in antitumor
cytotoxic effector function and IFN-g-mediated CD69 expression.
The study revealed that the higher the sensitivity of the target
cells to NK cell cytotoxicity (due to its negative correlation
with MHC-I molecule expression), the greater the directness
of the cell-cell contact between NK cells and target cells, the
higher the expression of PD-L1, and the stronger the activation of
CD69 NK cells (8). Therefore, PD-L1 expression on NK cells
may serve as an in vivo biomarker for sensitivity to NK cell
lysis in patients with tumors. Nonetheless, the expression
and function of PD-L1 on NK cells and the involvement
of PD-L1+ NK cells in anti-PD-L1 mAb therapy has not
been comprehensively explored. An improvement in the
understanding of PD-L1 expression on NK cells and signaling
regulatory mechanisms is essential to understand tumor and
immune cell biological characteristics and to develop NK cell-
based antitumor immunotherapy.
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4 EFFECTS OF ANTI-PD-1/PD-L1
ANTIBODIES ON NK CELL FUNCTION
AND CORRESPONDING REGULATORY
MECHANISMS

Existing literature has shown the potential benefits of anti-PD-1/
PD-L1 therapy in rescuing and/or improving NK cell function
and improving antitumor immune responses (28, 29, 33, 57).
Researchers have found that disrupting the PD-1/PD-L1
interaction can enhance the killing effect of NK cells on tumor
cells of mice with several cancers, and in some models, PD-1/PD-
L1 blockers are completely ineffective when mouse NK cells are
depleted (32). In humanized (Hu) NOD.Cg-PrkdcscidIl2rgtm1Wjl/
SzJ (NSG) mice xenografted with dedifferentiated liposarcoma
(DDLPS), abundance of hCD8+ T subsets, such as hCD8+

IFN-g+, hCD8+PD-1+, and hCD8+Ki-67+ cells, and hNK
subsets, such as hCD56+IFN-g+, hCD56+PD-1+, and
hCD56+Ki-67+ cells, is functionally associated with anti-PD-1
effects (58). In addition, a significant increase in the number of
activated hCD56+NKp46+NKG2D+ NK cells was also detected,
which indicates that NK cells play a pivotal role in the antitumor
effect of anti-PD-1 therapy (58).

PD-1/PD-L1 blocking may rescue multiple aspects of NK cell-
mediated antitumor immune activity (Figure 1). Firstly, most
studies have shown that PD-1 expression on the surface of NK
cells is upregulated in the TME, and this expression plays a
negative immunoregulatory role after binding to the
corresponding ligands and is associated with poor tumor
prognosis (29, 32, 33). PD-1/PD-L1 blockade can activate NK
cells by preventing inhibitory signals between PD-1+ NK cells
and PD-L1+ target cells. Secondly, the activity of NK cells is
determined by a series of activation and inhibition signals, and
PD-1 blockade via antibodies activates some positive regulatory
Frontiers in Immunology | www.frontiersin.org 490
signaling pathways or prevents other intracellular inhibitory
signals (8); furthermore, the unique ADCC effect of NK cells
may be activated and enhanced by some PD-1/PD-L1 blockers,
and this effect triggers strong antitumor activity (59). In addition,
anti-PD-1/PD-L1 therapy may indirectly affect NK cell function
through other immune cells in the TME (60, 61). NK cells may,
in turn, enhance tumor immune responsiveness to PD-1
antibodies by affecting other immune factors in the TME.
These mechanisms are reviewed in detail below.

4.1 Direct Interaction of Anti-PD-1/PD-L1
Antibodies With NK Cells
4.1.1 Anti-PD-1/PD-L1 Antibodies Block PD-1/PD-L1
Inhibitory Signaling in NK Cells
As discussed above, the binding of PD-L1 expressed by tumor
cell surface to PD-1 expressed by activated NK cells potentially
inhibits NK cell-dependent immune surveillance and mediates
antitumor immune responses. However, studies on the
mechanism by which PD-1 inhibits NK cell response against
tumors and the possibility of inducing NK cell responses via PD-
1/PD-L1 blockade are still scarce. In one study, CD16- or ILCs-
activated NK cells showed upregulated expression of PD-1, as
well as CD69, CD107a, IFN-g, and granzyme B; however, the
expression of these molecules was downregulated and that of
CD16 surface density was significantly downregulated after the
binding of PD-1 to PD-L1 (33). PD-1 blockade increased NK cell
activation and cytotoxicity, but only in patients with HNCs
showing high PD-L1 expression (33). Another study used anti-
PD-1/PD-L1 antibodies to block the interaction between PD-
1and PD-L1 and found that this strategy could help reverse PD-1
inhibition and the dysfunctional state of PD-1+ NK cells. This
blockade leads to a significant increase in NK cell cytotoxicity
and cytokine production, inhibition of tumor growth in vivo, and
FIGURE 1 | Effects of anti-PD-1/PD-L1 antibodies on NK cell function and corresponding regulatory mechanisms. Direct interaction of anti-PD-1/PD-L1 antibodies with NK
cells: ①Anti-PD-1/PD-L1 antibodies block PD-1/PD-L1 inhibitory signaling in NK cells; ②Anti-PD-1/PD-L1 antibodies enhance PD-L1+ NK-cell antitumor activity; ③Anti-PD-1/
PD-L1 antibodies enhance the ADCC effect of NK cells; ④Anti-PD-1/PD-L1 bispecific antibodies induce phenotypic transformation of NK cells; Indirect interaction of anti-PD-1/
PD-L1 antibodies with NK cells: ⑤Anti-PD-1/PD-L1 antibodies indirectly reverse NK cell exhaustion by affecting CD8+ T cell activity; ⑥Anti-PD-1/PD-L1 antibodies relieve the
inhibition of NK cell function by affecting Tregs. KIRs, killer cell immunoglobulin-like receptors; LIRs, leukocyte immunoglobulin-like receptors; NKG2A, natural killer group 2 A;
CTLA-4, cytotoxicT-lymphocyte-associated protein 4; IL, interleukin; NCE, NK cell exhaustion; PD-1, programmed death receptor-1; PD-L1, programmed death-ligand 1;
MHC, major histocompatibility complex; TGF-b, transformation growth factor-b; IFN-g, interferon-g; Tregs, regulatory T cells; CSF-1, colony-stimulating factor 1; EGFR,
epidermal growth factor receptor; NK cell, natural killer cell; TAMs, tumor-associated macrophages; MDSCs, myeloid-derived suppressor cells.
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obvious improvement in NK cell-based antitumor response (32).
Similarly, a previous study found that blocking PD-1/PD-L1
signaling on the surface of NK cells significantly enhanced IFN-g
production, CD107a expression, and cell degranulation, and
inhibited NK cell apoptosis in vitro. More importantly, PD-1
blocking antibody was found to significantly inhibit the growth
of xenograft tumors, and NK depletion completely abolished this
inhibition of tumor growth (29). However, inhibition of tumor
growth could be completely abolished by NK depletion.
Furthermore, PD-1 may exert its inhibitory effect on NK cells
by interfering with AKT activation, and PD-1/PD-L1 blockade
activates NK cells by enhancing the PI3K/AKT signaling
pathway in them (29). In addition, anti-PD-1/PD-L1
antibodies can enhance the secretion of tumor necrosis factor-
related apoptosis-inducing ligand (TRAIL) by inhibiting PD-1 in
NK cells, effectively improving the antitumor activity of these
cells (62). IFN-b has been shown to activate NK cells and induce
cytotoxicity against tumor cells by upregulating NK cell-surface
membrane-bound and soluble TRAIL expression, which leads to
subsequent activation of the TRAIL receptor signaling pathway
and apoptosis in nasopharyngeal carcinoma (NPC) cells (62).
Subsequently, blocking the PD-1/PD-L1 checkpoint in the
presence of IFN-b further increased the killing activity of NK
cells against NPC cells, and this suggests that blocking PD-1 in
activated NK cells may increase the secretion of soluble TRAIL
and contribute to the killing of TRAIL NPC cells (62). This study
revealed a new mechanism by which IFN-b and anti-PD-1
antibodies enhance the antitumor effect of NK cells and
provide ideas for the therapeutic strategy of the combination of
IFN-b and anti-PD-1.

Recently, researchers have found that repetitive irradiation
can increase PD-L1 levels in non-small cell lung carcinoma
(NSCLC) cells while reducing NKG2D ligand levels, which
may reduce the sensitivity of lung tumor cells to the cytotoxic
effect of NK cells and the possibility that tumor cells escape
immune responses (63). Mechanistic studies revealed that IL-6-
MEK/ERK signaling contributes most significantly to the
upregulation of PD-L1 or downregulation of NKG2D ligand in
radioresistant cells (63), while in another similar study, IL‐6‐
JAK/STAT3 signaling was shown to contribute significantly to
this process (64). Subsequently, researchers examined PD‐1
levels in NK cells and found that PD‐1 expression could not be
detected in primary NK cells, but this expression increased when
NK cells were exposed to tumor cells; in other words, there was a
PD‐L1/PD‐1 interaction between tumor cells and NK cells,
which inhibited the activity of NK cells (63). When
neutralizing antibodies against PD-L1 were added to
radioresistant cell/NK cell co-cultures, this resistance was
reduced and the susceptibility of tumor cells to NK cell
cytotoxicity increased, presumably because PD‐L1/PD‐1
interaction was blocked (63). In addition, the added PD-L1
antibodies effectively reversed NK cell activity by releasing PD-
1 from the PD-L1–PD-1 complex; these antibodies also
effectively reversed the expression of NKG2D ligand on tumor
cells, which further enhanced the killing ability of NK cells
against tumor cells (63). In summary, the PD-1/PD-L1 axis is
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an inhibitory/regulatory signal for the interaction between tumor
cells and NK cells, and blocking of PD-1/PD-L1 interaction may
be an effective antitumor immunotherapeutic strategy that is
based on the reversal of NK cell dysfunction.

4.1.2 Anti-PD-1/PD-L1 Antibodies Enhance PD-L1+

NK-Cell Antitumor Activity
Anti-PD-1/L1 mAbs may act on NK cells through other non-
PD-1 dependent pathways in addition to the PD-1/PD-L1
pathway. Upon encountering and being activated by NK-
susceptible tumor cells, NK cells not only secrete cytokines and
cytolytic granules, but also upregulate the expression of PD-L1
on their own surface through the PI3K/AKT/NF-kB pathway (8).
This population of PD-L1+ NK cells is essential for the antitumor
activity of PD-L1 mAbs. Upon application of atezolizumab, an
mAb medication against PD-L1, PD-L1+ NK cells express
significantly increased levels of granzyme B, IFN-g, and
CD107a, which results in a significant increase in antitumor
activity and ultimately a significant decrease in tumor burden in
mice (8). Furthermore, it was confirmed that anti-PD-L1 mAbs
directly activate PD-L1+ NK cells through the p38/NF-kB
pathway in PD-L1− tumors (8). Upregulation of PD-L1 by NK
cells, as well as the direct effect of atezolizumab on NK cells, leads
to NF-kB activation, which creates a positive feedback loop in the
presence of excessive immunotherapeutic agents to consistently
induce PD-L1 expression and further activate NK cells (8). In the
loop, the binding of anti-PD-L1 mAbs to PD-L1 upregulates PD-
L1 expression on the surface of NK cells, thus, increasing the
number of binding sites for the drug; this, in turn, leads to
sustained activation of p38, which further transmits strong
activation signals to NK cells to maintain their cytotoxic and
cytokine secretion characteristics (8). The study suggested that
anti-PD-L1 mAb therapy has a unique therapeutic effect against
PD-L1-negative tumors (8). Based on the fact that PD-L1+ NK
cells act through a PD-1-independent pathway, the discovery
of new antitumor mechanisms provides insights into the
activation of NK cells and a potential explanation for the
response to anti-PD-L1 mAb therapy in some patients who
lack PD-L1 expression.

4.1.3 Anti-PD-1/PD-L1 Antibodies Enhance the
ADCC Effect of NK Cells
Most PD-1/PD-L1 inhibitors (including nivolumab,
pembrolizumab, etc.) have human IgG4 which has low
fragment crystallizable (Fc) effector activity. These would be
expected to have low ADCC. Atezolizumab is aglycosylated
and would be expected to have no ADCC. These all prevent
potent ADCC against non-tumor cells expressing PD-L1.
However, avelumab, a fully human IgG1 anti-PD-L1 mAb
containing a wild-type Fc that induces ADCC (65), has shown
toxicity and efficacy similar to those of Fc-modified anti-PD-1/
PD-L1 mAbs in several phase I and II clinical trials (66).
FcgRIIIA expressed on NK cells can activate NK cell-induced
cytotoxicity by recognizing the Fc portion of tumor-bound
antibodies and releasing cytotoxic factors and cytokines that
recruit and activate other immune cells with specific antitumor
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activity in the presence of tumor antigen-targeting antibodies
(16). Investigators have demonstrated that avelumab triggers and
enhances NK cell-mediated ADCC against TNBC cells
expressing a certain level of PD-L1, which results in a
significant increase in tumor cell lysis. Park et al. (59) also
demonstrated that when NK cells were co-cultured with wild-
type Fc anti-PD-L1 mAbs, which can induce ADCC effects on
NK cells, the cytotoxicity against PD-L1-positive tumor cell lines
was significantly enhanced. Therefore, some anti-PD-L1 mAbs
may act as both tumor antigen-targeting antibodies and anti-PD-
L1 inhibitors, which leads to the activation of NK cell and CD8+

T cell and improvement in therapeutic efficacy.
The magnitude of the ADCC effect of NK cells evoked by

anti-PD-L1 mAbs may be modulated by other factors. First,
polymorphisms in FcgRIIIA may affect NK cell-mediated
interindividual variability in the ADCC effect (67). Although
this association was identified in studies involving different
tumor antigen-targeting mAbs of the IgG1 isotype (rituximab,
trastuzumab, and cetuximab), it may not be generalizable to
different settings (68). Preliminary in vitro results showed that
avelumab-mediated ADCC was more effective in patients with
NK cells expressing the high-affinity CD16 valine (V) allele than
in those with NK cells expressing the low-affinity phenylalanine
(F) allele and F/F genotype (65); however, this difference in
effectiveness needs to be verified in clinical studies. Second, the
release of some cytokines, such as IL-2 and IL-15, as well as
subsequently stimulated IFN-g, can stimulate the enhancement
of avelumab-triggered cytokine production and degranulation in
NK cells while increasing lytic activity against tumor cells (67). In
addition, in a previous study, investigators enhanced the ADCC
of avelumab against many types of cancer cells through
epigenetic priming of NK cells and tumors (69). This evidence
suggests that therapeutic strategies that block PD-1/PD-L1 while
inducing the ADCC action of NK cells may enhance existing
immunotherapeutic efficacy. Considering that the magnitude of
NK cell-based ADCC effects induced by anti-PD-L1 mAbs can
be regulated by some factors such as immunomodulators (IL-15
or IL-2), combining drugs targeting these factors (67) may
improve the effectiveness of immunotherapeutic strategy.

4.1.4 Anti-PD-1/PD-L1 Bispecific Antibodies Induce
Phenotypic Transformation of NK Cells
Bromodomain proteins, such as BRD1 and BRD4, play a role in
the development of immune and hematological cells and in the
regulation of tumor inflammation (70–72). In a previous study
on high-grade serous ovarian cancer (HGSC), BRD1 expression
was found to be low in tumor cells and high in immune cells,
which is associated with significant downregulation of T cell- and
NK cell-surface activity markers (GZMA, GZMB, IFNG, and
NKG7) and upregulation of the naïve T cell marker TCF7 (73).
This study performed immune function and single-cell RNA-seq
transcriptional profiling of novel HGSC organoid/immune cell
co-cultures treated with unique bispecific anti-PD-1/PD-L1
antibodies versus monospecific anti-PD-1 or anti-PD-L1
antibodies (control) (73). It revealed that bispecific antibodies
uniquely induced a transition from inert to more active and
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cytotoxic NK cell phenotypes and a transition from naïve to
more active and cytotoxic progenitor-exhausted phenotypes of
CD8+ T cells after treatment. It was further found that these
superior cell state changes were driven in part by the
downregulation of BRD1 expression induced by bispecific
antibodies in immune cells (73). The inhibitory effect of the
small molecule inhibitor, BAY-299, on BRD1 partially leads to
increased NK cell maturation, activation, and tumor cell killing
via alteration of the chromatin pathway of key immune
transcription factors (e.g., GATA3, TBX21, and TBXT),
induces similar state transitions in immune cells in vitro and
in vivo and demonstrates the in vivo efficacy of bispecific
antibodies (73). Therefore, changes in the activity and
cytotoxic status of NK cells and T cells may be the key to
driving the induction of effective antitumor immune responses
using bispecific antibodies, by partially eliminating some TME-
driven dysfunction through epigenetic changes (BRD1
downregulation or inhibition).

4.2 Indirect Interaction of Anti-PD-1/PD-L1
Antibodies With NK Cells
4.2.1 Anti-PD-1/PD-L1 Antibodies Indirectly Reverse
NK Cell Exhaustion by Affecting T Cell Activity
Regulative effects of NK and CD8+ T cells on each other have
been reported in many infection models (74, 75) and antigen-
independent IL-2 models (76), and PD-1/PD-L1 inhibitors may
indirectly alter NK cell function by affecting CD8+ T cell activity.
NK cell exhaustion (NCE) has been identified as a self-regulatory
mechanism responsible for inducing dysfunctional phenotypes
to prevent exacerbated immune responses under conditions of
chronic stimulation (77), and it is a crucial mechanism involved
in tumor or viral evasion of immune responses. IL-2 is a
pleiotropic cytokine that activates T cells, NK cells, and
dendritic cells. IL-2 binds to IL-2 receptors (IL-2Rs), including
CD32 (IL-2Rgc), CD122 (IL-2Rb), and CD25 (IL-2Ra). IL-2Rs
showed different affinities for cytokines, with CD25 (IL-2Ra)
having the highest IL-2 affinity. CD25 is constitutively expressed
on Tregs; therefore, IL-2 treatment can lead to the expansion of
these cells, thus mediating NK and CD8+ T cell suppression
through multiple mechanisms (76, 78, 79). A recent study
evaluated the role of the PD-1/PD-L1 pathway in NK cell
activation, function, and depletion in a mouse model of IL-2-
dependent depletion (80) and found that anti-PD-1 therapy
provides an activating advantage to CD8+ T cells in the
competition for IL-2 by promoting CD8+ T cell expansion,
activation, and functional phenotype; consequently, the
quantity of stimulatory cytokines available to NK cells becomes
limited, which results in a delayed NCE, improved NK cell
activation, higher proliferative capacity, and enhanced
granzyme B production. This evidence suggests that the
phenotypic and functional benefits observed after the chronic
stimulation of NK cells by anti-PD-1 therapy are indirectly
mediated by the effect of anti-PD-1 antibodies on CD8+ T
cells, rather than by the direct effect of anti-PD-1 drugs on NK
cells; this can be demonstrated by the reversal of the benefit of
anti-PD-1 therapy on NK cells by the depletion of CD8+ T cells.
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Disruption of the balance between NK and CD8+ T cells affects
the homeostatic response to each other’s stimuli, and this
resource competition (i.e., IL-2) delays the onset of NCE. Thus,
there is a delicate balance between CD8+ T cells, Tregs, and NK
cells that is partly regulated by their ability to respond to
cytokines. Achieving a balance between these immune cells
may be important for achieving long-term efficacy of
immunotherapy. Although dual regulation between CD8+ T
cells and NK cells is caused by competition for space and
resources, direct or indirect lysis, and functional inhibition,
these two populations can also work together to mount a
stronger response. Another study found that dual blockade of
PD-1 and IL-10 enhanced cytokine secretion, NK degranulation,
and killing target cell function of NK cells by restoring HIV-
specific CD4+ T cell function, thus establishing a previously
unappreciated relationship between CD4+ T cell injury and NK
cell depletion in HIV infection (81). This important evidence
also fully suggests that PD-1 blockade may enhance
immunotherapy by improving collaboration between CD4+ T
cells and NK cells.

4.2.2 Anti-PD-1/PD-L1 Antibodies Relieve the
Inhibition of NK Cell Function by Affecting Tregs
Immunosuppressive cells such as tumor-associated macrophages
(TAMs), myeloid-derived suppressor cells (MDSCs), and Tregs
in the TME inhibit NK cell proliferation, infiltration, and
activation by secreting immunosuppressive cytokines (TGF-b
and IL-10) or by interfering with NK cell receptor expression and
activation; thus, these cells facilitate tumor immune escape and
promote progression and metastasis (82, 83). It can, therefore, be
hypothesized that PD-1/PD-L1 blockade prevents the induction
of immunosuppression and improves NK cell efficacy to increase
the survival of a tumor-bearing animal. A previous study showed
that anti-PD-L1 therapy has no direct effect on the cytotoxicity
or cytokine secretion of PD-1-negative PM21 particle-expanded
NK cells in response to PD-L1+ targets in vitro; however,
secretion of a large quantity of IFN-g by NK cells significantly
improved antitumor efficacy, and long-lasting retention of their
cytotoxic phenotype by NK cells can be observed in vivo (84).
Thus, the investigators continued to explore the specific
mechanism by which anti-PD-L1 therapy enhances the
antitumor efficacy of NK cells. They found that PM21-NK cells
are highly cytotoxic to tumor cells and secrete IFN-g upon
stimulation, which leads to the induction of PD-L1 expression
in tumors and consequently to the induction and in situ
proliferation of Tregs in the TME (84). Subsequently, blockade
of PD-L1 mitigated the induction of Treg expansion and
associated immunosuppressive responses, which in turn
improved the NK cell phenotype and cytotoxic activity, as well
as survival in treated animals (84). The number of CD57+ NK
cells has increased, a population with high cytotoxic capacity and
responsiveness via CD16 binding, and the presence of these cells
is correlated with better outcomes in patients with squamous cell
lung cancer in other reports (85, 86). The expansion of Tregs
may occur in the TME with PD-L1 expression, and Tregs have
been reported to suppress the survival and cytotoxic function of
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NK cells through several mechanisms, including TGF-b surface
presentation (87–89). Thus, anti-PD-L1 therapy may improve
NK cell antitumor efficacy by reducing in situ Treg generation
and preventing Treg induction.
5 NK CELLS ENHANCE ANTI-PD-1/PD-L1
ANTIBODY EFFICACY BY AFFECTING
OTHER IMMUNE CELLS IN THE TME

NK cells and other immune cells in the TME mutually regulate
each other; for example, PD-L1+ liver-resident NK (LrNK) cells
have an inhibitory interaction with PD-1+ T cells (90). NK cells
can indirectly affect the antitumor immune function by acting on
these immune cells, thereby enhancing the response of tumors to
anti-PD-1/PD-L1 antibodies. The large number of beneficial
effects of tumor-infiltrating NK cells can be mediated by
modulating the TME and promoting T cell recruitment and
activation. An earlier study that used mixed lymphocyte cultures
showed that NK cells are required for the differentiation and
activation of CD8+ T cells with cytotoxic functions (91). Another
study that used in vitro co-culture and in vivo xenograft adoptive
transfer experiments demonstrated that high-quality NK cells
(iNK) derived from induced pluripotent stem cells (iPSCs) can
recruit and activate T cells, allow them to respond to PD-1
blockade, and enhance inflammatory cytokine production and
tumor elimination (92). NK cells in tumor-infiltrating and
draining lymph nodes were reported to show upregulation of
the inhibitory molecule PD-L1, which transmits an inhibitory
signal by interacting with PD-1 expressed on DCs to limit the
activation of these cells; this in turn leads to a decrease in the
priming ability and memory response of tumor-specific CD8+ T
cells (61). When blocking the interaction between NK cells and
DCs, a significantly higher frequency of CD8+ T cells, level of
IFN-g production, and capacity for cytotoxicity were observed
(61). In this model, tumor cells induced the modulation of DC
activation via PD-L1hiNK cells, which reduced the priming
capacity of CD8+ T cells. Conversely, PD-1/PD-L1 inhibitors
may reverse the inhibitory effect of PD-1-PD-L1 interaction on
CD8+ T cells by disrupting the direct interaction pathway
between NK cells and DC cells; this presumably activates NK
cell activity and needs to be explored further in future studies. In
addition to interacting with DCs through the PD-1/PD-L1 axis, a
study has shown in human melanoma that NK cells stably form
conjugates with stimulatory dendritic cells (SDCs) in mouse
TME and positively regulate the abundance of SDCs in tumors
by producing FLT3LG, the cDC1 formative cytokine. SDCs are
important in stimulating cytotoxic T cells and driving anticancer
immune responses (60). Although anti-PD-1 immunotherapy
for cancer primarily targets T cells, NK cell frequencies correlate
with protective SDCs in human cancers, with patient
responsiveness to anti-PD-1 immunotherapy, and with
prolonged overall survival (60).

In summary, blocking PD-1/PD-L1 may activate the
systemic immune response by reversing the inhibitory effect of
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NK cells on other immune cells or activating the antitumor
capability of other immune cells by NK cells, which is an effective
antitumor immunotherapy strategy. Therefore, a combination
therapy based on NK cells and anti-PD-1/PD-L1 drugs can
be established.
6 COMBINATION THERAPY OF NK CELLS
AND IMMUNE CHECKPOINT INHIBITOR

Considering NK cell-mediated cytotoxicity does not require
MHC class I and the unique effects of anti-PD-1/PD-L1 mAb
therapy on NK cell function described above, adoptive transfer of
autologous or allogeneic NK cells together with anti-PD-1/PD-
L1 antibodies may potentially enhance the outcomes of patients
receiving cancer immunotherapy. A previous study explored the
effects of a combination of NK cells with PD-L1 blockers,
regardless of PD-1 expression on NK cells or the initial PD-L1
status of the tumor cells (84). The OS of animals treated with a
combination of anti-PD-L1 antibodies and PM21-NK cells was
twice as higher than that of those treated with anti-PD-L1
antibodies alone (48 days vs. 24 days, P = 0.0001) (84). The
first clinical study on the combination of anti-PD-1 antibodies
(pembrolizumab) and allogeneic NK cells in patients with
advanced NSCLC in China was recently published (93), and it
reported the doubling of the number of NK cells, significant
increases in the levels of cytokines such as IL-2, TNF-b, and
IFN-g, and significant decreases in the levels of multiple tumor
markers such as circulating tumor cells (CTCs) after treatment in
the combination therapy group. Patients in the combined
therapy group had a significantly better overall response rate
(36.5% vs. 18.5%) and a significantly better survival outcome
(OS: 15.5 months vs. 13.3 months; PFS: 6.5 months vs. 4.3
months; all P < 0.05) than did those in the anti-PD-1 antibody
alone group; moreover, the benefits were more significant in the
combination therapy group [tumor proportion score [TPS] ≥
50%] than in the latter group. In addition, patients who received
multiple courses of NK cell infusion showed a better OS
than those who received a single course of NK cell infusion
(18.5 months vs. 13.5 months) (93). The treatment was well
tolerated throughout the treatment. All adverse events were
below grade 4, with grade 2 events comprising the majority of
events. All symptoms were relieved after symptomatic treatment.
Therefore, a combination therapy of anti-PD-L1 antibodies and
NK cells can significantly enhance the antitumor effect, improve
the survival benefit, and serve as new treatment regimen for
previously treated patients with advanced PD-L1+ NSCLC. In
addition, the combination of anti-PD-1/PD-L1 antibody therapy
and drugs that enhance the antitumor effects of NK cells through
other mechanisms, including a combination of anti-NKG2A
mAb (monalizumab) (94), KIR blockade (95), cytokine therapy
(96), and therapies targeting other checkpoint receptors such
as CTLA-4, LAG-3, CD96, and TIGIT, may have a synergistic
effect (97–99); therefore, this strategy may be beneficial for
improving the efficacy of immunotherapy and overcoming
drug resistance.
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The use of anti-PD-1/PD-L1 antibodies could be a promising
option for the successful treatment of malignancies as they help
overcome T-cell depletion by blocking the PD-1/PD-L1 signaling
pathway in the TME. However, most patients and tumor types have
shown low/no response to these therapies, or some patients with
predicted no or low response to treatment have shown significant
benefit; therefore, in-depth exploration of the mechanism of action
and efficacy of ICIs is necessary to effectively screen for suitable
patients to expand the benefits to them. Accumulating evidence
suggests that immune cells other than T cells, such as NK cells, are
also involved and play an important role in the PD-1/PD-L1
blocking process; these non-T cells have become an effective
complement to T cell immune responses because of their unique
advantages, especially against MHC-deficient tumors that show low
antigenicity or are resistant to T cell recognition and cytolysis. At
present, findings of studies on the expression of PD-1 and PD-L1
on NK cells and their functions are not completely consistent, and
further evidence derived from human NK cell-based research is
necessary. According to our review, PD-1/PD-L1 antibodies can
rescue NK cell from multiple aspects of dysfunction caused by
TME, revitalize the cytotoxic activity of these cells against tumors,
and further initiate and enhance T cell-mediated adaptive
antitumor immunity; NK cells can also indirectly enhance the
efficacy of PD-1/PD-L1 blockade by affecting other immune cells
in TME. On the basis of these findings, multiple combination
strategies, such as the use of a combination of PD-1/PD-L1
inhibitors with drugs that promote NK cell infiltration,
persistence, and activation in tumors (e.g.,cytokines, stimulator of
IFN gene [STING] agonists) and resistance to inhibitory TMEs
(e.g., anti-TGF-b mAbs), are under investigation in basis research
studies or clinical trials; these strategies aim to further increase the
antitumor activity of NK cells and improve the tumor response to
immunotherapy. At present, our understanding of the role of NK
cells during PD-1/PD-L1 blockade is still insufficient and needs to
be further explored and validated using basic mechanistic studies. A
comprehensive and in-depth understanding of the response
mechanism of PD-1/PD-L1-based immunotherapy and the
interaction mechanism between each immune cell in TME with
another or with tumors can lay a foundation for optimizing the
efficacy of existing treatments, developing new immunotherapies
based on NK cells, and developing combination therapy strategies.
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Natural killer (NK) cells may become functionally exhausted entering hepatocellular
carcinoma (HCC), and this has been associated with tumor progression and poor
clinical outcome. Hypoxia, low nutrients, immunosuppressive cells, and soluble
mediators characterize the intratumor microenvironment responsible for the metabolic
deregulation of infiltrating immune cells such as NK cells. HCC-infiltrating NK cells from
patients undergoing liver resection for HCC were sorted, and genome-wide transcriptome
profiling was performed. We have identified a marked general upregulation of gene
expression profile along with metabolic impairment of glycolysis, OXPHOS, and
autophagy as well as functional defects of NK cells. Targeting p38 kinase, a stress-
responsive mitogen-activated protein kinase, we could positively modify the metabolic
profile of NK cells with functional restoration in terms of TNF-a production and
cytotoxicity. We found a metabolic and functional derangement of HCC-infiltrating NK
cells that is part of the immune defects associated with tumor progression and
recurrence. NK cell exhaustion due to the hostile tumor microenvironment may be
restored with p38 inhibitors with a selective mechanism that is specific for tumor-
infiltrating—not affecting liver-infiltrating—NK cells. These results may represent the
basis for the development of a new immunotherapeutic strategy to integrate and
improve the available treatments for HCC.
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INTRODUCTION

Hepatocellular carcinoma (HCC) is the most frequent type of
primary liver cancer with high incidence and mortality rate (1,
2). The very early and early stages of HCC can be cured by
surgery and/or loco-regional therapies. However, in the
advanced stage, only a limited choice of effective strategies
exists, and tumor recurrence can be very aggressive (1).
Similarly to other cancers, immunotherapy will become a
central strategy also for HCC (3). Despite the fact that
immunotherapy has become the first-line treatment for several
cancers in recent years (4, 5), the first immunotherapy for HCC,
based on anti-PD-L1 in association with anti-VEGF, has been
registered only last year after the failure of trials based on a single
anti-PD-1 treatment (6).

Natural killer (NK) cells account for 25–50% of lymphocyte
populations infiltrating the liver (7). Intrahepatic NK cells play a
central role in innate immune response against liver pathogens
and tumors (8–10). The results in lung cancer suggest that NK
cells entering the tumor microenvironment display markers of
activation and cytotoxicity but become rapidly exhausted after
target recognition (10). Even though available data support the
role of NK cells in the control of HCC progression, there is
evidence of the rapid functional exhaustion of NK cells in the
HCC microenvironment which is associated with tumor
progression and poor clinical outcome (11–16). This suggests
that NK cell-based immunotherapies may enhance the NK cell
effector function. Among immunotherapeutic approaches,
checkpoint blockade and adaptive transfer of cytokine-
activated killer cells have demonstrated some clinical efficacy
(17, 18). However, the limited knowledge of the mechanisms of
NK cell exhaustion has not allowed the use of NK cell
immunotherapy in HCC.

NK cell activation is regulated by the balance between inhibitory
and activating signals, which determines whether an NK cell will be
able to kill a target (19). Moreover, NK function is strongly
influenced by the surrounding cytokine environment and by the
interaction with other cells, such as regulatory T cells, myeloid-
derived suppressor cells, and tumor-associated macrophages (20).
NK cell activation is characterized by a high metabolic activity and
upregulation of OXPHOS and glycolysis, with enhanced transport
of nutrients, in particular glucose transporter, to support antitumor
functions (21, 22).

A tumor is a hostile microenvironment for immune cells due to
hypoxia, nutrient deprivation, and release of immunosuppressive
cytokines such as TGF-b (23). The low oxygen concentrations
induce the tumor cells to switch from aerobic metabolism to
anaerobic glycolysis, which exploits most of the available
glucose (24).

HCC is a highly hypoxic tumor showing a particularly low
median oxygen level (23, 25). The dramatic increase in glucose
metabolism in tumor cells leads to decreased glucose availability and
a dramatic increase in lactate level, which accumulates in the local
microenvironment and induces the metabolic deregulation of
infiltrating immune cells such as NK cells (22, 23).

Hypoxia and high intracellular lactate induce the dysfunction
of hepatic cytotoxic lymphocytes, downregulating activating
Frontiers in Immunology | www.frontiersin.org 299
receptors and cytotoxic molecules or inducing apoptosis
through reactive oxygen species (ROS) accumulation and
mitochondrial damage, particularly in CD56BRIGHT NK cell
subpopulation (21, 26, 27). In addition, TGF-b contributes to
corroborate the glycolytic impairment. It has been shown, in
lung cancer, that the aberrant expression of FBP1, an enzyme
involved in gluconeogenesis, due to TGF-b and glucose depletion
can inhibit NK cell glycolysis, thus determining ROS
accumulation (28). Moreover, the combined effect of TGF-b
and hypoxia can determine the excess of mitochondria
fragmentation via fission, followed by decreased OXPHOS and
an increase of ROS levels (28–30). In metastatic breast cancer
patients, TGF-b blockade rescued NK cells from impaired
glycolysis and mitochondrial respiration (31, 32). In the mouse
model of murine cytomegalovirus infection, NK cells
accumulate dysfunctional mitochondria and activate
mitophagy as a rescue mechanism, thus facilitating memory
formation (33). The role of TGF-b in shaping the NK cell
metabolic rearrangement was also shown in the peripheral
blood of patients with HCC, where TGF-b-specific targeting
could partially restore the NK cell dysfunctions (34).

The opportunity of restoring NK cell function by targeting NK
cell immunometabolism has become an active area of research in
oncoimmunology (28, 35, 36). In this complex scenario, we may
speculate that drugs modulating immunemetabolism could provide
new therapeutic strategies by enhancing the NK cell response
against HCC.

To better define and validate the key dysregulated pathways
associated with NK cell exhaustion in HCC, we applied genome-
wide transcriptome profiling of infiltrating NK cells and targeted
rescue strategies with functional and metabolic validation. Here we
show that HCC-infiltrating NK cells are marked by a
predominantly upregulated gene expression profile translating
into the metabolic and functional impairment of glycolysis,
OXPHOS, and autophagy. Targeting dysfunctional signaling in
vitro can efficiently improve the functions of HCC-infiltrating NK
cells and may thus represent a novel strategy to be implemented in
HCC treatment.
MATERIALS AND METHODS

Patients and Biological Samples
The enrolled patients were featured by a class A liver cirrhosis
(Child–Pugh) and an early stage of HCC (Barcelona Clinic Liver
Cancer Stage A) diagnosed through ultrasonography/computed
tomography or MRI in specific cases. All the patients were HBV-
and HIV-negative. Additional information on the study
population are shown in Supplementary Table S1.

Tumor and non-tumorous specimens were obtained from 11
HCC patients infected with hepatitis C virus, 6 patients with alcohol-
associated HCC, one NASH and HCC patient, and control samples
from the liver resection of 7 patients with colorectal metastasis.
Functional and metabolic analyses of tissue-infiltrating NK cells
were conducted on 12 matched HCC–non-tumorous samples and
controls. Eight paired HCC– non-tumorous samples were used to
evaluate the effect of in vitro treatment on cell metabolism.
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The study underwent local ethical committee approval
[Comitato Etico Indipendente Area Vasta Emilia Nord
(AVEN) of the AOU of Parma, Parma, Italy]. Signed informed
consent for each patient was obtained for them to take part in
the study.

Gene Expression Profiling
Thawed liver- and tumor-infiltrating lymphocytes from the 11
HCC and HCV patients and from the 6 liver-resected control
patients were stained with anti-CD3-PeCy7 (Biolegend, San
Diego, CA, USA), anti-CD16 FITC (BD Bioscience, Franklin
Lakes, NJ, USA), anti-CD56 PECF594 (BD), and then 7-amino-
actinomycin D [7AAD PerCPCy5.5 vitality dye, for
discriminating NK cells in normal liver-infiltrating NK
cells (NLINK), tumor-infiltrating NK cells (TINK), and NK
cells infiltrating hepatic tissue around HCC (LINK)]. NK cell
sorting was performed with FACSAria III Cell Sorter (BD) by
selecting CD3-negative, CD56-positive, CD16-positive, or
CD16-negative subpopulations.

RNA was extracted from the isolated NK cells with the RNase
Free DNase I Kit (Norgen Biotek), and the RNA concentration
was measured using a Nanodrop spectrophotometer, in
accordance with the manufacturer’s instructions. The RNA
integrity was detected with a Bioanalyzer2100 system (Agilent
Technologies). Transplex Whole Transcriptome Amplification
(WTA2) and GenElute PCR Clean-Up kits (Sigma) were
employed to amplify and then purify the total RNA,
respectively, following the manufacturer’s protocol. cDNA
labeling was performed by SureTag DNA Labeling kit (Agilent
Technologies) and then hybridized to 60-bp oligonucleotide whole
human genome arrays (Human GE 8x60K v2 SurePrint G3,
Agilent Technologies), following the manufacturer’s instruction.
The microarrays were scanned with an Agilent dual-laser DNA
scanner. The Agilent Feature Extraction software, v.7.5, was
employed with default settings to achieve normalized expression
values from raw data. The expression data are available at the
National Center for Biotechnology Information Gene Expression
Omnibus: GSE183349.

Microarray Statistical Analysis
GeneSpring software package GX 13.1 (Agilent Technologies) was
employed for quality control, data normalization (75th percentile
procedure), and preliminary microarray data analysis. The probe
signals in at least four replicates for each condition were kept for
subsequent analyses. Benjamini–Hochberg-corrected ANOVA for
multiple testing [false discovery rate (FDR), ≤0.05] was employed
to track differentially expressed genes (DEGs) by comparing
LINK-, TINK-, and NLINK-derived samples. Student–
Newman–Keuls post-hoc test was used to determine the DEGs
in the three patient groups.

Median baseline transformation was applied before
determining the unsupervised hierarchical clustering of the
samples with Ward’s linkage and Euclidean distance. In order
to reduce data dimensionality, principal component analysis
(PCA) was used with orthogonal transformation to cluster
sample populations.
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Gene Set Enrichment Analysis (GSEA) was employed on the
detected probes in order to pinpoint significant pathways
enriched in downregulated and upregulated probes and to
analyze the gene profiles with other studies. Molecular
Signature Database C2, canonical pathways version 6, was
employed for statistical analysis with the permutation type
(“gene set” for fewer than seven replicates); the default settings
for all other options were kept. Significantly enriched gene sets
were obtained with a FDR lower than 0.25, which was
determined using 1,000 permutations of gene set and
Signal2Noise as metric.

Assessment of Infiltrating NK Cell
Metabolic Features
For all flow cytometry analysis, after the exclusion of cell
aggregates, gating was performed on lymphocytes, and dead
cells were subsequently excluded (7-AAD or live/dead as
appropriate); CD3, CD56, and CD16 were used to select NK
cells that were identified as CD3− CD56+.

Mitochondrial membrane potential was detected on infiltrating
NK cells through the JC-1 probe to measure the mitochondrial
membrane potential (ThermoFisher). Anti-CD3 APCCy7 and
anti-CD56 APCR700 were used to stain LINK, TINK, and
NLINK, and then the cells were treated for 10 min at RT with
JC-1 (2.5 mg/ml) before the FACS analysis. Finally, viability probe
7-AAD was used for cell staining, and FACS Canto II was used to
acquire samples. Mitochondrial depolarization was measured in
NK cells by quantifying the percentage of FL1high/FL2low cells
(JC-1 staining) detected in the different samples.

The uptake offluorescent glucose was assessed in order to define
the glycolysis capacity. After washing with 1× phosphate-buffered
saline (PBS) to withdraw endogenous glucose, the infiltrating
lymphocytes were marked for 30 min at 37°C with the analog 2-
NBDG {2-deoxy-2-[(7-nitro-2,1,3-benzoxadiazol-4-yl) amino]-D-
glucose, ThermoFisher} at 40 mM in RPMI without glucose and
added with 10% dialyzed fetal bovine serum, and then staining was
caried out with anti-CD3, anti-CD56, and 7-AAD probes. The
frequency and median fluorescence intensity (MFI) of 2-NBDG
NK-positive cells were measured.

The autophagy potential was analyzed through the Cyto-ID
Autophagy kit (Enzo Life Sciences, NY, USA) that detects
autophagic vesicles and reveals autophagic flux in chloroquine
diphosphate treatment to inhibit lysosomes and live cells
(overnight at 30 µM), through a probe, which accumulate
within the autophagic vacuole.

Changes in Cyto-ID expression were measured with or
without chloroquine-mediated blocking of the autophagosome
turnover, which hampers the fusion of autophagosome–
lysosome vesicles, thus preventing their degradation.

On the following day, the NK cells were washed and
resuspended in 1× PBS in order to eliminate any trace of phenol
red. The Cyto-ID Autophagy kit was employed after anti-CD3
and anti-CD56 staining, according to the manufacturer’s
instructions, for the final acquisition on a FACS Canto II flow
cytometer. Data were expressed as Cyto-ID MFI in NK cells
from different groups.
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Phosphorylation Status of p38 Protein in
Infiltrating NK Cells
After thawing, the liver- and tumor-infiltrating NK cells (7
NLINK, 12 LINK, and 12 TINK) were stained with surface
antibodies (anti-CD3-Alexa Fluor700 and anti-CD56-PerCp).
Then, for anti-phosphorylated-p38 assay, Fixation/
Permeabilization Solution Kit (Cytofix/Cytoperm BD) for
intracellular staining was employed, in accordance with the
manufacturer’s protocol and the antibody specific for the
phosphorylated form of the human p38 mitogen-activated
protein kinase (MAPK; pT180/pY182)PE-Cy7 (BD). Samples
were acquired with a FACSCANTO II BD and analyzed with
DIVA (BD) and Flowjo software. Data were expressed as
phosphorylated-p38 MFI in NK cells from different groups.

Functional Analysis of Infiltrating NK Cells
IFNg and TNFa cytokine protein expression in NK cells was
assessed after 4 h of phorbol 12-myristate 13-acetate (PMA, 50 ng/
ml) and ionomycin (1 µg/ml) stimulation. After 1 h, Brefeldin A
(BFA, 10 µg/ml) was supplemented. Anti-CD3 PE (BD), anti-CD56
PECF594 (BD), and anti-CD16 FITC (BD) were used to stain the
cells before fixing withmediumA reagent and then permeabilization
with medium B reagent (Nordic Mubio), according to
manufacturer’s instructions. Cytokine measurements were assessed
by intracellular cytokine staining (ICS) with monoclonal antibodies
specific for IFNg (PerCp-Cy5.5, Biolegend) and TNFa (APC,
Biolegend) and detected by FACS Canto II. In order to evaluate
the activity of cytotoxic NK cells , CD107a degranulation marker
was employed after PMA and ionomycin stimuli. Following the
stimulus, the NK cells were incubated for 4 h with the antibody
specific for CD107a (PE-Cy7 -BD) and the Golgi inhibitor, Brefeldin
A (10 µg/ml). The results were displayed as the difference between
cytokine- and CD107a-positive NK cells with or without stimulus.
In order to study the adhesion ability of infiltrating NK cells
toward K562 target cells, K562 cells were marked with a green
fluorescent probe (CFSE, carboxyfluoroscein succinimidyl ester) and
NK cells with antibodies specific for CD3 (APC-Cy7) and CD56
(APC-R700). To block CFSE staining, two volumes of cold fetal
bovine serum were added, followed by washing thrice with Hanks’
balanced salt solution. The NK cells have been joined to target cells
in a ratio of 1:5, respectively, and then they have been mixed by
gentle vortexing and centrifuged for 3 min at 4°C (at 300 rpm). The
cells were incubated at different timepoints (0, 15, and 30min) at 37°
C, fixed with 1 ml of Fixation Permeabilization Concentrate and
Diluent (eBioscience), and then measured on FACS Canto II (BD).
The NK cells which adhered to the K562 cells were analyzed, and
the results were shown as mean fluorescence intensity related to the
NK lymphocytes gated on target cells.

Functional Restoration Assays
IFN-g and TNF-a release from NK cells was assessed after IL-12
and IL-18 (5 ng/ml) overnight (O/N) stimuli in the presence or
absence of specific p38 inhibitors. After 1 h of the stimulus, 10
µg/ml of BFA was supplemented for a further 3 h of culture. Anti-
CD3 PE (BD), anti-CD56 PECF594 (BD), and anti-CD16 FITC
(BD) were employed to stain the NK cells before fixing them
with the medium A reagent and permeabilization with medium
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B reagent (Nordic Mubio) according to the manufacturer’s
instructions. Cytokine production measurements were assessed
by ICS after staining withmonoclonal antibodies for IFNg (PerCp-
Cy5.5, Biolegend) and TNFa (APC, Biolegend) and subsequently
run on FACS cytometry. The cytotoxic activity of NK cells was
monitored through CD107a degranulation staining. Specifically,
IL-12 and IL-18 were employed to stimulate the inhibitor-treated
NK cells overnight (as described above). The cells together with
target cells (K562) were then incubated with BFA and CD107
antibody (PECy7, BD) for the last 4 h.

The results are displayed as a ratio (fold change) of cytokine-
positive NK cells detectable in inhibitor-treated vs . untreated
cells. As control, the percentage of dead cells was evaluated in each
inhibitor-treated sample by FACS in order to assess the cell toxicity.

Metabolic Restoration Assays
Mitochondrial membrane potential (JC-1), glucose uptake, and
autophagy potential by NK cells from LINK and TINK samples
were evaluated, as described above, after O/N IL-12 + IL-18 (5 ng/
ml) stimulation with or without the specific p38 inhibitors.

Data were presented as the ratio between the cells in the
fluorescent channel FL1high and FL2low (JC-1 staining) and
MFI (2-NBDG or Cyto-ID staining) detected in inhibitor-treated
vs . untreated cells (fold change). As control, the percentage of
dead cells was evaluated in each inhibitor-treated sample by
FACS in order to assess cell toxicity.

The compounds tested were the SB203580 p38 inhibitor, used
at 0.05–1 mM (Sellekchem), and doramapimod (BIRB-796), used
at a concentration of 0.05–1 mM (Selleckem).

All assays were assessed on 8-color flow cytometer (FACS
Canto II, BD), and the results were analyzed with FACS Diva and
Flowjo software (BD). The frequency of CD56DIM and
CD56BRIGHT NK cells was determined on the CD3-negative
CD56-positive cells by evaluating the fluorescence intensity level
of CD56 marker, and each parameter expression (carried out as
percentage and MFI) was measured on total CD56 positive,
CD56DIM, or CD56BRIGHT NK cells .

Statistical Analysis
Statistics was assessed with GraphPad Prism v.7 software. Analyses
of variance (F test) and of normality (Kolmogorov–Smirnov test)
were initially evaluated. Subsequently, Mann–WhitneyU-test, paired
t-test, Wilcoxon matched-pairs test, and Pearson’s correlation were
used. Moreover, inhibitory drug experiments and fold change upon
inhibitory treatments were statistically calculated by Wilcoxon
signed rank tests (as compared to a theoretical median of 1).

All statistics were two-tailed, and significance was observed
as p <0.05.
RESULTS

Gene Expression Profiling of Tumor-
Infiltrating NK Cells
NK cells (CD3-, CD56+) were purified by flow cytometric cell

sorting from tumor and liver tissue samples of patients with
HCC arising in HCV infection (LINK and TINK, n = 11) and
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from liver control tissue samples (NLINK, n = 7). The analysis
of variance on data of the detected probes (19,716 genes)
identified 108 DEGs in NK cells from HCCs and controls.
The hierarchical clustering of DEGs is depicted in Figure 1A.
PCA showed a partial segregation among groups of patients and
controls (Figure 1B).

We then focused on the comparison of NK cells infiltrating
the HCC and the liver from the same patients and interrogated
the Molecular Signatures database (http://www.broadinstitute.
org/gsea). GSEA was conducted to understand the NK cell
expression modifications in the tumor microenvironment.
Gene sets re la ted to mitochondria l funct ions and
ROS detoxification system, glycolytic activity, ubiquitin-
proteasome-mediated degradation system, and pathways
related to cell cycle and DNA damage and repair (included
the stress sensor p38-related pathway) appeared to be enriched
and upregulated in TINK compared to LINK, as shown
in Figure 1C.

Genes encoding the electron transport chain components and
many subunits of complex I (NADH dehydrogenase), II
(succinate dehydrogenase), III (cytochrome c reductase), IV
(cytochrome c oxidase), and V (ATP synthase) were
upregulated in HCC-infiltrating NK cells . Among the genes
upregulated in tumor-infiltrating NK cells were genes related to
glucose metabolism, particularly the aldehyde dehydrogenase
family, aldolase complex, and phosphoglycerate kinase 1
(Figure 1D). Another group of transcripts upregulated in
TINK encodes intracellular signaling and cell cycle control
genes, such as MAPK14 and MAPK11 (subunits of p38
protein complex), TP53, p73, and p21 (Figure 1D).

Moreover, genes encoding the key components of the
immune ubiquitin-proteasome pathway, including the 19S and
11S regulatory particles, the 20S proteolytic core, and the 26S
proteasome subunits, resulted as upregulated in TINK. The
detailed lists of genes may be found in Supplementary Table S2.

GSEA was also applied for the comparison between gene
expression profiles of TINK and NLINK, leading to the
identification of enriched upregulated genes related to the
similar pathways described above in the previous comparison
(Supplementary Table S3), confirming that tumor-infiltrating
NK cells showed a misregulation in transcriptome profiles.
The NK cells from tumor and liver tissue samples
were analyzed by distinguishing the total NK cells from
the CD56DIM and CD56BRIGHT subsets. A generalized
upregulation thus appears to be the predominant feature of
tumor-infiltrating NK cells .

Impaired Mitochondrial and Glucose
Metabolism of Tumor-Infiltrating NK Cells
Because of similar data reported for tumor microenvironment
(32), we hypothesized that HCC-infiltrating NK cells are in a
condition of nutrient deprivation, which is required to meet the
increased energy and biosynthetic demands for NK cell
expansion and anti-tumor functions (37, 38). To evaluate the
possible intra-tumor dysregulation of NK cell metabolism, we
first focused on mitochondrion and glucose metabolism.
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Mitochondrial membrane depolarization and glucose import
were measured. As shown in Figure 2A, tumor-infiltrating NK
cells displayed a defective mitochondrial functionality, indicated
by increased depolarization of the mitochondria compared to the
non-tumorous counterpart and the controls. On the left side is
the frequency of JC-1-positive cells, while on the right side is the
median fluorescence intensity, showing that tumor-infiltrating
NK cells exhibited a higher content of depolarized mitochondria
in all NK cell subsets (TOTAL, DIM, and BRIGHT).

Glucose uptake capacity, described by the 2-NBDG analysis, was
reduced in TINK compared to NLINK and LINK cells, both in
terms of the percentage of metabolically active NK cells and in
terms of fluorescence intensity, confirming the existence of
metabolic impairment at different levels (Figure 2B). CD56BRIGHT

TINK showed the worst performance in glucose uptake capacity.

Stress Sensor p38 Kinase in Tumor-
Infiltrating NK Cells
Then, we tried to clarify the mechanisms responsible for
glycolytic impairment and to understand the upregulation of
OXPHOS gene that was functionally ineffective. To this end, we
performed a leading edge on GSEA data sets in order to extract a
candidate list of regulatory genes. Notably, the majority of GSEA
misregulated pathways highlighted an upregulation of MAPK11
and MAPK14 (a and b subunits of p38 complex).

Indeed p38 protein is a stress sensor kinase from MAPK
family that can be activated by nutrient deprivation in the
microenvironment. Based on this observation, we analyzed the
phosphorylation status of p38-MAPK protein in the three study
groups. A higher level of phosphorylated p38, observed as
median fluorescence intensity, was detected in total NK cells
derived from tumor samples and was particularly enhanced in
the CD56BRIGHT subset (Figure 3A). This observation confirms
the activation of this specific pathway as indicated by the
transcriptomic analysis.

A dimension reduction by t-distributed stochastic neighbor
embedding (tSNE) on flow cytometry data of phosphorylated
p38 MAPK (pT180/pY182) from the LINK and TINK groups
was performed to represent the relative intensity of NK-cell p38
expression. Despite the fact that the distribution of events was
almost similar in the total, CD56BRIGHT, and CD56DIM subsets in
the two groups (Figure 3B), the color shades representing the
protein level of p38 marker showed a higher expression in
CD56BRIGHT cells from the TINK samples (red indicating
upregulation and blue indicating downregulation, Figure 3C).

Autophagy Deregulation in Tumor-
Infiltrating NK Cells
In order to better understand the metabolic assessment of HCC-
infiltrating NK cells , the autophagy potential was analyzed.

The results of the transcriptomic analysis and validation
suggested an engulfment of ROS clearance and accumulation
of damaged mitochondria (Figures 1C, D, 2A). In addition, p38
has been implicated in autophagy repression in different cell
types, including T cells, during starvation conditions such as
those occurring in the tumor microenvironment (39–41).
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Similarly, we studied the lysosome degradation pathway by
evaluating Cyto-ID cationic incorporation into autophagic
vesicles (pre-autophagosomes, autophagosomes, and
autophagolysosomes) with or without chloroquine treatment.
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As presented in Figure 4A, TINK displayed a significantly
lower basal Cyto-ID expression in all NK cell subsets
compared to LINK and a limited one to CD56BRIGHT

compared to NLINK. After treatment with chloroquine, the
A B
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C

FIGURE 1 | Gene expression pattern of infiltrating NK cells. (A) Hierarchical clustering representation of the 181 genes identified as differentially expressed in tumor-
infiltrating NK cells (TINK, n = 11), surrounding liver-infiltrating NK cells (LINK, n = 11), and normal liver-infiltrating NK cells (NLINK, n = 7) by ANOVA with Benjamini–
Hochberg correction (p ≤ 0.05). Data were median-normalized before clustering; upregulated and downregulated genes are shown in red and green, respectively.
(B) Principal component analysis of ANOVA-filtered data. (C) Enriched gene sets in TINK and LINK identified by Gene Set Enrichment Analysis (GSEA; MSigDB, C2
canonical pathways). NES, normalized enrichment score; FDR, false discovery rate. (D) Heat map of differentially expressed genes derived from GSEA in TINK and
LINK related to mitochondrial and glycolytic function, cell cycle, and DNA damage/DNA repair. The upregulated genes are presented in red and the downregulated
genes in green.
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reduced accumulation of autophagic vesicles was even more
evident in HCC-infiltrating NK cells compared to NLINK and
LINK (Figure 4C).

Cyto-ID expression was negatively correlated to p38 levels in
TINK samples, suggesting a strong relationship between p38 and
autophagy repression in TINK (Figures 4B, D).

Functional Impairment of Infiltrating
NK Cells
In order to define the functional capacity of tumor-infiltrating
NK cells, cytokine production and degranulation (CD107a
expression) activity were assessed. IFN-g production was not
significantly impaired in TINK compared to LINK and
NLINK (Figure 5A).

Conversely, TNF-a (Figure 5B) and CD107a (Figure 5C)
expression was significantly downregulated in TINK compared
to liver-infiltrating NK cells (LINK and NLINK) (Figure 5D),
particularly in the CD56BRIGHT subset.

Dysfunctional NK adhesion to target K562 cells was detected
in TINK, also suggesting an impairment in immunological
synapse establishment by intratumor NK cells compared to
NLINK and LINK (Figure 5E).

We then investigated the possible relationship between
cytokine production/degranulation and metabolic functions
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(Supplementary Figure S1). IFN-y, TNF-a, and CD107a
expression did not correlate to the frequency of NK cells
with depolarized mitochondria and autophagy function
(Supplementary Figure S1, plots on the left) in LINK, whereas
glucose uptake turned out to be positively correlated with IFN-y
production (Supplementary Figure S1B).

By contrast, the metabolic status of intratumor NK cells
showed a strong association with cytokine production and
degranulation capacity. In particular, the frequency of NK cells
with depolarized mitochondria exhibited a negative correlation
with respect to IFN-y, TNF-a, and CD107a expression
(Supplementary Figure S1D) suggesting that the mitochondrial
functionality in TINK impacts on cytokine production and
cytotoxic function. Glucose consumption and autophagy
potential were also strictly connected to the immune functions
of HCC-infiltrating NK cells (Supplementary Figures S1E, F).

Functional and Metabolic Restoration of
Tumor-Infiltrating NK Cells by Targeting
p38 Protein
To further analyze the relationship between p38 activation and
TINK dysfunction, we assessed the effect on NK metabolic
profile and anti-tumoral functions of two different chemical
inhibitors targeting p38 (Figures 6A–D).
A

B

FIGURE 2 | Metabolism assessment of infiltrating NK cells. (A) Mitochondrial membrane potential measured by the potentiometric probe JC-1. After anti-CD3 and
anti-CD56 staining, JC-1 was added to NK cells from the three compartments: NLINK (n = 7), LINK (n= 12), and TINK (n = 12). Afterwards, the cells were stained
with 7-AAD for viability and then analyzed on a flow cytometer. Depolarized NK cells (upper left panel) were quantified by the percentage of FL1high/FL2low cells
(JC-1 staining) detected in the different samples. Median fluorescent intensity (MFI) of JC-1 in the FITC channel were analyzed in all study groups in the NK cells
subsets (TOTAL, CD56DIM, and CD56BRIGHT). In the lower panels, representative examples of the two analyses. (B) Glucose uptake assay was performed on LINK
(n = 12), NLINK (n = 7), and TINK (n = 12). The cells were stained with the glucose analog 2-NBDG. The frequency of 2-NBDG-positive NK cells was evaluated
(upper left panel) as well as the MFI of the probe (upper right panel). Representative dot plots and histograms show the 2-NBDG uptake in NK cells. Statistical
analysis was performed by Wilcoxon matched pairs test (LINK vs. TINK) and Mann Whitney test (NLINK vs. TINK and NLINK vs. LINK). Horizontal lines represent
median values.
May 2022 | Volume 13 | Article 875072

https://www.frontiersin.org/journals/immunology
http://www.frontiersin.org/
https://www.frontiersin.org/journals/immunology#articles


Zecca et al. Restoring NK Cell Response in HCC
A

B

C

FIGURE 3 | Phosphorylation status of p38 protein in NK cells infiltrating hepatocellular carcinoma (TINK), HCC-surrounding liver (LINK), and normal liver tissue
(NLINK). (A) On the left, median fluorescence intensity (MFI) of phospho-p38 protein in total, CD56DIM, and CD56BRIGHT NK-cell subpopulations from TINK
(n = 12), LINK (n = 12), and NLINK (n = 7). Right panel: detail of phospho-p38 MFI values of total NK cells from different study groups. Statistical analysis was
performed by Wilcoxon matched pairs test (LINK vs. TINK) and Mann-Whitney test (NLINK vs. TINK and NLINK vs. LINK). (B) To show the segregation of NK
subsets, we generated a two-dimensional map of NK cells from paired TINK and LINK from all the experimental samples. tSNE was applied to flow cytometry data
(single-cell expression values). (C) tSNE colored by the expression intensity of phospho-p38 protein in TINK and LINK samples. Red indicates upregulation, while
blue indicates downregulation. Different color shades represent intermediate levels.
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FIGURE 4 | Autophagy capacity in tumor-infiltrating NK cells (TINK), non-tumorous liver-infiltrating NK cells (LINK), and normal liver-infiltrating NK cells (NLINK).
Cyto-ID median fluorescence intensity (MFI) values in TINK (n = 12), LINK ( n = 12), and NLINK ( n = 7) from untreated (A) and chloroquine-treated
(C) samples (total, CD56DIM, and CD56BRIGHT NK cells). Examples are shown on the right of each panel. Statistical analysis was performed by Wilcoxon matched
pairs test (LINK vs TINK) and Mann–Whitney test (NLINK vs TINK and NLINK vs LINK). Horizontal lines represent median values. Correlation between the Cyto-ID
MFI values of untreated (B) and chloroquine-treated (D) and phospho-p38 protein in total NK cells from TINK samples. Statistics by Pearson correlation. *p < 0.05
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p38 blockade strongly increased the TNF-a (Figure 6C) and
CD107a (Figure 6D) expression in TINK in all the NK subsets,
whereas the effect on IFN-g production was limited (Figure 6A).
LINK and NLINK function did not benefit from p38 blockade,
demonstrating the specificity of p38 inhibition in the tumor
context. Representative dot plots showing CD107a, IFN-g, and
TNF-a expression in NK cells from NLINK, LINK, and TINK in
untreated vs. p38 inhibitor-treated samples are shown in
Supplementary Figure S2.

Interestingly, although IFN-y production was less affected
than the other functions, TINK samples with impaired function
were more affected by p38 inhibition (Figure 6B). Moreover,
treatment with p38 inhibitors enhanced the adhesion to target
cells by TINK compared to LINK, but the effect did not reach
statistical significance (Figure 6E). Finally, p38 blockade strongly
reduced the NK cells with depolarized mitochondria in the
tumor, in particular in the CD56BRIGHT subset, while p38
inhibition did not show any effect in modulating the
mitochondrial membrane potential in the liver counterpart
(Figure 7A). In addition, the NK autophagy potential was
significantly enhanced by p38 inhibition, especially in the
chloroquine-treated tumor-infiltrating NK cells (Figure 7B)
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in all NK cell subsets. Differently though, glucose import was not
affected by treatment both in liver- and tumor-infiltrating NK
cells (Figure 7C).
DISCUSSION

The understanding of the molecular and cellular characteristics
of NK cell responses in patients with HCC has greatly improved
in recent years (7, 11, 12). However, our knowledge of the
mechanisms responsible for NK cell dysfunction in tumors and
especially in HCC remains largely incomplete. Here we
performed transcriptome, metabolic, and functional analyses
targeting the identified dysregulated pathways of tumor-
infiltrating NK cells . We found a predominantly upregulated
gene expression profile in intra-tumoral NK cells compared to
the liver counterpart. However, this extensive upregulation,
involving mitochondrial components, glucose metabolism, and
DNA damage stress responses, was not associated with an
improved antitumor function but rather with a profound
impairment at both functional and metabolic levels. This
discrepant transcriptional and functional metabolic output was
A
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FIGURE 5 | Functional analysis of NLINK, LINK, and TINK. (A, B) IFN-g and TNF-a production in infiltrating NK cells was evaluated with or without phorbol 12-
myristate 13-acetate and ionomycin incubation for 4(h) (C) The cytotoxic potential of NK cells was measured by CD107a degranulation assay. (D) Representative
dot plots showing IFN-g, TNF-a, and CD107a expression in tumor- and liver-infiltrating NK cells from NLINK, LINK, and TINK upon PMA/ionomycin stimulation.
(A–C) Data are presented as the delta between the frequency of cytokine+ or CD107a+ NK cells in unstimulated and stimulated samples. Horizontal lines indicate
median values. (E) NK cell adhesion to target cells (K562) was evaluated by staining NK cells and K562 with two distinct fluorescent dyes (anti-CD3 and anti-CD56
and 0.5 mM CFSE, respectively). The effector-to-target ratio was 5:1. Cells were incubated at 37°C for 0, 15, and 30 min, followed by fixation. Median fluorescence
intensity (MFI) ratio was measured at different time points (left panel). Cell conjugation is presented as MFI values of CD56+ cells in CFSE-FITC target cells.
Comparison of TINK, NLINK, and LINK at 30 min (right panel). (A–E) NLINK (n = 7), LINK (n = 12), and TINK (n = 12) *p < 0.05.
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especially clear for OXPHOS impairment, with an altered
mitochondrial membrane potential, and for glucose
metabolism, associated with a decreased glucose uptake
capacity. OXPHOS was upregulated at the transcriptional level
but functionally depressed, and glucose use and glycolytic
functions were similarly upregulated at the mRNA level but
translated into an energetic repression in HCC-infiltrating NK
cells .

A similar discrepancy between metabolic, functional, and
gene expressions that could reflect a failed compensatory
attempt has been described in exhausted CD8+ T cells (42). In
particular, defective OXPHOS and glycolytic activity have
recently been described in several different models (33, 43),
including early-exhausted CD8+ T cells reported in HCV
infection (44).

Even if we do not have clear direct evidence, we can imagine
that, in tumors as well as in chronic infections, NK cells may
present an exhausted condition similar to exhausted T cells, with
poor effector characteristics (45), and a progressive loss of
function correlating to disease progression.

Even if NK cell metabolism studies are in an early phase, T
and NK cells have common metabolic pathways for several
functions from activation to regulatory function (46).
Frontiers in Immunology | www.frontiersin.org 10107
Indeed both cell types become metabolically quiescent in
mature status, using mainly fatty acid b-oxidation and
oxidative phosphorylation when a change in energetic needs is
required (46). Although metabolic needs may be different upon
activation by activating ligands, a common feature seems to be
the use of glucose for enhanced glycolysis and OXPHOS. This
metabolic shift is dictated by an increase of energy demands
within a short period of time for ATP and protein synthesis in
order to accomplish their cytotoxic functions (46).

Our GSEA results support the mechanism showing an
upregulation of ROS detoxification system-related pathways. In
line with this view, our data show an increase of depolarized
mitochondria in HCC-infiltrating NK cells and a decrease in
potential glucose utilization, especially in the CD56BRIGHT

subpopulation, translated into an inefficient cytotoxic activity,
as supported by the downregulation of TNF-a and CD107a
expressions and by a poor ability to establish an immunological
synapse with target cells (44).

While the production of inhibitory cytokines in the tumor
microenvironment induces a profound immune impairment,
immune cells react by activating the stress sensor-related
pathways. Specifically, cellular stress induced by starvation
leads to MAPK/p38 cascade activation. p38 subunits (such as
A B

D

E

C

FIGURE 6 | Restoration assays of hepatocellular carcinoma-infiltrating NK cells. IL-12 + IL-18 O/n stimulation of NK cell stimulation with or without specific p38
inhibitors was followed by flow cytometry determination of IFN-g (A), TNF-a (B) and CD107a (C) production in study groups and in all NK cell subsets (total,
CD56DIM, and CD56BRIGHT). Data are presented as the ratio between the frequency of cytokine and CD107a-positive NK cells tested in the presence of inhibitor or
untreated cultures (fold change). Horizontal lines represent median values. (D) Bar graph showing IFN-g production upon PMA/ionomycin stimulation from single
TINK samples (upper panel). On the middle and lower panels, corresponding fold change values in the two p38 inhibitor-treated TINK samples. Right panels:
correlation between IFN-g production and response to p38 blockade. (E) Conjugation assay performed on LINK and TINK samples with or without p38 inhibition.
(A–C) Statistical analysis by Wilcoxon signed-rank tests.(D) Statistics by Pearson’s correlation. (A–E) LINK (n= 11) and TINK (n= 11). *p < 0.05, **p < 0.01.
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p38a and MAPK14), after activation and phosphorylation,
control a plethora of downstream functions. In particular,
MAPK14 is responsible of the quick change from glycolysis to
the pentose phosphate pathway (PPP) through modulation of
the proteasome degradation of 6-phosphofructo-2-kinase/
fructose 2,6-bisphosphatase 3. This leads to reduced autophagy
and an increase in resistance to nutrient starvation (47). The
results of NK-cell expression profiling support this view,
suggesting the activation of the PPP pathway with an
upregulation of PFK genes.

Under nutrient stress, there is activation of the catabolic
process of autophagy with turnover of macromolecules and
organelles (48). Since autophagy is considered a mechanism of
cell survival, its deregulation does not lead to apoptotic cell
death. It is known that a robust autophagic capacity appears in
immature NK cells in order to lead to NK cell development and
education (33, 49). During development, autophagy protects NK
cells by removing damaged mitochondria that reduce the ROS
levels (33).

It has already been described for CD8+ T cells that, under low
nutrient conditions and high proliferative rate, p38 is
phosphorylated via the AMP-activated protein kinase (AMPK)
and the scaffold protein b-activated TAB1 (50). This leads to a
metabolic reprogramming with glycolysis and autophagy
reduction and with consequent blocking of mitophagy and
Frontiers in Immunology | www.frontiersin.org 11108
accumulation of damaged and dysfunctional mitochondria.
The final effect of p38 activity augmentation is metabolic
engulfment and proliferation arrest (40, 51), which are
associated to a senescent-like behavior with a negative effect on
telomerase activity (40, 50). Similarly, in a previous study, we
found that intra-tumoral NK cells show a profound reduction of
intracellular transducers, including the proximal CD3 zeta chain
(34, 52), and our current analysis also confirms a deregulation in
the autophagy process related to p38 activation in tumor-
infiltrating NK cells.

However, long-lasting activation of the p38a pathway can
lead to impaired cell proliferation and cell death (53), which
might explain the lower level of mature and cytotoxic intratumor
NK cells (52). These profound metabolic derangements impair
the capacity of NK cells to exert efficient anti-tumor functions
(54) and to generate immunological memory, together with a
lower basal level of autophagy, which are essential in NK cell
development (33, 49). Targeting p38 may open to new strategies
of immunotherapeutic intervention.

Interestingly, the CD56BRIGHT subset showed a higher level of
p38 phosphorylation and functional impairment. This subset
expresses liver residency markers such as CXCR6 and CD49a
(52) at a higher degree, and it is easy to speculate that the NK
cells in HCC have been recruited from the liver or from the
periphery, and in a hypoxic tumor environment, they upregulate
A

B

C

FIGURE 7 | Metabolic restoration of HCC (n = 8) and non-tumorous liver-infiltrating NK cells (n = 8). IL-12 + IL-18 overnight stimulation with or without specific p38
inhibitors was followed by flow cytometry determination of JC-1 (A) 2-NBDG (B) and Cyto-ID (with and without chloroquine) (C). Data are presented as the ratio
between the metabolic values in inhibitor-treated vs. untreated NK cells from liver and tumor counterparts (fold change). Horizontal lines represent median values.
Statistics by Wilcoxon signed-rank tests.
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CD56 (55). While the entire population of TINK is in a stress
condition due to hypoxia and starvation, the CD56BRIGHT subset
has been more profoundly impaired.

Despite the lack of direct supporting evidence in NK cells , a
direct relationship between p38 upregulation and metabolic and
functional impairment in HCC-infiltrating NK cells is likely, as
already described for CD8+ T cells (40, 50).

For this reason, the pharmacological inhibition of p38 protein
subunits could be a therapeutic option in patients with early HCC.
Our data indicate that p38 modulation is highly specific for tumor-
infiltrating NK cells, thus not affecting the functions of NK cells
infiltrating liver tissue. In tumor NK cells, we observed that p38
blockade induced a strong restoration of TNF-a and CD107a
production accompanied by increased IFN-g expression in
samples with a reduced production of this cytokine. These results
suggest that NK cells might be exhaustion-oriented at different
levels and that selective targeting of p38 might allow specific
functional recovery. In addition, metabolic functions such as
OXPHOS and autophagy were significantly improved by p38
inhibition, specifically in HCC-infiltrating NK cells, further
indicating a positive impact of p38 blockade over NK cell fitness.

The results of this study are not sufficient to indicate a specific
biochemical metabolic cascade of dysregulation of HCC-infiltrating
NK cells and to define how OXPHOS derangement and impaired
autophagy are linked to mitochondrial dysfunction and p38
activation. Given the functional recovery obtained with selected
specific p38 inhibitors, the knowledge generated in this study
altogether has relevant potential for novel and more effective
strategies of NK cell reconstitution, thus able to improve
immunotherapy for HCC patients.
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Natural killer (NK) cells, the effectors of the innate immune system, have a remarkable
influence on cancer prognosis and immunotherapy. In this study, a total of 1,816 samples
from nine independent cohorts in public datasets were enrolled. We first conducted a
comprehensive analysis of single-cell RNA-sequencing data of lung adenocarcinoma
(LUAD) from the Gene Expression Omnibus (GEO) database and determined 189 NK cell
marker genes. Subsequently, we developed a seven-gene prognostic signature based on
NK cell marker genes in the TCGA LUAD cohort, which stratified patients into high-risk
and low-risk groups. The predictive power of the signature was well verified in different
clinical subgroups and GEO cohorts. With a multivariate analysis, the signature was
identified as an independent prognostic factor. Low-risk patients had higher immune cell
infiltration states, especially CD8+ T cells and follicular helper T cells. There existed a
negative association between inflammatory activities and risk score, and the richness and
diversity of the T-cell receptor (TCR) repertoire was higher in the low-risk groups.
Importantly, analysis of an independent immunotherapy cohort (IMvigor210) revealed
that low-risk patients had better immunotherapy responses and prognosis than high-risk
patients. Collectively, our study developed a novel signature based on NK cell marker
genes, which had a potent capability to predict the prognosis and immunotherapy
response of LUAD patients.

Keywords: single-cell RNA-sequencing, NK cell marker genes, prognostic signature, immunotherapy,
lung adenocarcinoma
org June 2022 | Volume 13 | Article 8507451112

https://www.frontiersin.org/articles/10.3389/fimmu.2022.850745/full
https://www.frontiersin.org/articles/10.3389/fimmu.2022.850745/full
https://www.frontiersin.org/articles/10.3389/fimmu.2022.850745/full
https://www.frontiersin.org/articles/10.3389/fimmu.2022.850745/full
https://www.frontiersin.org/articles/10.3389/fimmu.2022.850745/full
https://www.frontiersin.org/articles/10.3389/fimmu.2022.850745/full
https://www.frontiersin.org/articles/10.3389/fimmu.2022.850745/full
https://www.frontiersin.org/journals/immunology
http://www.frontiersin.org/
https://www.frontiersin.org/journals/immunology#articles
http://creativecommons.org/licenses/by/4.0/
mailto:gaoshugeng@cicams.ac.cn
mailto:prof.jiehe@gmail.com
https://doi.org/10.3389/fimmu.2022.850745
https://www.frontiersin.org/journals/immunology#editorial-board
https://www.frontiersin.org/journals/immunology#editorial-board
https://doi.org/10.3389/fimmu.2022.850745
https://www.frontiersin.org/journals/immunology
http://crossmark.crossref.org/dialog/?doi=10.3389/fimmu.2022.850745&domain=pdf&date_stamp=2022-06-10


Song et al. NK Cell Signature in LUAD
INTRODUCTION

Lung cancer is the global leading cause of cancer-related
mortality (1), among which lung adenocarcinoma (LUAD)
represents the main histological subtype, comprising nearly
50% of all lung cancers (2–4). Despite the significant advances
in therapeutic strategies for LUAD, the 5-year overall survival
(OS) of LUAD remains below 20% (5). Recently, the clinical
application of immunotherapies targeting immune checkpoints
has dramatically improved clinical benefits and shifted the
treatment paradigm of LUAD (6, 7). Several biomarkers are
now widely used in clinical practice to predict immunotherapy
response, including PD-L1 expression and tumor mutation
burden (TMB) (8). However, these biomarkers could not fully
reflect the heterogeneous tumor microenvironment (TME) and
clinical benefits from immunotherapy is still limited to a portion
of LUAD patients (9). As a result, it is imperative to develop
prediction models and identify new biomarkers to predict
prognosis and therapeutic effect.

Tumor cells are surrounded by the TME, which is quite
complex and comprises different immune cells, stromal cells,
extracellular matrix molecules, and various cytokines (10, 11).
Emerging evidence has demonstrated that the components of the
TME are recognized to play vital roles in tumor initiation and
progression. Furthermore, abnormal changes in TME not only
impact the prognosis of patients but could also be used as a
biomarker for immunotherapy (12). In the context of anti-tumor
immunity, the focus is mainly on the adaptive T-cell response,
while the role of innate immune cells has not yet received enough
attention. Natural killer (NK) cells, a subtype of innate immune
cells, can rapidly recognize and kill tumor cells (13). The efficient
activity of NK cells depends entirely on a balance of inhibitory
and activating receptors that can interact with ligands on target
cells (14). NK cells can participate in anti-tumor immunity in the
early presence of tumors by directly killing tumor cells and
promoting adaptive T-cell immunological responses (15),
thereby limiting tumor cell aggressiveness (16). NK and T cells
work together to control cancer progression, indicating the
importance of NK cells in shaping anti-tumor immunity,
which has also been demonstrated by several previous studies.
Reduced NK cell activity in the peripheral blood increases the
risk of malignancy (17). Additionally, the higher abundance of
tumor-infiltrating NK cells was significantly linked with better
prognosis in different types of tumors (18–21). Given the roles of
NK cells in immunity, previous studies have investigated the
molecular characteristics of NK cells in infectious diseases and
cancers (22–27), whereas a comprehensive molecular analysis of
NK cells in LUAD is relatively poorly known.

The development of single-cell RNA-sequencing (scRNA-seq)
technology and associated methods for data analysis has provided
an unprecedented opportunity to unravel the molecular
characteristics of diverse immune cell populations in the TME
(28). Previous studies have reported that exploring gene expression
signatures based on molecular characteristics of immune cells
derived from scRNA-seq data might be a potent method to
predict the prognosis and immunotherapy response of cancer
patients (29, 30). In this study, we first performed a
Frontiers in Immunology | www.frontiersin.org 2113
comprehensive analysis of scRNA-seq of LUAD to dissect the
molecular characteristics of tumor-infiltrating NK cells and
identify the marker genes of NK cells. Next, a NK cell marker
gene signature (NKCMGS) was constructed for prognosis
prediction of LUAD through bulk RNA-seq analysis.
Furthermore, the predictive power of the NKCMGS was validated
in six independent cohorts from the Gene Expression Omnibus
(GEO) database, and the relationship between the NKCMGS and
immunotherapy response in LUAD was investigated.
MATERIALS AND METHODS

Data Collection
Totally, 1,816 samples were enrolled in this study, namely, 11
LUAD samples with scRNA-seq data, 500 LUAD samples from
the TCGA, 1,007 LUAD samples from six independent GEO
cohorts (https://www.ncbi.nlm.nih.gov/geo/), and 298 samples
treated with immunotherapy from the IMvigor210 cohort. Single-
cell RNA-sequencing data from 11 primary LUAD samples of
GSE131907 were obtained from the GEO database, and were used
to determine the NK cell marker genes of LUAD. The Cancer
Genome Atlas (TCGA) bulk tumor transcriptomic data (FPKM
normalized) and clinical information of 500 patients with LUAD
were downloaded from the UCSC Xena (https://xenabrowser.net/)
for identifying survival-related genes and constructing prognostic
signatures. Six independent microarray datasets, namely,
GSE30219 (n = 83), GSE3141 fimmu.2022.850745(n = 58),
GSE50081 (n = 127), GSE26939 (n = 115), GSE72094 (n = 398),
andGSE31210 (n=226),were alsoobtained fromtheGEOdatabase
for external validation. In this study, the TCGA RNA-sequencing
data of were converted into transcripts per kilobase million (TPM)
values, which are more comparable between TCGA samples and
microarrays (31). Transcriptomic and matched clinical data of
patients who received anti-PD-L1 treatment from the IMvigor210
cohort were collected from http://research-pub.gene.com/
IMvigor210CoreBiologies to explore the value of NKCMGS in
speculating on the immunotherapy response (32). The study used
publicly available datasets with preexisting ethics approval from
original studies.

Identification of NK Cell Marker Genes by
scRNA-seq Analysis
We conducted an analysis of scRNA-seq data by R packages,
including “Seurat” and “SingleR” (33). To retain high-quality
scRNA-seq data, three filtering measures were applied to the raw
matrix for each cell: only genes that were expressed in at least 5
single cells were included, cells that expressed less than 100 genes
were eliminated, and cells with more than 5% of mitochondrial
genes were also removed. We first used the “Seurat” R package to
normalize scRNA-seq data by the “NormalizeData” function,
setting the normalization method as “LogNormalize.”
Normalized scRNA-seq data were then transformed into a
Seurat object, and the top 1,500 highly variable genes were
identified using the “FindVariableFeatures” function. After
that, we applied the “RunPCA” function of the “Seurat” R
package to perform the principal component analysis (PCA) to
June 2022 | Volume 13 | Article 850745
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reduce the dimension of the scRNA-seq data based on the top
1,500 genes. We used JackStraw analysis to identify significant
PCs, and we selected the first 15 PCs for cell clustering analysis
according to the proportion of variance explained. The
“FindNeighbors” and “FindClusters” functions in the “Seurat”
package were used for cell clustering analysis. The k-nearest
neighbor graph was constructed based on Euclidean distance in
PCA using the “FindNeighbors” function to determine the
closest neighbors of each cell. Then, t-distributed stochastic
neighbor embedding (t-SNE) was performed using the
“RunTSNE” function. Cell clustering was demonstrated using
t-SNE-1 and t-SNE-2. The “FindAllMarkers” function in the
“Seurat” package was used to calculate the differentially
expressed genes (DEGs) of each cluster using Wilcoxon–
Mann–Whitney tests. To identify the marker genes for each
cluster, the cutoff threshold values, adjusted p-value <0.01 and |
log2 (fold change)| >1 were used. For cluster annotation, we
performed a reference-based annotation using reference data
from the Human Primary Cell Atlas (34).

Construction and Validation of Prognostic
Signature Based on NK Cell Marker Genes
A univariate Cox regression analysis was performed to evaluate
the prognostic value of NK cell marker genes for OS in TCGA
LUAD patients, and genes with p <0.01 were identified as
prognostic genes. Next, to minimize overfitting, prognostic
genes were assessed by least absolute shrinkage and selection
operator (LASSO) Cox proportional hazards regression using the
“glmnet” package. LASSO is a popular method for regression
with high-dimensional predictors and is broadly applied to the
Cox proportional hazard regression model for survival analysis
(35). By using the function “cv.glmnet”, 10-fold cross-validation
was conducted to select the best model. The tuning parameter l
was chosen by 1 − SE (standard error). We got a list of genes with
non-zero beta coefficients. Finally, based on the genes generated
by LASSO Cox regression analysis, we used a stepwise
multivariate Cox regression analysis to identify the prognostic
values of specific gene signatures. The risk model was
constructed by a linear combination of the mRNA expression
of the genes and the relevant risk coefficient. Based on the
median cut-off value, the patients were classified into the low-
risk or high-risk groups. To validate the prognostic power of the
NKCMGS, the area under the curve (AUC) was calculated using
the “survivalROC” package (36). The Kaplan–Meier method was
employed for survival analysis, and the log-rank test was used to
determine the statistical significance of the differences using the
R package “survminer” (37). The predictive ability of the
signature was validated using survival analysis and AUC in 6
independent GEO datasets.

Pathway and Function Enrichment
Analysis
We performed Gene Ontology (GO) and Kyoto Encyclopedia of
Genes and Genomes (KEGG) analysis by using the R package
“clusterProfiler” (38). GO analysis was performed using the
enrichGO function of the R package “clusterProfiler” and GO
Frontiers in Immunology | www.frontiersin.org 3114
annotations were based on genome-wide annotation packages
(org.Hs.eg.db) released by the Bioconductor project (39). KEGG
analysis was performed using the enrichKEGG function of the R
package “clusterProfiler” and “clusterProfiler” queries the latest
online KEGG database through a web API to obtain the pathway
data and perform functional analysis. A p-value of < 0.05 was
considered significant enrichment.

Immune Cell Infiltration Analysis and Gene
Sets Variation Analysis (GSVA)
The CIBERSORT algorithm, a useful method for obtaining
infiltrating characteristics of 22 immune cell types with gene
expression profiles (40), was applied to dissect the proportion of
immune cell infiltration in high-risk and low-risk groups. A
seven-metagene (HCK, IgG, Interferon, LCK, MHC-I, MHC-II,
and STAT1) has been extensively used to assess the
inflammatory activity in TME (41). Therefore, we conducted
GSVA analysis to investigate the associations between the
NKCMGS and metagenes of inflammatory activities by using
the “GSVA” package (42). Heatmap plots were generated using
the “ComplexHeatmap” R package from Bioconductor (43).

Estimation of Stromal and Immune Scores
The ESTIMATE algorithm was employed to assess levels of
stromal and immune cell infiltration using expression profiles
by the “estimate” R package (44). Stromal score, immune score,
ESTIMATE score, and tumor purity score were calculated using
the RNA-sequencing data of the TCGA LUAD cohort and a
Wilcoxon t-test was performed to compare these scores between
different risk groups.

Immunotherapy Response Prediction
We first applied PD-L1 expression, tumor mutation burden
(TMB), and TCR repertoire to predict the response to immune
checkpoint blocking therapy. The PD-L1 mRNA expression of
LUAD patients was collected from RNA-sequencing data of the
TCGA LUAD cohort. Gene mutation data of LUAD patients
were downloaded from the TCGA database and TMB was
calculated using “maftools” package (45). TMB was determined
as the number of somatic indels and base substitutions per
million bases in the coding region of the genome detected, and
was calculated as previously described (46). The richness and
Shannon diversity indexes were used to characterize the diversity
of the TCR repertoire. The richness measures the number of
unique TCRs in the sample, while the Shannon diversity index
reflects the relative abundance of the different TCRs. The
richness values and Shannon diversity index valves of TCR in
the TCGA LUAD patients were obtained from the Pan-Cancer
Atlas study (47). Additionally, 298 urothelial carcinoma patients
with both transcriptomic data and treatment response to
immunotherapy from the IMvigor210 cohort were used for
speculating the immunotherapy response of the signature.

Statistical Analysis
Categorized variables between different risk groups were
compared by the Wilcoxon t-test. Univariate and multivariate
Cox regression analyses were used to investigate the prognostic
June 2022 | Volume 13 | Article 850745
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value of the NKCMGS and different clinicopathological
characteristics. P <0.05 was set as a significant threshold.
Benjamini–Hochberg was implemented to adjust the P-value
for multiple testing using the R function “p.adjust”. For data
analysis and generation of figures, R software version 4.1.0
(http://www.R-project.org) was used.
RESULTS

Identification of NK Cell Marker Gene
Expression Profiles
Based on scRNA-seq data of GSE131907, we obtained gene
expression profiles of 45,149 cells from 11 primary LUAD
samples for further analysis (Figure 1A). We conducted PCA
using the top 1,500 variable genes to reduce the dimensionality,
and 17 cell clusters were then identified (Figure 1B). Subsequently,
the cell identity of each cluster was annotated using a reference
dataset from the Human Primary Cell Atlas, and cells in cluster 7
were defined asNKcells (Figure 1C). This cluster was also found to
Frontiers in Immunology | www.frontiersin.org 4115
have distinct gene expression profiles, with 189 genes
differentially expressed between the 17 clusters (Figure 1D),
which were identified as LUAD-related NK cell marker genes
(Supplementary Table 2). The functional enrichment, including
GOandKEGGanalysis, showed that theNKcellmarker geneswere
mostly related to immune features, such as positive regulation of
leukocyte activation, MHC protein complex, antigen binding, and
hematopoietic cell lineage (Supplementary Figure 1).

Establishment of the Seven-Gene
Prognostic Signature Based on NK Cell
Marker Genes
To construct a prognostic signature based on the 189 NK cell
marker genes, we first used the TCGALUAD cohort as the training
set to perform a univariate Cox regression analysis, and 25 NK cell
marker genes were significantly related to OS (Supplementary
Table 3). Next, LASSO Cox regression analysis with one standard
error (SE) and10-fold cross-validationwas conductedon the 25NK
cellmarker genes, and 16 genes were screened out (HPGDS, CTSG,
SLC18A2, GCSAML, ADRB2, ACTG1, ACOT7, CLIC1,
A B

C D

FIGURE 1 | Single-cell RNA-sequencing analysis identifies NK cell marker genes. (A) t-SNE plot of 45,149 cells from 11 primary LUAD samples. (B) t-SNE plot
colored by various cell clusters. (C) The cell types identified by marker genes. (D) Heatmap showing the top 5 marker genes in each cell cluster.
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SELENOK, PEBP1, BEX4, BIRC3, DDIT4, TRBC1, ACAP1, and
S100A10) for further analysis (Supplementary Figures 2A, B).
Finally, we used stepwise multivariate Cox regression analysis to
optimize the prognostic signature to only include the 7 most
predictive genes: Risk score = (−0.614 × GCSAML expression) +
(1.893 × ACTG1 expression) + (1.022 × ACOT7 expression) +
(−1.715 × SELENOK expression) + (−1.840 × PEBP1 expression) +
(1.077 × BIRC3 expression) + (−1.180 × ACAP1 expression)
(Supplementary Figure 2C). The relative expression of the 7
marker genes in various clusters is shown in Supplementary
Figure 3, which indicates the specificity of the expression of the
signature genes.Themedian risk scorewas 0.956 by ranking the risk
score fromhigh to low,whichwas used to classify patients into low-
risk (n = 250) and high-risk (n = 250) groups. Figure 2A exhibited
the distribution of risk scores and survival status, which suggested
more deaths in the high-risk group.Figure 2B shows the expression
details of the 7 NK cell marker genes.

Kaplan–Meier analysis demonstrated that patients with high-
risk scores had significantly inferior OS than patients with low-
risk scores (Figure 2C). To assess the predictive accuracy of the
risk model, time-dependent area under the ROC curves for OS
was calculated, and the 1-, 3-, and 5-year AUC values were 0.710,
Frontiers in Immunology | www.frontiersin.org 5116
0.725, and 0.730, respectively (Figure 2D). The performance of
the model was then evaluated using a ten-fold cross-validation
procedure, and the 1-, 3-, and 5-year mean AUC values were
0.669, 0.674, and 0.652, respectively.

Validation of the NKCMGS in Different
Clinical Subgroups
The predictive value of NKCMG was first assessed in TCGA LUAD
patients with different genders, ages, smoking histories, and tumor
stages. The results revealed that high-risk score was significantly
correlated with an inferior prognosis in the male (P = 1.5 × 10−4,
SupplementaryFigure4A), female (P=3.563×10−5,Supplementary
Figure 4B), young (P = 7.8 × 10−4, Supplementary Figure 4C) or old
(P=1.306×10−6,SupplementaryFigure4D),non-smoker (P=0.016,
SupplementaryFigure4E), smoker (P=4.465×10−6,Supplementary
Figure4F), early stage (P=1.709×10−5,SupplementaryFigure4G)or
advanced stage (P = 0.0094, Supplementary Figure 4H) LUAD
patients. Next, we further evaluated the predictive performance of
NKCMGS in the TCGA LUAD patients stratified by different
molecular characteristics, including EGFR, KRAS, and TP53
mutations. Similarly, we observed that the NKCMGS showed robust
predictive power in the EGFR wild-type (WT) (P = 9.923 × 10−7,
A

B

C

D

FIGURE 2 | Establishment of the NKCMGS in the TCGA LUAD cohort. (A) The distribution of risk score and survival status. (B) Heatmap showed the expression
characteristics of the identified 7 NK cell marker genes. (C) Kaplan–Meier curves of survival analysis compared the overall survival of LUAD patients between high-
risk and low-risk groups. (D) ROC curves of the NKCMGS for predicting the risk of death at 1, 3, and 5 years.
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Supplementary Figure 5A), EGFR mutation (MUT) (P =
0.032, Supplementary Figure 5B), KRAS WT (P = 1.23 × 10−6,
Supplementary Figure 5C), KRASMUT (P = 0.012, Supplementary
Figure 5D), TP53WT (P = 6.9 × 10−4, Supplementary Figure 5E) or
TP53MUT (P = 2.377 × 10−5, Supplementary Figure 5F) subgroup.

External Validation of the Robustness of
the NKCMGS in Six Independent Cohorts
To validate the robustness of the NKCMGS, we included 6
independent GEO cohorts in this study, and the clinical
features of these 6 GEO cohorts are shown in Table 1. We
used the same formula to calculate the risk score of each patient
in 6 GEO cohorts. Patients were sorted into the high-risk and
low-risk groups in each cohort by the median risk score. Kaplan–
Meier analysis demonstrated that the high-risk group had
inferior prognosis than the low-risk group in all 6 GEO
cohorts, namely, GSE30219 (Figure 3A, HR: 3.557, 95% CI:
1.856–6.818, P = 1.32 × 10−4), GSE3141 (Figure 3B, HR: 3.064,
95% CI: 1.457–6.443, P = 0.002), GSE50081 (Figure 3C, HR:
1.932, 95% CI: 1.099–3.394, P = 0.02), GSE26939 (Figure 3D,
HR: 2.312, 95% CI: 1.390–3.846, P = 9.3 × 10−4), GSE72094
(Figure 3E, HR: 2.038, 95% CI: 1.387–2.995, P = 2.1 × 10−4), and
GSE31210 (Figure 3F, HR: 1.555, 95% CI: 0.789–3.063, P = 0.2).
The ROC curves of the risk score in the 6 validation cohorts also
showed good performance (Supplementary Figure 6).
Additionally, a prognostic meta-analysis was performed by R
package “meta” using the random-effects model to evaluate the
integrated predictive value of NKCMGS in these 6 cohorts (48).
The results of the meta-analysis indicated that NKCMGS was a
significant prognostic indicator for patients with LUAD (HR:
2.227, 95% CI: 1.782–2.784, P = 1.96 × 10−12) (Figure 3G).

Independent Prognostic Role of the
NKCMGS for Patients With LUAD
To further investigate whether the risk score can independently
affect the prognosis of LUAD, we conducted univariate and
Frontiers in Immunology | www.frontiersin.org 6117
multivariate Cox regression analysis using clinical features,
molecular factors, and the risk score in the TCGA LUAD
patients. As expected, the results of multivariate Cox regression
analysis proved that the risk score was an independent
prognostic factor (HR: 1.889, 95% CI: 1.373–2.599, P = 9.37 ×
10−5) (Table 2). Meanwhile, we performed a LASSO Cox
regression analysis with the risk score and all these clinical
features to select the most predictive variables. The results
demonstrated that the risk score and tumor stage were the best
predictive factors for the prognosis.

Functional Enrichment Analysis of the
NKCMGS Related Genes
To elucidate the potential mechanism of the excellent predictive
capability of NKCMGS, we further investigated biological
pathways related to NKCMGS. Firstly, the correlation analysis
was performed using the TCGA LUAD dataset to identify the
genes that were closely correlated with the risk score (Pearson |R|
>0.4, P <0.05). As shown in Supplementary Figure 7A, 100
positively correlated genes and 24 negatively correlated genes
were filtered out (Supplementary Table 4). Subsequently, we
performed GO and KEGG enrichment analyses using the
“ClusterProfiler” package for these selected genes. GO analysis
revealed that these genes were mainly implicated in the biological
processes of mitotic division, namely, chromosome segregation,
mitotic nuclear division, and the G2/M transition of the mitotic
cell cycle (Supplementary Figure 7B). KEGG analysis also
verified that these genes were closely involved in the cell cycle
pathway (Supplementary Figure 7C).

The NKCMGS Was Associated With the
Immune Cell Infiltration of the TME
As NK cells play a vital role in anti-tumor immunity, we explored
the relationship of the NKCMGS with immune cell infiltration in
LUAD patients. By using the ESTIMATE algorithm, we found
that high-risk patients had lower immune score, stromal score,
TABLE 1 | Clinical characteristics of lung adenocarcinoma from multiple cohorts.

Variables TCGA N = 500 GSE30219 N = 83 GSE3141 N = 58 GSE50081 N = 127 GSE26939 N = 115 GSE72094 N = 398 GSE31210 N = 226

Age (year)
Median 66 60 – 70 65 70 61
Range 33–88 44–84 – 40–86 41–90 64–77 30–76

Gender
Male 230 65 – 65 53 176 105
Female 270 18 – 62 62 222 121

Smoking
Yes 415 – – 92 100 300 111
No 71 – – 23 12 31 115
NA 14 – – 12 3 67 0

TNM stage
I and II 387 83 – 127 71 321 226
III and IV 105 0 – 0 16 72 0
NA 8 0 – 0 28 5 0

OS Status
Alive 318 40 26 76 49 285 191
Death 182 43 32 51 66 113 35
June 2022 | Volume
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A B

C D

E

G

F

FIGURE 3 | Validation of the NKCMGS in six independent GEO cohorts. (A) GSE31210 (n = 226). (B) GSE30219 (n = 83). (C) GSE37745 (n = 106). (D) GSE50081
(n = 127). (E) GSE26939 (n = 115). (F) GSE42127 (n = 133). (G) A meta-analysis of six GEO cohorts and the P-value was adjusted for 7 hypothesis tests.
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ESTIMATE score, and higher tumor purity than low-risk
patients (Figures 4A–D), which suggested that the risk score
was negatively correlated with the level of immune cell
infiltration. Subsequently, we applied the CIBERSORT
algorithm to estimate the infiltration level of different types of
immune cells in the TME. The CIBERSORT analysis revealed
that high-risk patients had a higher fraction of resting NK cells,
M0macrophages, M2macrophages, activated dendritic cells, and
activated mast cells, but had a lower fraction of plasma cells,
CD8+ T cells, follicular helper T cells, regulatory T cells, resting
dendritic cells, and resting mast cells (Figure 4E). In Figure 4F,
the fractions of different immune cells between high- and low-
risk groups are shown. We further conducted a correlation
analysis between the risk score and immune cell infiltration,
which showed that the risk score was positively related to
macrophages and neutrophils but was negatively related to T,
B, and mast cells (Supplementary Figure 8).

Inflammatory and Immune Profiles
of the NKCMGS
To figure out the relationship between NKCMGS and
inflammatory activities, we explored the associations between
the NKCMGS and 7 clusters of metagenes (HCK, LCK, IgG,
Interferon, MHC-I, MHC-II, and STAT1), representing various
inflammatory and immune activities as previously reported (41).
Frontiers in Immunology | www.frontiersin.org 8119
Supplementary Figure 9A shows the expression details of these
metagenes in the TCGA LUAD dataset. Next, we used Gene Sets
Variation Analysis (GSVA) to calculate the expression of 7 gene
clusters and the correlation between the NKCMGS and each
cluster of metagenes is shown in Supplementary Figure 9B. The
results showed that the risk score was negatively correlated with
HCK, IgG, LCK, MHC-I, and MHC-II.

The NKCMGS Could Predict
Immunotherapy Benefits in LUAD Patients
Given the important roles in anti-tumor immunity of NK cells
and the promising treatment efficacy of NK cell-based
immunotherapy, we explored whether the NKCMGS could
predict responses of LUAD patients to immune checkpoint
inhibitors. First, we analyzed the relationship between the
NKCMGS and widely recognized immunotherapy biomarkers
(PD-L1 expression and TMB) in the TCGA LUAD cohort. The
results indicated that PD-L1 expression exhibited no significant
difference between the low-risk and high-risk patients, but low-
risk patients harbored a significantly lower TMB than high-risk
patients (Figures 5A, B). In previous studies, the T-cell receptor
(TCR) is in charge of the recognition of antigens presented by the
MHC, and the repertoire analysis of TCR has been demonstrated
as a useful biomarker for stratification and monitoring of
patients on immunotherapy (49–51). Subsequently, we
TABLE 2 | Univariable and multivariable Cox regression analysis of the NK cell marker genes signature in TCGA LUAD cohort.

Characteristics Univariable analysis Multivariable analysis

HR 95% CI P-Value HR 95% CI P-Value

Age
≤60 1.0 (ref)
>60 1.217 0.906–1.635 0.192

Gender
Female 1.0 (ref)
Male 1.049 0.784–1.405 0.747

Smoking history
No 1.0 (ref)
Yes 0.881 0.583–1.330 0.546

T stage
T1 + T2 1.0 (ref) 1.0 (ref)
T3 + T4 2.298 1.568–3.366 <0.001 1.646 1.077–2.515 0.021

Lymphatic metastasis
No 1.0 (ref) 1.0 (ref)
Yes 2.579 1.918–3.469 <0.001 1.903 1.326–2.733 <0.001

TNM stage
I + II 1.0 (ref) 1.0 (ref)
III + V 2.584 1.893–3.527 <0.001 1.337 0.885–2.022 0.168

EGFR mutation
No 1.0 (ref)
Yes 1.332 0.872–2.035 0.185

KRAS mutation
No 1.0 (ref)
Yes 1.068 0.764–1.494 0.698

TP53 mutation
No 1.0 (ref) 1.0 (ref)
Yes 1.413 1.054–1.893 0.021 1.152 0.851–1.561 0.359

Risk score
Low 1.0 (ref) 1.0 (ref)
High 2.356 1.740–3.190 <0.001 1.889 1.373–2.599 <0.001
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analyzed the TCR repertoire and found that the TCR richness
and diversity of low-risk patients was significantly higher than
that of high-risk LUAD patients (Figures 5C, D). Finally, to
further explore the value of NKCMGS in predicting the
immunotherapy response, 298 patients from the IMvigor210
cohort who received anti-PD-L1 treatment were enrolled in this
study for analysis. Kaplan–Meier analysis showed an inferior
survival rate for high-risk patients after immunotherapy
(Figure 5E). Lower risk scores were associated with an
objective response to anti-PD-L1 treatment (Wilcoxon test, P =
0.01; Figure 5F). The objective response rate of anti-PD-L1
treatment was significantly elevated in the low-risk group
(two-sided chi-square test, P = 0.005; Figure 5G). The ROC
curves showed that the combination of TMB, PD-L1, and risk
score models could predict anti-PD-L1 response with 76.1%
accuracy, which was superior to that of TMB (AUC = 0.728),
PD-L1 (AUC = 0.569), or risk score (AUC = 0.603) alone
(Figure 5H). Collectively, these findings indicate that patients
with a low-risk score are more likely to benefit from
immunotherapy, and the NKCMGS may be a useful biomarker to
identify LUAD patients who may benefit from immunotherapy.
Frontiers in Immunology | www.frontiersin.org 9120
DISCUSSION

With the rapid development of scRNA-seq technologies,
researchers are increasingly exploring molecular characteristics
of tumor-infiltrating immune cells in the TME. However, most
current studies have focused on adaptive immune cells, and the
roles of innate immune cells have not yet received enough
attention, which may markedly affect the prognosis and
treatment response, especially with immunotherapy. The
abundance of tumor-infiltrating NK cells is tightly associated
with the prognosis of patients with various solid tumors (18–21).
Recently, Cursons et al. developed a transcriptional signature
based on NK cell marker genes to evaluate nature killer (NK) cell
infiltration in the TME, and an increased NK score significantly
stratified patients with superior prognosis in metastatic
cutaneous melanoma (21). Inspired by this research, we
attempted to explore the NK cell marker genes of LUAD
through scRNA-seq analysis in our study. A novel prognostic
prediction signature based on NK cell marker genes (NKCMGS)
was developed for LUAD patients in the TCGA database and
well verified in 6 independent cohorts from the GEO dataset.
A B C D

E F

FIGURE 4 | The association between the NKCMGS and the immune cell infiltration in the TME. Differences among immune score (A), stromal score (B), ESTIMATE
score (C), and tumor purity (D) between high-risk and low-risk groups. The P-value was adjusted for 4 hypothesis tests. (E) The comparison of immune cells
infiltration level of 22 immune cell types between high-risk and low-risk groups. (F) The fractions of different immune cells between high- and low-risk groups. The
P-*value was adjusted for 22 hypothesis tests.
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Low-risk scores of NKCMGS were closely correlated with
abundant infiltration of immune cells and a high level of TCR
richness and diversity. Furthermore, we discovered that the
immunotherapy response rate of patients with low-risk scores
was dramatically higher than that of patients with high-risk
scores, indicating that immune checkpoint blockade therapy is
more appropriate for low-risk patients.

In this study, NKCMGS was composed of 7 NK cell marker
genes (GCSAML, ACTG1, ACOT7, SELENOK, PEBP1, BIRC3,
and ACAP1), most of which are correlated with the prognosis of
LUAD patients or the activity of NK cells. ACTG1 encodes g-
actin, which is a component of the cytoskeleton. Increased
expression of ACTG1 was linked to the enhanced ability of cell
migration in lung adenocarcinoma (52) and upregulated
expression of ACTG1 was also markedly associated with poor
prognosis in patients with lung cancer (53). As one of the acyl-
CoA metabolic enzymes, ACOT7 was implicated in the
progression of LUAD by regulating the cell cycle through the
p53/p21 signaling pathway (54), which is consistent with our
findings that the signature was closely related to the cell cycle
pathway. ACOT7 expression levels were found to be high in
LUAD and were linked to impaired prognosis (54). SELENOK
encodes a membrane selenoprotein (SelK), which is expressed
Frontiers in Immunology | www.frontiersin.org 10121
abundantly in NK cells and is involved in regulating the function
of NK cells (55, 56). SELENOK may modulate cell proliferation
and migration through regulating Ca+ flux (56), and the
expression of SELENOK was also associated with a poor
prognosis in LUAD (57). Moreover, PEBP1, also known as Raf
kinase inhibitory protein (RKIP), was downregulated in LUAD
tissues compared with normal adjacent tissues (58). Low PEBP1
expression led to reduced survival in LUAD, and in vitro
experiments demonstrated that upregulation of PEBP1
expression can suppress the proliferation and invasion of
LUAD cells, which indicates that PEBP1 may act as a tumor
suppressor gene (58). BIRC3 is a hallmark of tumor-infiltrating
NK cells, and upregulation of BIRC3 can inhibit NK cell activity
(59). Besides, BIRC3 expression was dramatically higher in
LUAD tissues, and higher BIRC3 expression was correlated
with a poorer prognosis (60). These reports indicated that
genes identified in the NKCMGS might provide potential
targets for experimental design in the laboratory to illuminate
molecular mechanisms in LUAD.

In this study, the NKCMGS prognostic signature proved to be
a powerful predictive tool for the prognosis of patients in both
training and validation cohorts. The excellent predictive ability
of the NKCMGS inspired us to investigate the potential
A B C D

E F G H

FIGURE 5 | The role of NKCMGS in predicting immunotherapeutic benefit. The comparison of PD-L1 expression (A), tumor mutation burden (TMB) (B), TCR richness
(C), TCR diversity (D) between high-risk and the low-risk patients. (E) Kaplan–Meier curves for patients with high-risk and low-risk scores in the IMvigor210 cohort.
(F) The comparison of risk scores in groups with different anti-PD-L1 treatment response status in the IMvigor210 cohort. NR represents progressive disease (PD)/stable
disease (SD); R represents complete response (CR)/partial response (PR). (G) Treatment response rates of anti-PD-L1 immunotherapy in high- and low-risk groups in the
IMvigor210 cohort (P = 0.005). NR represents SD/PD; R represents CR/PR. (H) ROC curves evaluating the predictive accuracy of the TMB, PD-L1, risk score, and
combination of TMB, PD-L1, and risk score in the IMvigor210 cohort.
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underlying mechanism. We first performed GO and KEGG
analyses to explore the enriched pathways for genes closely
related to the NKCMGS and found that these correlated genes
were mostly enriched in the biological processes of cell division
and cell cycle pathway. Hence, the inferior prognosis of patients
with high-risk scores may be partly attributed to the abnormal
regulation of the cell cycle, which is intimately linked to tumor
proliferation and progression (61). Besides, tumor-infiltrating
immune cells in the TME play a vital role in tumor development
and significantly affect prognosis (62). We then compared the
abundance of immune cell infiltration between high-risk and
low-risk groups by ESTIMATE and CIBERSORT algorithms.
The results revealed that high-risk tumors had a lower
infiltration level of immune cells, especially T and B cells,
which suggested that tumors with a high-risk score were
characterized as so-called “cold tumors” with decreased anti-
tumor activity (63). The low level of immune cell infiltration can
promote tumor cell escape from immune surveillance and
facilitate tumor progression, which may partly account for the
significantly decreased survival of high-risk LUAD patients.

Furthermore, the NKCMGS was evaluated in relation to
immune and inflammatory activities by analyzing immune-
related metagenes, and the risk score was found to correlate
negatively with HCK, IgG, LCK, MHC-I, and MHC-II clusters.
HCK is pivotal in innate immunity by regulating the
phagocytosis of neutrophils and macrophages (64). LCK, a Src-
related protein linked to CD8 and CD4 molecules, is required for
the maturation and stimulation of T cells (65). MHC-I and
MHC-II are closely associated with the function of antigen-
presentation and tumor cells can escape T-cell killing by losing
the expression of MHC-I and MHC-II (66). Therefore, high-risk
patients showed an immunosuppressive microenvironment,
which may be partly responsible for the significantly inferior
prognosis. Collectively, according to all the findings above, we
inferred that the potential mechanism of the powerful predictive
ability of the NKCMGS may lie in the dysregulation of the cell
cycle and immunosuppressive microenvironment.

The discrepancy in immune cell infi l tration and
inflammatory activities between different risk groups prompted
us to explore the value of the NKCMGS in predicting
immunotherapy response. We first analyzed the association
between the NKCMGS and the well-recognized biomarkers,
including PD-L1 expression TMB. The results revealed that
PD-L1 expression showed no significant difference between
high-risk and low-risk patients, but low-risk patients harbored
a significantly lower TMB, which indicated the low
immunogenicity of low-risk tumors. TCR is a unique molecule
on the T-cell surface that recognizes antigens presented by MHC.
Several studies have recently used high-throughput TCR
sequencing to analyze the characteristics of T-cell repertoires
in patients with diverse cancer types, demonstrating that TCR
repertoires could act as a potent tool to predict immunotherapy
response (49–51). We evaluated the richness and diversity of the
TCR repertoire and discovered that low-risk patients were
associated with a higher level of TCR richness and diversity,
which reflected higher functionality of T cells in recognizing
Frontiers in Immunology | www.frontiersin.org 11122
antigens and killing tumor cells in low-risk LUAD patients. The
success of immune checkpoint blockade therapy was associated
with many factors, namely, the immunogenicity of the tumor,
the abundance and functionality of tumor-infiltrating T cells,
and the expression of immune checkpoints. In this study,
although low-risk tumors had lower immunogenicity, the
abundance and functionality of tumor-infiltrating T cells in
low-risk groups was dramatically elevated compared with that
in high-risk groups. Therefore, an immunotherapy cohort was
needed to verify the predictive value of the NKCMGS. By using
an immunotherapy cohort (Imvigor210), we explored the ability
of NKCMGS to predict immunotherapeutic efficacy and
observed that low-risk patients were more sensitive to anti-PD-
L1 therapy response, which demonstrated that the impact of the
abundance and functionality of tumor-infiltrating T cells on
immunotherapy response is more important than tumor
immunogenicity. Taken together, low-risk patients were more
likely to benefit from immunotherapy. With further validation,
NKCMGS might act as a reliable biomarker for predicting
immunotherapy response.

Despite the promising findings obtained, this study has
several limitations. First, the expression and prognostic role of
the genes in NKCMGS at protein-level warrant further
investigation. Second, the candidate genes involved in our
study were restricted to the NK cell marker genes, and the
tumor immune microenvironment is highly spatially
heterogeneous. Hence, the prognosis-predicting ability of the
signature was limited. Lastly, all the mechanistic analysis in our
study was descriptive. Future research must explore the
underlying mechanism between the expression of genes in
NKCMGS and the prognosis of LUAD.

In conclusion, a seven-gene signature based on NK cell marker
genes was identified and validated to have powerful performance
to predict prognosis and immunotherapy response in LUAD
patients. It might serve as a prognostic biomarker for clinical
decision-making regarding individualized prediction and facilitate
the selection of appropriate patients who can benefit
from immunotherapy.
DATA AVAILABILITY STATEMENT

The results shown here are in whole based on data generated by
the TCGA Research Network: https://www.cancer.gov/tcga,
GEO database: https://www.ncbi.nlm.nih.gov/geo/ under the
accession numbers GSE131907, GSE30219, GSE3141,
GSE50081, GSE26939, GSE72094, GSE31210, and IMvigor210
cohort: http://research-pub.gene.com/IMvigor210CoreBiologies.
AUTHOR CONTRIBUTIONS

SG and JH supervised the project and designed this study. WL
organized the public data and prepared all the figures and tables.
LG conducted the data analysis. PS drafted the manuscript. JY
revised the manuscript. All authors listed have made a
June 2022 | Volume 13 | Article 850745

https://www.cancer.gov/tcga
https://www.ncbi.nlm.nih.gov/geo/
http://research-pub.gene.com/IMvigor210CoreBiologies
https://www.frontiersin.org/journals/immunology
http://www.frontiersin.org/
https://www.frontiersin.org/journals/immunology#articles


Song et al. NK Cell Signature in LUAD
substantial, direct, and intellectual contribution to the work and
approved it for publication.
FUNDING

The study was supported by the National Key R&D Program of
China (2021YFC2500900); the National Key R&D Program of
China (2020AAA0109500); the R&D Program of Beijing
Municipal Education commission (KJZD20191002302); the
Beijing Municipal Science & Technology Commission
(Z191100006619119); the Beijing Hope Run Special Fund of
Cancer Foundation of China (LC2019A11); and the Beijing Nova
Program of Science and Technology (Z191100001119095).
Frontiers in Immunology | www.frontiersin.org 12123
ACKNOWLEDGMENTS

All authors would like to thank the sample donors and research
teams for the TCGA, GSE131907, GSE30219, GSE3141,
GSE50081, GSE26939, GSE72094, GSE31210 and IMvigor210
cohort which provided data for this article.
SUPPLEMENTARY MATERIAL

The Supplementary Material for this article can be found online
at: https://www.frontiersin.org/articles/10.3389/fimmu.2022.
850745/full#supplementary-material
REFERENCES

1. Sung H, Ferlay J, Siegel RL, Laversanne M, Soerjomataram I, Jemal A, et al.
Global Cancer Statistics 2020: GLOBOCAN Estimates of Incidence and
Mortality Worldwide for 36 Cancers in 185 Countries. CA Cancer J Clin
(2021) 71(3):209–49. doi: 10.3322/caac.21660

2. Testa U, Castelli G, Pelosi E. Lung Cancers: Molecular Characterization,
Clonal Heterogeneity and Evolution, and Cancer Stem Cells. Cancers (Basel)
(2018) 10(8):248. doi: 10.3390/cancers10080248

3. Little AG, Gay EG, Gaspar LE, Stewart AK. National Survey of Non-Small
Cell Lung Cancer in the United States: Epidemiology, Pathology and Patterns
of Care. Lung Cancer (2007) 57(3):253–60. doi: 10.1016/j.lungcan.2007.03.012

4. Chang JT, Lee YM, Huang RS. The Impact of the Cancer Genome Atlas on
Lung Cancer. Transl Res (2015) 166(6):568–85. doi: 10.1016/j.trsl.2015.08.001

5. ImielinskiM, Berger AH,HammermanPS,HernandezB, PughTJ,Hodis E, et al.
Mapping the Hallmarks of Lung Adenocarcinoma With Massively Parallel
Sequencing. Cell (2012) 150(6):1107–20. doi: 10.1016/j.cell.2012.08.029

6. Topalian SL, Hodi FS, Brahmer JR, Gettinger SN, Smith DC, McDermott DF,
et al. Safety, Activity, and Immune Correlates of Anti-PD-1 Antibody in
Cancer. N Engl J Med (2012) 366(26):2443–54. doi: 10.1056/NEJMoa1200690

7. Sharma P, Allison JP. The Future of Immune Checkpoint Therapy. Science
(2015) 348(6230):56–61. doi: 10.1126/science.aaa8172

8. Gibney GT, Weiner LM, Atkins MB. Predictive Biomarkers for Checkpoint
Inhibitor-Based Immunotherapy. Lancet Oncol (2016) 17(12):e542–e51. doi:
10.1016/S1470-2045(16)30406-5

9. Sharma P, Hu-Lieskovan S, Wargo JA, Ribas A. Primary, Adaptive, and
Acquired Resistance to Cancer Immunotherapy. Cell (2017) 168(4):707–23.
doi: 10.1016/j.cell.2017.01.017

10. Hanahan D, Coussens LM. Accessories to the Crime: Functions of Cells
Recruited to the Tumor Microenvironment. Cancer Cell (2012) 21(3):309–22.
doi: 10.1016/j.ccr.2012.02.022

11. Hanahan D, Weinberg RA. The Hallmarks of Cancer. Cell (2000) 100(1):57–
70. doi: 10.1016/S0092-8674(00)81683-9

12. Binnewies M, Roberts EW, Kersten K, Chan V, Fearon DF, Merad M, et al.
Understanding the Tumor Immune Microenvironment (TIME) for Effective
Therapy. Nat Med (2018) 24(5):541–50. doi: 10.1038/s41591-018-0014-x

13. Moretta L. NK Cell-Mediated Immune Response Against Cancer. Surg Oncol
(2007) 16 Suppl 1:S3–5. doi: 10.1016/j.suronc.2007.10.043

14. Vivier E, Ugolini S, Blaise D, Chabannon C, Brossay L. Targeting Natural
Killer Cells and Natural Killer T Cells in Cancer. Nat Rev Immunol (2012) 12
(4):239–52. doi: 10.1038/nri3174

15. Schmidt L, Eskiocak B, Kohn R, Dang C, Joshi NS, DuPage M, et al. Enhanced
Adaptive Immune Responses in Lung Adenocarcinoma Through Natural
Killer Cell Stimulation. Proc Natl Acad Sci USA (2019) 116(35):17460–9. doi:
10.1073/pnas.1904253116

16. Lopez-Soto A, Gonzalez S, Smyth MJ, Galluzzi L. Control of Metastasis by NK
Cells. Cancer Cell (2017) 32(2):135–54. doi: 10.1016/j.ccell.2017.06.009

17. Imai K, Matsuyama S, Miyake S, Suga K, Nakachi K. Natural Cytotoxic
Activity of Peripheral-Blood Lymphocytes and Cancer Incidence: An 11-Year
Follow-Up Study of a General Population. Lancet (2000) 356(9244):1795–9.
doi: 10.1016/S0140-6736(00)03231-1

18. Ishigami S, Natsugoe S, Tokuda K, Nakajo A, Xiangming C, Iwashige H, et al.
Clinical Impact of Intratumoral Natural Killer Cell and Dendritic Cell
Infiltration in Gastric Cancer. Cancer Lett (2000) 159(1):103–8. doi:
10.1016/S0304-3835(00)00542-5

19. Coca S, Perez-Piqueras J, Martinez D, Colmenarejo A, Saez MA, Vallejo C,
et al. The Prognostic Significance of Intratumoral Natural Killer Cells in
Patients With Colorectal Carcinoma. Cancer (1997) 79(12):2320–8. doi:
10.1002/(SICI)1097-0142(19970615)79:12<2320::AID-CNCR5>3.0.CO;2-P

20. Villegas FR, Coca S, Villarrubia VG, Jimenez R, Chillon MJ, Jareno J, et al.
Prognostic Significance of Tumor Infiltrating Natural Killer Cells Subset
CD57 in Patients With Squamous Cell Lung Cancer. Lung Cancer (2002)
35(1):23–8. doi: 10.1016/S0169-5002(01)00292-6

21. Cursons J, Souza-Fonseca-Guimaraes F, Foroutan M, Anderson A, Hollande
F, Hediyeh-Zadeh S, et al. A Gene Signature Predicting Natural Killer Cell
Infiltration and Improved Survival in Melanoma Patients. Cancer Immunol
Res (2019) 7(7):1162–74. doi: 10.1158/2326-6066.CIR-18-0500

22. Ascierto ML, Bozzano F, Bedognetti D, Marras F, Schechterly C, Matsuura K,
et al. Inherent Transcriptional Signatures of NK Cells Are Associated With
Response to IFNalpha + Rivabirin Therapy in Patients With Hepatitis C
Virus. J Transl Med (2015) 13:77. doi: 10.1186/s12967-015-0428-x

23. Costanzo MC, Kim D, Creegan M, Lal KG, Ake JA, Currier JR, et al.
Transcriptomic Signatures of NK Cells Suggest Impaired Responsiveness in
HIV-1 Infection and Increased Activity Post-Vaccination. Nat Commun
(2018) 9(1):1212. doi: 10.1038/s41467-018-03618-w

24. Melaiu O, Chierici M, Lucarini V, Jurman G, Conti LA, De Vito R, et al.
Cellular and Gene Signatures of Tumor-Infiltrating Dendritic Cells and
Natural-Killer Cells Predict Prognosis of Neuroblastoma. Nat Commun
(2020) 11(1):5992. doi: 10.1038/s41467-020-19781-y

25. Wu M, Mei F, Liu W, Jiang J. Comprehensive Characterization of Tumor
Infiltrating Natural Killer Cells and Clinical Significance in Hepatocellular
Carcinoma Based on Gene Expression Profiles. BioMed Pharmacother (2020)
121:109637. doi: 10.1016/j.biopha.2019.109637

26. Sun Y, Sedgwick AJ, Khan MA, Palarasah Y, Mangiola S, Barrow AD. A
Transcriptional Signature of IL-2 Expanded Natural Killer Cells Predicts More
Favorable Prognosis in Bladder Cancer. Front Immunol (2021) 12:724107. doi:
10.3389/fimmu.2021.724107

27. Sun Y, Sedgwick AJ, Palarasah Y, Mangiola S, Barrow AD. A Transcriptional
Signature of PDGF-DD Activated Natural Killer Cells Predicts More
Favorable Prognosis in Low-Grade Glioma. Front Immunol (2021)
12:668391. doi: 10.3389/fimmu.2021.668391

28. Chen H, Ye F, Guo G. Revolutionizing Immunology With Single-Cell RNA
Sequencing. Cell Mol Immunol (2019) 16(3):242–9. doi: 10.1038/s41423-019-
0214-4

29. Liang L, Yu J, Li J, Li N, Liu J, Xiu L, et al. Integration of scRNA-Seq and Bulk
RNA-Seq to Analyse the Heterogeneity of Ovarian Cancer Immune Cells and
Establish a Molecular Risk Model. Front Oncol (2021) 11:711020. doi:
10.3389/fonc.2021.711020
June 2022 | Volume 13 | Article 850745

https://www.frontiersin.org/articles/10.3389/fimmu.2022.850745/full#supplementary-material
https://www.frontiersin.org/articles/10.3389/fimmu.2022.850745/full#supplementary-material
https://doi.org/10.3322/caac.21660
https://doi.org/10.3390/cancers10080248
https://doi.org/10.1016/j.lungcan.2007.03.012
https://doi.org/10.1016/j.trsl.2015.08.001
https://doi.org/10.1016/j.cell.2012.08.029
https://doi.org/10.1056/NEJMoa1200690
https://doi.org/10.1126/science.aaa8172
https://doi.org/10.1016/S1470-2045(16)30406-5
https://doi.org/10.1016/j.cell.2017.01.017
https://doi.org/10.1016/j.ccr.2012.02.022
https://doi.org/10.1016/S0092-8674(00)81683-9
https://doi.org/10.1038/s41591-018-0014-x
https://doi.org/10.1016/j.suronc.2007.10.043
https://doi.org/10.1038/nri3174
https://doi.org/10.1073/pnas.1904253116
https://doi.org/10.1016/j.ccell.2017.06.009
https://doi.org/10.1016/S0140-6736(00)03231-1
https://doi.org/10.1016/S0304-3835(00)00542-5
https://doi.org/10.1002/(SICI)1097-0142(19970615)79:12%3C2320::AID-CNCR5%3E3.0.CO;2-P
https://doi.org/10.1016/S0169-5002(01)00292-6
https://doi.org/10.1158/2326-6066.CIR-18-0500
https://doi.org/10.1186/s12967-015-0428-x
https://doi.org/10.1038/s41467-018-03618-w
https://doi.org/10.1038/s41467-020-19781-y
https://doi.org/10.1016/j.biopha.2019.109637
https://doi.org/10.3389/fimmu.2021.724107
https://doi.org/10.3389/fimmu.2021.668391
https://doi.org/10.1038/s41423-019-0214-4
https://doi.org/10.1038/s41423-019-0214-4
https://doi.org/10.3389/fonc.2021.711020
https://www.frontiersin.org/journals/immunology
http://www.frontiersin.org/
https://www.frontiersin.org/journals/immunology#articles


Song et al. NK Cell Signature in LUAD
30. Li Y, Zhao X, Liu Q, Liu Y. Bioinformatics Reveal Macrophages Marker Genes
Signature in Breast Cancer to Predict Prognosis. Ann Med (2021) 53(1):1019–
31. doi: 10.1080/07853890.2021.1914343

31. Wagner GP, Kin K, Lynch VJ. Measurement of mRNA Abundance Using
RNA-Seq Data: RPKM Measure Is Inconsistent Among Samples. Theory
Biosci (2012) 131(4):281–5. doi: 10.1007/s12064-012-0162-3

32. Mariathasan S, Turley SJ, Nickles D, Castiglioni A, Yuen K, Wang Y, et al.
TGFbeta Attenuates Tumour Response to PD-L1 Blockade by Contributing to
Exclusion of T Cells. Nature (2018) 554(7693):544–8. doi: 10.1038/
nature25501

33. Aran D, Looney AP, Liu L, Wu E, Fong V, Hsu A, et al. Reference-Based
Analysis of Lung Single-Cell Sequencing Reveals a Transitional Profibrotic
Macrophage. Nat Immunol (2019) 20(2):163–72. doi: 10.1038/s41590-018-
0276-y

34. Mabbott NA, Baillie JK, Brown H, Freeman TC, Hume DA. An Expression
Atlas of Human Primary Cells: Inference of Gene Function From
Coexpression Networks. BMC Genomics (2013) 14:632. doi: 10.1186/1471-
2164-14-632

35. Tibshirani R. The Lasso Method for Variable Selection in the Cox Model. Stat
Med (1997) 16(4):385–95. doi: 10.1002/(SICI)1097-0258(19970228)16:4<385::
AID-SIM380>3.0.CO;2-3

36. Heagerty PJ, Zheng Y. Survival Model Predictive Accuracy and ROC Curves.
Biometrics (2005) 61(1):92–105. doi: 10.1111/j.0006-341X.2005.030814.x

37. Kassambara A, Kosinski M, Biecek P, Fabian S. Survminer: Drawing Survival
Curves Using ‘Ggplot2’R Package Version 0.4.4 . Available at: https://CRAN.R-
project.org/package=survminer.

38. Yu G, Wang LG, Han Y, He QY. Clusterprofiler: An R Package for Comparing
Biological Themes Among Gene Clusters. OMICS (2012) 16(5):284–7. doi:
10.1089/omi.2011.0118

39. Gentleman RC, Carey VJ, Bates DM, Bolstad B, Dettling M, Dudoit S, et al.
Bioconductor: Open Software Development for Computational Biology and
Bioinformatics. Genome Biol (2004) 5(10):R80. doi: 10.1186/gb-2004-5-10-r80

40. Newman AM, Steen CB, Liu CL, Gentles AJ, Chaudhuri AA, Scherer F, et al.
Determining Cell Type Abundance and Expression From Bulk Tissues With
Digital Cytometry. Nat Biotechnol (2019) 37(7):773–82. doi: 10.1038/s41587-
019-0114-2

41. Rody A, Holtrich U, Pusztai L, Liedtke C, Gaetje R, Ruckhaeberle E, et al. T-
Cell Metagene Predicts a Favorable Prognosis in Estrogen Receptor-Negative
and HER2-Positive Breast Cancers. Breast Cancer Res (2009) 11(2):R15. doi:
10.1186/bcr2234

42. Hanzelmann S, Castelo R, Guinney J. GSVA: Gene Set Variation Analysis for
Microarray and RNA-Seq Data. BMC Bioinf (2013) 14:7. doi: 10.1186/1471-
2105-14-7

43. Gu Z, Eils R, Schlesner M. Complex Heatmaps Reveal Patterns and
Correlations in Multidimensional Genomic Data. Bioinformatics (2016) 32
(18):2847–9. doi: 10.1093/bioinformatics/btw313

44. Yoshihara K, Shahmoradgoli M, Martinez E, Vegesna R, Kim H, Torres-
Garcia W, et al. Inferring Tumour Purity and Stromal and Immune Cell
Admixture From Expression Data. Nat Commun (2013) 4:2612. doi: 10.1038/
ncomms3612

45. Mayakonda A, Lin DC, Assenov Y, Plass C, Koeffler HP. Maftools: Efficient
and Comprehensive Analysis of Somatic Variants in Cancer. Genome Res
(2018) 28(11):1747–56. doi: 10.1101/gr.239244.118

46. Chalmers ZR, Connelly CF, Fabrizio D, Gay L, Ali SM, Ennis R, et al. Analysis
of 100,000 Human Cancer Genomes Reveals the Landscape of Tumor
Mutational Burden. Genome Med (2017) 9(1):34. doi: 10.1186/s13073-017-
0424-2

47. Thorsson V, Gibbs DL, Brown SD, Wolf D, Bortone DS, Ou Yang TH, et al.
The Immune Landscape of Cancer. Immunity (2018) 48(4):812–30.e14. doi:
10.1016/j.immuni.2018.03.023

48. Schwarzer G.Meta: An R Package forMeta-Analysis. RNews (2007) 7(3):40–5.
49. Page DB, Yuan J, Redmond D, Wen YH, Durack JC, Emerson R, et al. Deep

Sequencing of T-Cell Receptor DNA as a Biomarker of Clonally Expanded
TILs in Breast Cancer After Immunotherapy. Cancer Immunol Res (2016) 4
(10):835–44. doi: 10.1158/2326-6066.CIR-16-0013

50. Sims JS, Grinshpun B, Feng Y, Ung TH, Neira JA, Samanamud JL, et al.
Diversity and Divergence of the Glioma-Infiltrating T-Cell Receptor
Frontiers in Immunology | www.frontiersin.org 13124
Repertoire. Proc Natl Acad Sci USA (2016) 113(25):E3529–37. doi: 10.1073/
pnas.1601012113

51. Han Y, Li H, Guan Y, Huang J. Immune Repertoire: A Potential Biomarker
and Therapeutic for Hepatocellular Carcinoma. Cancer Lett (2016) 379
(2):206–12. doi: 10.1016/j.canlet.2015.06.022

52. Luo Y, Kong F, Wang Z, Chen D, Liu Q, Wang T, et al. Loss of ASAP3
Destabilizes Cytoskeletal Protein ACTG1 to Suppress Cancer Cell Migration.
Mol Med Rep (2014) 9(2):387–94. doi: 10.3892/mmr.2013.1831

53. Chang YC, Chiou J, Yang YF, Su CY, Lin YF, Yang CN, et al. Therapeutic
Targeting of Aldolase A Interactions Inhibits Lung Cancer Metastasis and
Prolongs Survival. Cancer Res (2019) 79(18):4754–66. doi: 10.1158/0008-
5472.CAN-18-4080

54. Jung SH, Lee HC, Hwang HJ, Park HA, Moon YA, Kim BC, et al. Acyl-CoA
Thioesterase 7 Is Involved in Cell Cycle Progression via Regulation of
PKCzeta-P53-P21 Signaling Pathway. Cell Death Dis (2017) 8(5):e2793. doi:
10.1038/cddis.2017.202

55. Zhang L, Xia H, Xia K, Liu X, Zhang X, Dai J, et al. Selenium Regulation of the
Immune Function of Dendritic Cells in Mice Through the ERK, Akt and
RhoA/ROCK Pathways. Biol Trace Elem Res (2021) 199(9):3360–70. doi:
10.1007/s12011-020-02449-5

56. Verma S, Hoffmann FW, Kumar M, Huang Z, Roe K, Nguyen-Wu E, et al.
Selenoprotein K Knockout Mice Exhibit Deficient Calcium Flux in Immune
Cells and Impaired Immune Responses. J Immunol (2011) 186(4):2127–37.
doi: 10.4049/jimmunol.1002878

57. Jia Y, Dai J, Zeng Z. Potential Relationship Between the Selenoproteome and
Cancer. Mol Clin Oncol (2020) 13(6):83. doi: 10.3892/mco.2020.2153

58. Wang Q, Li XY, Wan B, Zhang J, Sun R, Zhou CY, et al. Overexpression of
Raf-1 Kinase Inhibitor Protein Inhibits Cell Invasion and Migration in Lung
Cancer Cells Through Suppressing Epithelial-Mesenchymal Transition.
Transl Cancer Res (2019) 8(6):2295–306. doi: 10.21037/tcr.2019.09.56

59. Ivagnes A, Messaoudene M, Stoll G, Routy B, Fluckiger A, Yamazaki T, et al.
TNFR2/BIRC3-TRAF1 Signaling Pathway as a Novel NK Cell Immune
Checkpoint in Cancer. Oncoimmunology (2018) 7(12):e1386826. doi:
10.1080/2162402X.2017.1386826

60. Tang D, Liu H, Zhao Y, Qian D, Luo S, Patz EF Jr., et al. Genetic Variants of
BIRC3 and NRG1 in the NLRP3 Inflammasome Pathway Are Associated
With Non-Small Cell Lung Cancer Survival. Am J Cancer Res (2020) 10
(8):2582–95.

61. Ford HL, Pardee AB. Cancer and the Cell Cycle. J Cell Biochem (1999)
Suppl32-33:166–72. doi: 10.1002/(SICI)1097-4644(1999)75:32+<166::AID-
JCB20>3.0.CO;2-J

62. Barnes TA, Amir E. HYPE or HOPE: The Prognostic Value of Infiltrating
Immune Cells in Cancer. Br J Cancer (2017) 117(4):451–60. doi: 10.1038/
bjc.2017.220

63. Bonaventura P, Shekarian T, Alcazer V, Valladeau-Guilemond J, Valsesia-
Wittmann S, Amigorena S, et al. Cold Tumors: A Therapeutic Challenge
for Immunotherapy. Front Immunol (2019) 10:168. doi: 10.3389/
fimmu.2019.00168

64. Roseweir AK, Powell A, Horstman SL, Inthagard J, Park JH, McMillan DC,
et al. Src Family Kinases, HCK and FGR, Associate With Local Inflammation
and Tumour Progression in Colorectal Cancer. Cell Signal (2019) 56:15–22.
doi: 10.1016/j.cellsig.2019.01.007

65. Salmond RJ, Filby A, Qureshi I, Caserta S, Zamoyska R. T-Cell Receptor
Proximal Signaling via the Src-Family Kinases, Lck and Fyn, Influences T-Cell
Activation, Differentiation, and Tolerance. Immunol Rev (2009) 228(1):9–22.
doi: 10.1111/j.1600-065X.2008.00745.x

66. Garrido F, Aptsiauri N. Cancer Immune Escape: MHC Expression in Primary
Tumours Versus Metastases. Immunology (2019) 158(4):255–66. doi: 10.1111/
imm.13114

Conflict of Interest: The authors declare that the research was conducted in the
absence of any commercial or financial relationships that could be construed as a
potential conflict of interest.

Publisher’s Note: All claims expressed in this article are solely those of the authors
and do not necessarily represent those of their affiliated organizations, or those of
the publisher, the editors and the reviewers. Any product that may be evaluated in
June 2022 | Volume 13 | Article 850745

https://doi.org/10.1080/07853890.2021.1914343
https://doi.org/10.1007/s12064-012-0162-3
https://doi.org/10.1038/nature25501
https://doi.org/10.1038/nature25501
https://doi.org/10.1038/s41590-018-0276-y
https://doi.org/10.1038/s41590-018-0276-y
https://doi.org/10.1186/1471-2164-14-632
https://doi.org/10.1186/1471-2164-14-632
https://doi.org/10.1002/(SICI)1097-0258(19970228)16:4%3C385::AID-SIM380%3E3.0.CO;2-3
https://doi.org/10.1002/(SICI)1097-0258(19970228)16:4%3C385::AID-SIM380%3E3.0.CO;2-3
https://doi.org/10.1111/j.0006-341X.2005.030814.x
https://CRAN.R-project.org/package=survminer
https://CRAN.R-project.org/package=survminer
https://doi.org/10.1089/omi.2011.0118
https://doi.org/10.1186/gb-2004-5-10-r80
https://doi.org/10.1038/s41587-019-0114-2
https://doi.org/10.1038/s41587-019-0114-2
https://doi.org/10.1186/bcr2234
https://doi.org/10.1186/1471-2105-14-7
https://doi.org/10.1186/1471-2105-14-7
https://doi.org/10.1093/bioinformatics/btw313
https://doi.org/10.1038/ncomms3612
https://doi.org/10.1038/ncomms3612
https://doi.org/10.1101/gr.239244.118
https://doi.org/10.1186/s13073-017-0424-2
https://doi.org/10.1186/s13073-017-0424-2
https://doi.org/10.1016/j.immuni.2018.03.023
https://doi.org/10.1158/2326-6066.CIR-16-0013
https://doi.org/10.1073/pnas.1601012113
https://doi.org/10.1073/pnas.1601012113
https://doi.org/10.1016/j.canlet.2015.06.022
https://doi.org/10.3892/mmr.2013.1831
https://doi.org/10.1158/0008-5472.CAN-18-4080
https://doi.org/10.1158/0008-5472.CAN-18-4080
https://doi.org/10.1038/cddis.2017.202
https://doi.org/10.1007/s12011-020-02449-5
https://doi.org/10.4049/jimmunol.1002878
https://doi.org/10.3892/mco.2020.2153
https://doi.org/10.21037/tcr.2019.09.56
https://doi.org/10.1080/2162402X.2017.1386826
https://doi.org/10.1002/(SICI)1097-4644(1999)75:32+%3C166::AID-JCB20%3E3.0.CO;2-J
https://doi.org/10.1002/(SICI)1097-4644(1999)75:32+%3C166::AID-JCB20%3E3.0.CO;2-J
https://doi.org/10.1038/bjc.2017.220
https://doi.org/10.1038/bjc.2017.220
https://doi.org/10.3389/fimmu.2019.00168
https://doi.org/10.3389/fimmu.2019.00168
https://doi.org/10.1016/j.cellsig.2019.01.007
https://doi.org/10.1111/j.1600-065X.2008.00745.x
https://doi.org/10.1111/imm.13114
https://doi.org/10.1111/imm.13114
https://www.frontiersin.org/journals/immunology
http://www.frontiersin.org/
https://www.frontiersin.org/journals/immunology#articles


Song et al. NK Cell Signature in LUAD
this article, or claim that may be made by its manufacturer, is not guaranteed or
endorsed by the publisher.

Copyright © 2022 Song, Li, Guo, Ying, Gao and He. This is an open-access article
distributed under the terms of the Creative Commons Attribution License
Frontiers in Immunology | www.frontiersin.org 14125
(CC BY). The use, distribution or reproduction in other forums is permitted,
provided the original author(s) and the copyright owner(s) are credited and that
the original publication in this journal is cited, in accordance with accepted
academic practice. No use, distribution or reproduction is permitted which does
not comply with these terms.
June 2022 | Volume 13 | Article 850745

http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
https://www.frontiersin.org/journals/immunology
http://www.frontiersin.org/
https://www.frontiersin.org/journals/immunology#articles


Frontiers in Immunology | www.frontiersin.

Edited by:
Zuben E. Sauna,

United States Food and Drug
Administration, United States

Reviewed by:
Marisabel Rodriguez Messan,
United States Food and Drug
Administration, United States

Rosa Barreira Da Silva,
Genentech, Inc., United States

*Correspondence:
Haibo Sun

frenksun@126.com

Specialty section:
This article was submitted to

Cancer Immunity
and Immunotherapy,

a section of the journal
Frontiers in Immunology

Received: 29 April 2022
Accepted: 14 June 2022
Published: 07 July 2022

Citation:
Lv D, Khawar MB, Liang Z, Gao Y and

Sun H (2022) Neoantigens and NK
Cells: “Trick or Treat” the Cancers?

Front. Immunol. 13:931862.
doi: 10.3389/fimmu.2022.931862

REVIEW
published: 07 July 2022

doi: 10.3389/fimmu.2022.931862
Neoantigens and NK Cells: “Trick or
Treat” the Cancers?
Dan Lv1,2,3, Muhammad Babar Khawar1,3,4, Zhengyan Liang1,3, Yu Gao1,3

and Haibo Sun1,3*

1 Institute of Translational Medicine, Medical College, Yangzhou University, Yangzhou, China, 2 School of Life Sciences,
Anqing Normal University, Anqing, China, 3 Jiangsu Key Laboratory of Experimental & Translational Non-Coding RNA
Research Yangzhou, Yangzhou, China, 4 Applied Molecular Biology and Biomedicine Lab, Department of Zoology, University
of Narowal, Narowal, Pakistan

Immunotherapy has become an important treatment strategy for cancer patients
nowadays. Targeting cancer neoantigens presented by major histocompatibility
complex (MHC) molecules, which emerge as a result of non-synonymous somatic
mutations with high immunogenicity, is one of the most promising cancer
immunotherapy strategies. Currently, several therapeutic options based on the
personalized or shared neoantigens have been developed, including neoantigen
vaccine and adoptive T-cell therapy, both of which are now being tested in clinical trials
for various malignancies. The goal of this review is to outline the use of neoantigens as
cancer therapy targets, with an emphasis on neoantigen identification, clinical usage of
personalized neoantigen-based cancer therapy agents, and the development of off-the-
shelf products based on shared neoantigens. In addition, we introduce and discuss the
potential impact of the neoantigen–MHC complex on natural killer (NK) cell antitumor
function, which could be a novel way to boost immune response-induced cytotoxicity
against malignancies.

Keywords: neoantigen, T cell, NK cell, cancer vaccine, adoptive T cell therapy
INTRODUCTION

According to immune surveillance theory, the immune system’s job is to keep the bodily
environment stable and free of malignancies by detecting and destroying “non-self” tumor cells
(1, 2). These tumor cells, on the other hand, try to evade immune surveillance in several ways, such
as immunologic sculpting during tumor formation (1, 3, 4). The purpose of cancer immunotherapy
is to increase the activity of the patient’s immune system to fight against cancer cells by natural
mechanisms (5, 6). Checkpoint inhibitors, adoptive T cells, cancer vaccines, and antibody-based
therapies are among the most clinically investigated immunotherapies thus far. T cells and natural
org July 2022 | Volume 13 | Article 9318621126
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killer (NK) cells are two of the most essential effector cells for
recognizing and destroying tumor cells. The positive signals
provided by precise identification of tumor antigens and the
negative signals presented by immunological checkpoints can
both be used to determine tumor-specific T-cell activation (7).
Similarly, the activation of NK cells also relies on the integration
of activating and inhibiting signals (8). As a result, tampering
with the balance by blocking negative signals and boosting
positive signals for T cells and NK cells may be advantageous
to patients with cancer. To date, there have been many reports on
therapies that block T- and NK-cell inhibitory receptors such as
the checkpoint molecules CTLA-4 or PD-1/PD-L1. However,
several pieces of evidence show that these strategies only bring
benefits to a limited number of tumor-bearing patients, and the
majority of patients still experience disease progression (9–12).
As a result, therapies that can safely and effectively enhance the
function of tumor-specific cytotoxic lymphocytes are required.
Cancer neoantigens, which emerge as a result of non-
synonymous somatic mutations in tumor cells and can be
displayed by the major histocompatibility complex (MHC)
molecules on the cell surface, may serve as a primary target for
tumor-specific immune cells (13, 14). Indeed, neoantigen-based
cancer vaccines and neoantigen-specific adoptive T-cell
treatment alone or combined with immune checkpoint
blockade (ICB) have had some progress (15–17). In this
review, we primarily discuss the possibility of using
neoantigens as cancer therapy targets by triggering the
antitumor function of T cells, mainly focusing on neoantigen
identification, clinical usage of personalized neoantigen-based
cancer therapy agents, and the development of off-the-shelf
products based on shared neoantigens. In addition, we
introduce and discuss the potential impact of the neoantigen–
MHC complex on the antitumor function of NK cells, which
could be a novel way to boost immune response-induced
cytotoxicity against malignancies.
CANCER NEOANTIGENS AND THEIR
ROLE IN CANCER IMMUNOTHERAPY

Cancer neoantigens are non-autologous antigens arising from
non-synonymous somatic mutations occurring in tumor cells
and that have the potential to be recognized in the context of
MHC by T cells (15). These mutations, mainly containing single-
nucleotide variants, splice variants, mutational frameshifts, and
gene fusions, can generate aberrant proteins as malignancies
grow (18–21). Varying people and cancer types have different
types and numbers of mutations, and more neoantigens are
expected to be formed in tumors having more mutations,
whereas fewer tend to be generated in tumors having fewer
mutations. The ability of T cells to identify mutant peptides in
human tumors has been demonstrated for more than 20 years
(22, 23). While CD4+ T cells recognize neoepitopes shown by
MHC II molecules, CD8+ T cells identify neoantigens in the
context of MHC I molecules expressed by tumor cells, which
Frontiers in Immunology | www.frontiersin.org 2127
triggers T-cell cytotoxicity and tumor cell killing (24). Evidence
suggests that the frequency of neoepitope-specific CD8+ T cells
in tumor-infiltrating lymphocytes (TILs), as well as the
presentation of neoantigens by MHC I molecules and the load
of neoantigens on the surface of tumor cells, has a positive
relationship with prognosis in patients with solid tumors (20, 25,
26). Thus, approaches of boosting T-cell responses specifically
against neoantigens could be greatly beneficial to cancer patients
in terms of clinical outcomes.

As for taking advantage of neoantigens in cancer
immunotherapy, two main strategies have been employed in
clinical trials (Figure 1). The first is T-cell adoptive treatment,
which involves isolating immune cells from a patient’s tumor
tissue and then injecting them back into the patient following ex
vivomodification and amplification, primarily neoantigen-specific
T cells (27). Another option is to design and produce a tailored
vaccine against tumor cells that targets neoantigens to expand
preexisting T-cell responses or induce new antitumor T-cell clones
(28, 29). Some common mutations, such as TP53 and RAS family
mutations, have been found in patients with the same or different
types of malignancies (30–32). The possibility of off-the-shelf
products based on neoantigens from these common mutations
is being investigated, such as shared neoantigen-based vaccines
and bispecific diabodies (Figure 1) (33, 34).
IDENTIFICATION OF IMMUNOGENIC
NEOANTIGENS

The development of next-generation sequencing (NGS) combined
with in silico analysis in recent years has revolutionized the quick
detection of neoantigens in cancer patients. To discover
immunogenic neoantigens, the current framework often includes
the following steps (Figure 1): obtaining patient tumor specimens
and finding somatic mutations by NGS, predicting and selecting
the possible neoantigens that can be presented by an MHC
molecule of a given patient through in silico analysis or/and
protein mass spectrometry (MS) analysis, and lastly testing the
immunogenicity of the candidate neoantigens.

After NGS has revealed the mutations in clinical tumor
specimens, computational techniques can be used to identify
possible neoantigens. Whole-exome sequencing (WES) data of the
cancerous and non-cancerous DNA can be used to map tumor-
specific genetic abnormalities, and data from the RNA sequence can
be compared with WES data to evaluate whether the mutant genes
are expressed in tumors (35). To predict the binding affinity of the
HLA (human leukocyte antigen, the MHC molecules in human)
alleles with processed mutant peptides from cancer patients, several
computational techniques have been developed, the majority of
which rely on machine learning algorithms trained by extensive
experimental datasets of HLA-binding peptides (21). NetMHCpan
and NetMHCIIpan are two of the most often used algorithms for
predicting peptide binding with HLA I andHLA II, respectively (36,
37). Meanwhile, MS analysis has been employed to scan the peptide
repertoire shown onMHC I and II directly (38). In silico neoantigen
July 2022 | Volume 13 | Article 931862
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FIGURE 1 | Identification of neoantigens and strategies to target them in cancer patients. (A) Identify potential neoantigens; (B) neoantigen-based cancer vaccine
therapy; (C) neoantigen-specific T cell adoptive transfer; (D) mechanism of action of shared neoantigen-based bispecific diabody.
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predictions can be complemented with MS analysis of MHC-
displayed peptide repertoire to limit possible neoantigens and
increase prediction efficiency. Finally, the immunogenicity of
predicted neoantigens should be determined experimentally, by
testing their ability to induce T-cell activation, as not every
mutant peptide displayed by MHC molecules can induce an
immune response (39). The potential neoantigens can be
employed in the development of immunotherapies. So far, several
TABLE 1 | Potential shared neoantigens from common mutations in solid tumors.

Gene AA mutation Neoantigen

TP53 p. R175H HMTEVVRHC
p. R248W SSCMGGMNWR
p. Y220C VVPCEPPEV

KRAS p. G12D VVVGADGVGK
p. G12V VVVGAVGVGK
p. G12D GADGVGKSA(L)
p. Q61L ILDTAGLEEY
p. G12V VVVGAVGVGK

EGFR p. L858R KITDFGRAK
p. T790M LTSTVQLIM

PIK3CA p. H1048R EALEYFMKQMNDARHGGW
IDH1 p. R132H GWVKPIIIGHHAYGDQYRA
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neoantigens have been discovered in preclinical and clinical
investigations, some of which are derived from shared mutations
in a range of malignancies (30, 31, 40–47) (Table 1).

Therapeutic Use of Personalized
Neoantigens in Cancer Immunotherapy
Neoantigens are largely patient-specific due to each patient’s
unique mutation repertoire. Autologous adoptive T-cell therapy
s HLA restriction Reference

HLA-A*02:01 (30, 44, 46)
HLA-A*68:01 (31)
HLA-A*02:01
HLA-A*11:01 (41)
HLA-A*11:01
HLA-C*08:02 (43)
HLA-A*01:01 (45)
HLA-A*03:01
HLA-A*11:01 (47)
HLA-C*15:02

TTKMDWIFH HLA-DRB1*04:05 (42)
T HLA-DRB1*01:01 (40)
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and cancer vaccines based on individualized neoantigens are the
two most common cancer immunotherapy methods studied in
clinical trials and have indicated clinical advantages for
solid tumors.

Adoptive T-Cell Therapy
Although tumor cells can be recognized and killed by TILs,
adoptive transfer of T cells specific for certain neoantigens
expressed by tumor cells may be more advantageous than an
infusion of randomly isolated TILs after ex vivo amplification. The
process of adoptive T-cell therapy (ACT) includes identifying
neoantigens, expanding antitumor TILs via neoantigens,
identifying or modifying neoantigen-reactive T cells, and lastly
infusing the T cells back into the patient. Infusion of autologous
neoantigen-reactive T cells in patients with a variety of solid
tumors resulted in long-term regressions (48–54).

A phase II trial showed that 40 days after infusion of ex vivo
amplified TILs that contained specific CD8+ T cells targeting
neoepitope derived from the KRAS mutation G12D, a patient
with metastatic colorectal cancer encountered regression of all
the metastatic lung lesions, suggesting an important role of
neoepitope-reactive CD8+ T cells in cancer therapy (51).
Further research shows that TIL adoptive treatment is linked
to an increase in neoepitope-specific CD8+ T cells (55). On the
other hand, TIL-based ACT responders retained a subset of
stem-like neoantigen-specific CD8+ T cells that show self-
renewal and superior growth capacity in vitro and in vivo,
highlighting the relevance of T-cell phenotypes in ACT
response (56). In another case, after treating a widely
metastatic cholangiocarcinoma patient with TILs containing
Th1 cells specifically targeting neoantigens derived from the
mutated erbb2 interacting protein (ERBB2IP), an obvious
tumor size reduction was observed. Moreover, the size
reduction of lesions in the lung and liver was shown again
after retreatment with a pure population of neoepitope-reactive
Th1 cells, suggesting the potential role of neoantigen-reactive
CD4+ T cells in cancer treatment (50). Meanwhile, two HPV+
metastatic cervical carcinoma patients achieved total tumor
regression that is ongoing for 44 months after adoptive
transfer of TILs including neoantigen-targeted T cells and a
relatively lower proportion of HPV-targeted T cells. This offered
a new paradigm for immunotherapy of virally associated cancers:
targeting neoantigens (52). Another clinical trial in a metastatic
breast cancer patient found that adoptive transfer of TILs
reactive against neoepitopes derived from four proteins
combined with interleukin-2 and ICB resulted in complete
durable regression for over 22 months (53), implying clinical
benefits of combining ACT with other immunomodulators such
as the checkpoint inhibitor. At the same, after adoptive transfer
of enriched neoantigen-specific TILs combined with anti-PD-1
antibody pembrolizumab in a phase II pilot trial, three of the six
patients with metastatic breast cancer showed objective tumor
regression, including one complete response that was ongoing
for more than 5.5 years (54).

In addition to ex vivo expanded antitumor T cells, ACT with
modified T-cell receptor (TCR) or chimeric antigen receptor
Frontiers in Immunology | www.frontiersin.org 4129
(CAR) has been demonstrated effective for cancer patients (57–
59). One of the challenges for engineered T-cell therapies is to
target tumor-specific antigens without destroying normal tissues
(60, 61). Therefore, neoantigens may be a good target for
engineered T-cell therapies. Recently, the molecular signatures
of neoantigen-reactive antitumor T cells have been identified by
single-cell RNA sequencing and TCR sequencing in a variety of
solid tumors, and both neoepitope-targeted CD8+ and CD4+ T
cells harbor distinct transcriptomic signatures compared with
bystander T cells (62–66). This may provide new opportunities
for cancer treatment by harnessing reprogrammed autologous T
cells with enriched neoepitope specificities. In a recent report, a
patient with progressive metastatic pancreatic cancer was treated
with a single infusion of autologous T cells that had been
genetically engineered to clonally express two allogeneic HLA-
C*08:02-restricted TCRs targeting mutant KRAS G12D
expressed by the tumors. This patient had regression of
visceral metastases, and the response was ongoing at 6
months (67).

In general, using specific T cells to target neoantigens found
only in tumor cells is a promising way to stimulate the activity of
a patient’s immune system against cancer cells while minimizing
the risk of toxicity, and many clinical trials are currently
underway to investigate ACT as a monotherapy or in
combination with checkpoint inhibitors (68).

Personalized Cancer Vaccines
Cancer vaccines utilizing tumor antigens have long been thought
to be promising strategies for cancer treatment. Unlike
traditional cancer therapeutic vaccines, which mainly focus on
tumor-associated antigens (TAAs) that are abnormally expressed
in tumor cells but can also be detected in normal tissues,
neoantigen-based cancer vaccines have the capacity to amplify
endogenous repertoire of T-cell responses specifically targeting
neoantigen-expressed tumor cells, potentially reducing the risk
of vaccine-induced tolerance or autoimmune responses (69).
CD8+ T cells can be primed by antigen-presenting cells
(APCs) expressing the neoantigen-MHC I complex after
immunization, enhancing their cytotoxicity against neoantigen-
expressing cancer cells. Dendritic cells (DCs, which are
professional APCs), peptides, DNA, and RNA are the most
common vaccination platforms. It is conceivable that immune
responses induced by neoantigen-based vaccines could offer
immunological memory and establish long-term protection
against cancer recurrence. The viability and safety of tailored
neoantigen vaccines have been demonstrated in human patients
with solid tumors in clinical trials (70–76).

Three patients with stage III melanoma accepted an
autologous DC vaccine including seven projected customized
neoantigens as well as peptides from TAA-gp100 in a phase I
trial (70). The vaccine can produce de novo T-cell responses
while also increasing the response of preexisting neoantigen-
reactive CD8+ T cells, indicating a broadening and
diversification of T-cell responses (70). Similarly, 12 patients
with advanced lung cancer received a tailored neoantigen-pulsed
DC vaccine in another clinical trial. The disease control rate was
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75%, and the median progression-free survival was 5.5 months.
All treatment-related adverse events were grades 1–2, and there
were no dose delays due to toxic effects (74). In another phase I
trial, patients with high-risk melanoma were vaccinated with a
lengthy peptide spanning 20 mutations each following the first
curative-intent surgery. Following vaccination, neoantigen-
reactive CD4+ and CD8+ T cells that had previously been
undetectable were activated, with CD4+ T cells accounting for
a larger frequency of the response. While four patients did not
show disease recurrence for a median of 25 months after
vaccination, two of the six patients who experienced recurrence
a few months after vaccination were then treated with the anti-
PD-1 antibody. Both of the patients showed complete clinical
responses, highlighting the potential of combining ICBs and
neoantigen therapeutic vaccines (69). Further research revealed
that these patients developed memory T-cell responses with
cytolytic capabilities in vivo that persist in the peripheral blood
for years (75). In a phase Ib glioblastoma trial using a similar
method with multi-epitope customized neoantigen peptide
immunization, patients generated circulating neoantigen-
specific T-cell responses, implying that neoantigen-targeting
vaccines may have benefits in glioblastoma patients, which
normally have a low mutation load (73). Meanwhile, the safety
and function of neoantigen-based mRNA vaccines were tested in
a study of patients with gastrointestinal cancer, although no
clinical responses were observed in three of four individuals (77),
while in another case, T-cell responses were elicited when
patients with stage III/IV melanoma were given RNA vaccines
that encoded neoantigens derived from specific mutations (10
per patient). Among the 13 patients, two had objective clinical
responses, and one showed a complete response after combined
with PD-1 blocking therapy (72).

According to these findings, tailored neoantigen vaccinations
can trigger specific T-cell responses, and neoantigen-based
vaccines in combination with ICBs could produce improved
clinical results. Thus, personalized neoantigen-based
Frontiers in Immunology | www.frontiersin.org 5130
vaccinations are being investigated in several clinical trials as
monotherapy or in combination with checkpoint inhibitors (78).

Therapeutic Strategies Based on
Shared Neoantigens
Although personalized neoantigen discovery leads to attractive
personalized therapeutics, high prices and time delays limit their
use, and the challenges of predicting and identifying optimal
neoantigens for each patient still remain. Despite each patient’s
unique neoantigen repertoire, some neoepitopes can be found in
various patients with the same or even in distinct forms of
malignancy. Thus, ongoing research is being done to evaluate off-
the-shelf anticancer therapeutics based on shared neoantigens,
which could benefit multiple patients.

The mutation in isocitrate dehydrogenase 1 (IDH1) is common
in diffuse glioma, and the most prevalent IDH1mutation (R132H)
generates a neoepitope presented by MHC class II molecules (40).
In a phase I trial, 32 patients with IDH1 (R132H)+ astrocytomas
were given an IDH1(R132H)-specific peptide vaccination and the
vaccine-induced immune responses were observed in 93.3% of
individuals, with vaccine-related adverse effects limited to grade 1.
The progression-free rate after 2 years was 0.82 for patients who
had immune responses (33). Similarly, immunogenic frameshift
peptide (FSP) neoantigens resulting from mutations in coding
microsatellites are shared by the majority of mismatch repair
(MMR)-deficient malignancies, indicating that these FSP
neoantigens may be utilized as targets to induce or amplify
antitumor T-cell responses (79). Patients were subcutaneously
vaccinated with shared FSP neoantigens (derived from mutant
AIM2, HT001, and TAF1B genes) combined with montanide ISA-
51 VG in a clinical phase I/IIa trial. All immunized patients
showed immune responses to the vaccine. Three patients suffered
grade 2 local injection site responses, but no vaccine-related
serious adverse events happened (80). More preclinical and
clinical investigations are being conducted to determine the
effectiveness of shared neoantigen-based vaccines (Table 2).
TABLE 2 | List of clinical trials employing off-the-shelf neoantigen vaccines.

Strategy Tumor type Drugs Phase ClinicalTrials.
gov identifier

Vaccine Melanoma A vaccine made of 6MHP and NeoAg-mBRAF (a peptide
BRAF585-614-V600E)

Phase
I/II

NCT04364230

Vaccine KRAS-mutated pancreatic ductal adenocarcinoma and other
solid tumors

ELI-002 2P (Amph-modified KRAS peptides, Amph-
G12D and Amph-G12R admixed with admixed Amph-
CpG-7909)

Phase
I

NCT04853017

Vaccine with
checkpoint
inhibitor

Intrinsic pontine glioma, intrinsic midline glioma (H3 K27M-
mutant)

rHSC-DIPGVax vaccine
Balstilimab
Zalifrelimab

Phase
I

NCT04943848

Vaccine with
checkpoint
inhibitor

Lung cancer, colorectal cancer, pancreatic cancer, other shared
neoantigen-positive solid tumors

GRT-C903/GRT-R904 (shared neo antigen- based
vaccine)
Nivolumab
Ipilimumab

Phase
I/II

NCT03953235

Vaccine with
checkpoint
inhibitor

Malignant glioma IDH1R132H peptide vaccine
Avelumab

Phase
I

NCT03893903

Vaccine with
checkpoint
inhibitor

Unresectable or metastatic deficient mismatch repair (dMMR) or
MSI-H colorectal cancer, gastric or gastro-esophageal junction
tumors

GAd-209-FSP
MVA-209-FSP
Pembrolizumab

Phase
I/II

NCT04041310
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In addition to neoantigen-based off-the-shelf vaccines, other
strategies for the treatment of patients with common mutations
are being tested, such as TCR-mimic antibodies, a type of agents
that target the peptide–HLA complex in tumor cells (81, 82).

RAS oncogene mutations are found in different types of
malignancies, and neoepitopes from RAS mutations are shared
by several patients. Single-chain variable fragments specific for
KRAS G12V mutation and NRAS Q61L mutation-generated
peptide–HLA complexes were identified via phage display and
transformed to bispecific single-chain diabodies (scDbs). In vitro,
the scDbs were able to activate T cells to kill target cancer cells that
expressed low endogenous amounts of the KRAS G12V or NRAS
Q61L neoepitope–HLA complexes. In the mouse model, the scDbs
employed in vivo similarly demonstrated a capacity to decrease the
growth of tumors with KRAS G12V or NRASQ61Lmutation (45).
Similarly, a bispecific scDb targeting the neoantigen produced
from the R175H mutation of TP53, one of the most commonly
mutated cancer driver genes, was developed and demonstrated an
excellent affinity for the R175H mutant-derived neoepitope–HLA
complex. Despite the low expression of TP53 R175H-derived
neoantigen–HLA complex on the cancer cell surface, T cells
were successfully activated to kill the cancer cells by the scDb in
vitro as well as in mouse models (46). Recently, a TCR-mimic
monoclonal antibody that could target a range of phospho-
neoantigens displayed by HLA-A*02:01 in various tumor cells
has been generated and has shown the capacity to induce T cells to
Frontiers in Immunology | www.frontiersin.org 6131
kill tumor cells. The phospho-peptides derived from dysregulated
protein phosphorylation in different types of tumor cells may serve
as shared tumor-specific neoantigens (83). Based on these findings,
a TCR-mimic antibody that can selectively target shared
neoantigens while boosting T-cell function may theoretically be
utilized to target malignancies with common mutations and could
work as an off-the-shelf agent in cancer immunotherapy, although
more research is required to testify this idea.

The Possible Transformation of NK Cells’
Antitumor Function Based on Neoantigens
Human NK cells are the first line of antitumor lymphocytes, and
lower NK-cell cytolytic activity has been linked to a higher tumor
incidence (84–86). NK cells are cytotoxic toward tumor cells
without prior activation and can regulate various immune
responses by secreting immune-regulatory cytokines as well as
chemokines (87–89). The combination of activating and
inhibiting signals modulates the antitumor action of NK cells.
Killer cell immunoglobulin-like receptors (KIRs) and natural
killer group 2 A (NKG2A) are the two primary inhibitory
receptors, both of which recognize HLA molecules (90). KIRs
are transmembrane receptors of type I that majorly detect
classical HLA I, which include HLA-A, HLA-B, and HLA-C
(91, 92). KIR genes have several alleles, and variability within
each gene allows the complex KIR repertoire to recognize
changes in HLA I expression, which is itself highly
A B C

FIGURE 2 | The possible influence of neoantigens on NK-cell function. (A) The interactions between inhibitory receptors and their specific MHC/self-peptide ligands
inactivate NK cells, thus preventing cytolytic activity against healthy cells; (B) decrease or even lose the expression of MHC I on the surface of tumors, resulting in the
“missing-self “recognition of NK cells to kill tumor cells; (C) the neoantigen presented by MHC I molecules on the surface of tumor cells may change the interaction
affinity of MHC I and inhibitory receptors (such as KIRs) and finally influence the activity of NK cells.
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polymorphic (93). KIRs with long intra-plasmatic tails and
immunoreceptor tyrosine-based inhibitory motifs (ITIMs),
such as KIR2DL1, KIR2DL2, and KIR2DL3, can interact with
HLA-C, while others, including KID3DL1 and KIR3DL2, engage
with HLA-A and -B (94). NKG2A, which forms a heterodimer
with CD94, is a type II transmembrane receptor that can interact
with a non-classic HLA molecule HLA-E (95).

Unlike T cells that detect the peptide in an MHC-restricted
manner, NK-cell receptors that can recognize MHC molecules
tend to bind to MHC itself and may be less specific for the
provided peptide. However, the peptide could modify the
interaction affinity of MHC with NK receptors (96). KIR3DL2
can interact with HLA-A3 and HLA-A11, and the interaction
affinity appears to be highly dependent on the peptide displayed
by HLA, with residue 8 playing a key role in recognition (97).
Similarly, the interaction of KIR2DL2/3 with HLA-C was peptide
selective. The bound peptide, particularly residues 7 and 8, can
increase or abrogate the binding specificity of KIR2DL2/3 to
HLA-C (98). Furthermore, peptides displayed by HLA I can
operate as changed peptide ligands and effectively diminish KIR-
mediated inhibition, indicating that alterations in the peptide
presented by HLA I can influence NK-cell function (99). A
peptide deriving from the core protein of hepatitis C virus
(HCV) presented on HLA-C*03:04 modulates the function of
NK cells by engaging the inhibitory receptor KIR2DL3 in a
sequence-dependent manner, further implying that the binding
of KIRs with HLA molecules and the function of NK cells can be
influenced by the peptide (100). This specific peptide-dependent
binding of KIR with HLA provides a potential mechanism for
pathogens and self-peptides to influence NK-cell activation by
varying inhibitory levels. The creation of wholly unique regions
of amino acid sequence that can bind to MHC molecules should
be conceivable as a result of the DNA changes accumulated in
tumor cells. Following the malignant transformation of cells, the
repertoire of peptides displayed byMHCmolecules changes (13).
Based on the fact that HLA–KIR interaction affinity is peptide-
dependent and can influence the effector function of NK cells
(97, 99–101), the altered peptide repertoire displayed by MHC
molecules in cancer cells may be considered to influence the
function of NK cells. As a result, it would be interesting to see if
the neoantigens displayed by MHC molecules on tumor cells,
especially for those that do not induce the downregulation of
MHC I, may change the binding affinity of KIR-MHC and finally
modify NK-cell activation (Figure 2).

The synergistic function of many NK-cell surface receptors
determines the status of NK cells. Tumor cells can be rendered
“invisible” to NK cells by upregulating inhibitory signals or/and
downregulating activating signals on NK cells. The function of
NK cells may even be modified by alteration in the affinity of the
KIR–MHC interaction through the diverse peptide repertoire
given by MHC molecules. Interfering with the activating and
inhibitory signals has been utilized in several therapeutic
techniques to boost NK-cell function (102–104). However, the
possibly changed interaction affinity of the KIR-peptide/MHC
complex resulting from the varied repertoire of a peptide given
by MHC molecules in tumor cells may require more research.
Frontiers in Immunology | www.frontiersin.org 7132
Perspectives
So far, strategies to boost the antitumor function of T and NK cells
have yielded encouraging results. As knowledge of the neoantigens
presented by MHC molecules expands, the research and clinical
implementation of neoantigen-based therapeutic methods,
including adoptive T-cell therapy and cancer vaccines, are full of
potential in the clinical applications. However, there are still many
questions required to be answered. For example, how may
neoantigens should be identified and therapeutic strategies
developed for cancers with modest mutation loads? Even though
the discovery of neoantigen has the potential to lead to such
appealing tailored treatments, high prices and time constraints
limit their use. Thus, how can neoantigen-based therapeutics be
developed faster and at a lower cost? Meanwhile, while
neoantigen-targeted therapy for cancer patients is based on each
patient’s unique neoantigen repertoire, the obstacles to predicting
and selecting the best neoantigens for each patient remain. Because
of that, can we better investigate some off-the-shelf cancer
therapies based on common neoantigens and HLA allotypes?
Furthermore, because neoantigen-based vaccines and adoptive
T-cell treatment may be limited in their ability to overcome
immune suppression caused by regulatory cells or tumor-derived
factors as a monotherapy, they might be combined with other
therapies to fully utilize their potential. Many studies indicated that
the immune response can be boosted by conventional
radiotherapies, chemotherapies, and targeted therapies (105–
107). It remains to be determined, however, how and when
combination therapy should be applied. Finally, now that
intriguing customized treatment options based on neoantigen-
reactive T cells have been brought, may new therapeutic
approaches also be developed in NK cells against malignancies
with a distinct peptide–MHC complex repertoire? All in all, a
better understanding of the mechanisms underlying the activation
of immune cells against cancer cells using neoantigens will
undoubtedly aid the development of effective new mono- or
combination cancer therapeutic strategies.
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Natural killer cells: the next
wave in cancer immunotherapy

Xin Chen*, Lei Jiang and Xuesong Liu

Department of Biology, BeiGene (Beijing) Co., Ltd., Beijing, China
Immunotherapies focusing on rejuvenating T cell activities, like PD-1/PD-L1

and CTLA-4 blockade, have unprecedentedly revolutionized the landscape of

cancer treatment. Yet a previously underexplored component of the immune

system - natural ki l ler (NK) cell , is coming to the forefront of

immunotherapeutic attempts. In this review, we discuss the contributions of

NK cells in the success of current immunotherapies, provide an overview of the

current preclinical and clinical strategies at harnessing NK cells for cancer

treatment, and highlight that NK cell-mediated therapies emerge as a major

target in the next wave of cancer immunotherapy.

KEYWORDS

natural killer (NK) cells, immune checkpoint, cancer, immunotherapy, NK cell therapy,
iPSC-NK
Introduction

NK cells, a subset of lymphocytes that are principally innate immune cells, arise from

common lymphoid progenitors and constitute the third lymphoid lineage in addition to

T-cell and B-cell lineages (1). NK cells were initially discovered and named based on their

ability to kill cancer cells in vitro (2). They express a broad repertoire of activating and

inhibitory receptors, the “net weight” of which controls the final outputs. The biology of

NK cells has been extensively reviewed elsewhere (3, 4). In this review, we mainly focus

on the therapeutic potential of NK cells as the next wave in cancer immunity. We will

discuss the prognostic roles of NK cells in cancers, summarize the contributions of NK

cells in the success of immune checkpoint blockade (ICB) therapies and approaches

including cell therapies to harness NK cells in the cancer treatment.
NK cells in cancers

The immune surveillance role of NK cells in human cancers was first implicated in

1980s by reports revealing higher incidence of cancers in patients with NK cell defects (5,

6) and low NK cell activities in cancer patients or their families (7–11). Subsequently, a

landmark 11-year following-up study reported a positive correlation between impaired
frontiersin.org01
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NK cell functions and higher risk to develop numerous types of

cancers (12). Meanwhile, the critical role of NK cells in control of

tumor growth and metastasis was demonstrated in mice models

in early studies (13, 14). However, due to the paucity of NK cells

usually overserved in primary tumors in clinic, questions have

been raised – as to whether NK cells play an important role in

tumor control and prognosis, and whether NK cells contribute

to therapies such as targeted antibody therapies, despite the role

of NK cells in immune surveillance.

Subsequent to early findings, accumulating evidence have

reported impaired functions of NK cells in chronic myelogenous

leukemia (CML) (15) and acute myeloid leukemia (AML) (16,

17). Intriguingly, NK cells in AML patients have been reported

to significantly down-regulate activating receptor NKp46 and

up-regulate inhibitory receptor NKG2A compared to those in

healthy age-matched controls (17). Furthermore, lower NKp46

expression on NK cells (18), phenotypic and functional defects

of NK cells (17) or defective NK cell maturation (19) have been

reported to be associated with adverse clinical outcomes in AML

patients treated with allogeneic stem cell transplantation (allo-

SCT) (18) or chemotherapy (17, 19).

Furthermore, the prognostic role of NK cells has not only

been observed in chemotherapy-based studies in hematopoietic

cancers, but also observed in targeted antibody therapy-based

studies, in both liquid and solid tumors (Table 1). In diffuse large

B-cell lymphoma (DLBCL) patients treated with Rituximab-

CHOP (20), breast cancer patients treated with anti-HER2

monoclonal antibody (mAb) and chemotherapy (22), and in

colorectal cancer patients treated with anti-EGFR mAb and

chemotherapy (24), the tumor-infiltration of NK cells have
Frontiers in Immunology 02
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been reported to positively correlate with clinical responses.

Moreover, high baseline of antibody-dependent cellular

cytotoxicity (ADCC) has been reported to correlate with a

complete response (CR) and a long overall survival (OS) in

head and neck cancer patients treated with anti-EGFR mAb and

radiotherapy (23). Those evidence suggested a role of NK cells in

targeted antibody therapy, probably mediated by ADCC, and

support the development of tools harnessing ADCC activities of

NK cells for enhanced anti-tumor efficacy. We will expand the

discussion in later sessions of the review.

Another intriguing observation related to the prognostic and

predictive role of NK cells comes from the studies on immune

checkpoint blockades (ICBs) therapies. Higher NK cell

infiltration has been found in responders to anti-PD-1

treatment compared to non-responders from independent

studies (25, 26), and thus raise the question whether NK cells

contribute to the success of ICBs.
NK cells contribute to the success
of ICBs

Many inhibitory receptors including PD-1, LAG3, TIM3,

TIGIT, NKG2A etc. are expressed and mediate inhibition on

both NK cells and T cells (27) (Table 2). To date, anti-PD-1/PD-

L1 therapies have achieved remarkable efficacy in a wide

spectrum of cancers (28). Moreover, ICBs targeting LAG3 (29)

and TIGIT (30) are displaying great potentials to further

improve clinical outcomes in combination with anti-PD-1

therapy. Basically, the efficacy has been attributed to
TABLE 1 Clinical correlations of NK cells with patient outcomes.

Cancer
type

Treatments Correlation of NK phenotypes with clinical
outcomes

References

AML Chemotherapy Phenotypic and functional defects of NK cells associate with poor
response.

(17)

Conventional chemotherapy with or without the addition of anti-
CD33 mAb

Patients with hypomaturation profile had reduced OS and
progression-free survival (PFS) rates.

(19)

Allo-SCT NKp46high phenotype at diagnosis is associated with better PFS and
OS.

(18)

DLBCL Rituximab-CHOP (cyclophosphamide, doxorubicin, vincristine,
and prednisone)

Lack of NK cell infiltration associate with poor survival. (20)

CML Imatinib NK cell counts are associated with molecular relapse-free survival
after imatinib discontinuation.

(21)

Breast cancer All patients received a neoadjuvant combination treatment of
standard chemotherapy and anti-HER2 mAbs

Tumor-infiltrating NK cells associate with pathological CR and
disease-free survival.

(22)

Head and
neck cancer

anti-EGFR and radiotherapy High baseline of ADCC correlates with a CR and a long OS. (23)

Colorectal
cancer

A first-line anti-EGFR based chemotherapy Tumor infiltrating CD56+ cells are correlated with PFS and response. (24)

Melanoma Anti-PD-1 mAbs Higher NK cell infiltration in responding vs non-responding patients. (25)

Anti-PD-1 mAbs Up-regulated NK signatures and higher NK cells infiltration in
tumors in responding vs non-responding patients.

(26)
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unleashing T cell responses, leaving the contributions of NK cells

yet to be fully explored. Recently, growing evidence is suggesting

a prognostic role of NK cell activation status and tumor

infiltration in the success of ICB (25, 26, 31), thus raising

considerable interests to fill the conceptual gap with respect to

whether and how NK cells play a role in the ICB practice.

First, NK cells may contribute to the ICB success by

restraining the emergence of cancer cell clones that have

escaped T cell attack through inactivation of antigen

presentation. There is growing evidence that loss of genes

associated with antigen presentation serves as an important

mechanism of acquired resistance to ICB (32). In pre-clinical

models, Nicolai et al. and Das et al. showed that NK cells mediate

the rejection of CD8+ T cell resistant B2m-/- tumors (33, 34). It is

in line with the longstanding observations that NK cells express

inhibitory receptors binding to MHC-I, thereby maintaining

“self-tolerance” to normal cells. When cancers down-regulate

MHC-I on their surface to escape T cell attack, the “missing-self

recognition” by NK cells is triggered, thus initiating NK cell

mediated cytotoxicity against the “escapers” (35).

Second, the ICB may confer a direct modulation on NK cell

activity. One study reported that PD-1 is upregulated on

circulating and intra-tumoral NK cells in patients of Hodgkin

lymphoma. PD-L1+ myeloid cells efficiently suppress the

function of PD-1+ NK cells in vitro, while anti-PD-1 treatment

can effectively reverse the suppression (36). Further evidence for

the PD-1/PD-L1 signaling in NK cells comes from studies

describing PD-1 upregulation in NK cells in non-small cell

lung cancer (NSCLC) and head and neck cancer (HNC)

patients. PD-L1 beads or PD-L1+ target cells impaired PD-1+

NK cell function, while anti-PD1 or anti-PD-L1 treatment

significantly activated PD-1+ NK cells in vitro (37, 38).

Moreover, there is evidence in in vivo mouse models that PD-

1 is up-regulated on most activated tumor-infiltrating NK cells,

and NK cells mediate full therapeutic efficacy of PD-1/PD-L1
Frontiers in Immunology 03
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blockade (39). Nevertheless, to what extent the anti-PD-1/PD-L1

therapies could directly activate NK cells in patients and thereby

contribute to the efficacy remains an open question that needs to

be further explored. Another shared checkpoint between T cells

and NK cells, TIGIT, is constitutively expressed on PBMC-

derived NK cells as well as in vitro activated human NK cells

(40–43). In a recent publication, we have demonstrated the

direct activation of NK cells by the therapeutic TIGIT blocking

antibody ociperlimab (BGB-A1217) in an in vitroNK-cancer cell

co-culture assay (44). Remarkably, the full Fc effector function of

ociperlimab further elevated NK cell function in addition to

checkpoint blockade (44), probably through the synergy between

FcgRIIIa (CD16a) signaling and release of TIGIT mediated

suppression on NK cells (45). Another immune checkpoint,

TIM3, has been found to be up-regulated on NK cells from

patients with melanoma (46), gastric cancer (47) and lung

adenocarcinoma (48), and blockade of TIM3 has been

reported to release the exhaustion of NK cells from advanced

melanoma patients in vitro (46).

Recently, the NKG2A/CD94 blockade seems to carve a new

path in the adoption of ICB in the cancer treatment via

unleashing both T cells and NK cells. Pre-clinical data suggest

a dual role of NKG2A blockade on NK cells and T cells (49–51).

In clinic, monalizumab (49), a humanized IgG4 ICB targeting

the NKG2A/CD94 receptor, blocking its interaction with HLA-

E, is being investigated in the treatment of solid tumors.

Encouraging results from a large, randomized Phase II trial

showed monalizumab in combination with durvalumab, a PD-

L1 blockade antibody, improved PFS and objective response rate

(ORR) compared to durvalumab alone in patients with

unresectable, stage III NSCLC. The 12-month PFS rate was

72.7% for durvalumab plus monalizumab, versus 33.9% with

durvalumab alone (52).

From another perspective, it is noteworthy that the immune

checkpoint blockade antibodies can activate NK cells through
TABLE 2 Selected shared immune checkpoint receptors between NK cells and T cells.

Receptor Cell distribution Drugs approved or in advanced
clinical trials

Phase

PD-1 NK cells, T cells, B cells, myeloid cells Pembrolizumab FDA Approved

Nivolumab FDA Approved

Cemiplimab FDA Approved

Dostarlimab FDA Approved

Tislelizumab Phase III in US; approved in China

TIGIT NK cells, T cells Tiragolumab Phase III

Vibostolimab Phase III

Ociperlimab Phase III

TIM3 NK cells, T cells, DCs, monocytes, macrophages, mast cells MBG453 Phase II

BGB-A425 Phase I/II

TSR-022 Phase II

NKG2A NK cells and T cells Monalizumab Phase III
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the Fc effector functions, as we reviewed previously (53). Direct

evidence for this hypothesis comes from the Fc-competent

TIGIT antibody Ociperlimab. TIGIT expression is highly

expressed on Treg cells, relative to effector T cells, and is

further elevated on Tregs in tumor microenvironment (44,

54). Our data have shown that the ligation of TIGIT on Tregs

and Fcg receptors on NK cells by Ociperlimab directly promoted

NK cell activation and induced ADCC against cancer patient

PBMC derived Tregs in vitro. In the CT26 mouse model, we also

observed the decrease of intratumor Treg numbers (44). It is of

great interest to further explore the potential mechanisms in

clinical settings. Another T cell checkpoint, CTLA-4, is also

expressed on cancer cells such as melanoma, leading to potential

NK cell mediated ADCC against CTLA-4+ cancers induced by

anti-CTLA-4 treatment (55). Nevertheless, CTLA-4 is also

exp r e s s ed on CTLs , t hu s r ende r ing the ove r a l l

mechanisms complicated.

Third, emerging evidence have suggested an essential role of

NK cells in checkpoint therapy response through an NK-

dendritic cell (DC) axis (25, 56). Conventional type 1 dendritic

cells (cDC1) are a subtype of DC that stimulate robust T cell

response to cancer. They adept at taking up dead cells and cross-

present tumor antigen to CD8+ T cells (57, 58), attract T cells

into tumor (59), and elicit tumor-specific T cell responses (60).

Intriguingly, work from Bottcher et al. revealed a strong

correlation between cDC1 signatures and NK cell signatures in

cancers including skin cutaneous melanoma (SKCM), breast

invasive carcinoma (BRCA), head and neck squamous cell

carcinoma (HNSC) and lung adenocarcinoma (LUAD) (56).

Moreover, NK cell signatures were found positively associated

with patient survivals in all those cancers. Furthermore, they

discovered in pre-clinical models that intratumor NK cells

recruit cDC1 into tumors to promote tumor control (56).

Similarly, Barry et al. observed that NK cell signatures

positively correlate with stimulatory dendritic cells (SDC;

intratumor cDC1) in melanoma, patient response to anti-PD-1

therapy and overall survival. In line with the data from Bottcher

et al., they also uncovered a role of NK cells in the control of

CD103+ SDC in a mouse tumor model (25).

Taken together, NK cells may contribute to ICBs success

through multiple aspects. However, one caveat is that one should

be cautious to interpret the data from pre-clinical models and

translate from laboratory to clinic. Gaps exist between mouse

models and human cancers, e.g., FcgRIII on mouse NK cells is

actually not the homologue of FcgRIII on human NK cells.

Human FcgRIIIa is functionally similar with a unique mouse

FcgR – FcgRIV (61). Nonetheless mouse FcgRIV is not expressed

on mouse NK cells, but abundantly on macrophages (53). In

addition, syngeneic or xenograft tumor models may not truly

mimic the NK cell infiltration status in human tumors, thereby

suggesting translational gaps between pre-clinical tumor models

and cancer patients.
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Approaches to harness NK cells

NK cells express a broad range of activating and inhibitory

receptors. Whether NK cells attack a target cell depends on the

net equilibrium of the activating and inhibitory signals. Here we

focus on emerging novel modalities for NK cell targeting, e.g.,

ADCC enhanced antibodies, bi- or tri-specifics, and iPSC-

derived NK cells (iPSC-NK) therapies.
ADCC-enhanced antibodies

In humans, FcgRIIIa is the major type of FcgRs expressed on

NK cells (62). Binding of Fc portion of human IgG to FcgRIIIa
can trigger NK cell ADCC against mAb-opsonized target cells, as

has been firmly established. Two alleles encode different

FcgRIIIa variants that differ at the position 158, with either a

valine (V) or phenylalanine (F). Between the two isoforms,

FcgRIIIa-V158 exhibits higher affinity to IgG1, and mediated

more efficient ADCC (63). In clinic, the FcgRIIIa dimorphism

was strongly associated with the outcome of patients treated with

anti-EGFR or anti-CD20 antibodies (64–69). Although it

remains controversial about the relative contributions of

different immune cells or effectors in the therapeutic efficacy of

tumor-targeting mAbs (70–73), multiple studies have suggested

a positive correlation of NK cell infiltration and activity with the

response to tumor-targeting mAb treatment (22–24), and again,

caution is warranted on the interpretation of mechanistic studies

in mice given the discrepancies of FcgRs expression profiles

between human and mice. Therefore, several strategies have

been employed to develop ADCC-enhanced mAbs for

harnessing NK cell functions.

Removal of core fucose from N-glycans attached to human

IgG1 significantly enhances the binding affinity of IgG1 to

FcgRIIIa and ADCC (74, 75), and has been the most widely

adopted approach to harness the mAb mediated ADCC

response in clinical practice (76). As of today, three

afucosylated mAbs have been marketed for the treatment of

human cancers: Obinutuzumab, a CD20-directed afucosylated

antibody approved for the treatment of chronic lymphocytic

leukemia (CLL); Poteligeo (mogamulizumab), a CCR4-targeting

afucosylated mAb, approved for the treatment of Mycosis

Fungoides (MF) and Sézary Syndrome (SS); and Fasenra

(benralizumab), an afucosylated IL-5Ra targeting mAb for the

treatment of patients with severe eosinophilic asthma. In

addition, Rybrevant (amivantamab), an anti-EGFR and anti-

cMet bispecific low fucose antibody with enhanced Fc function,

have been approved for the treatment of NSCLC. Blenrep

(belantamab mafodotin-blmf), consisting of an afucosylated

humanized anti-BCMA IgG1 mAb conjugated to the tubulin

inhibitor, monomethyl auristatin F (MMAF), for the treatment

of adult patients with relapsed or refractory multiple myeloma, is
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the only FDA approved ADC with an afucosylated antibody

(77). Nowadays, numerous afucosylated mAbs targeting a

diverge range of receptors are actively in clinical development,

with the outcomes yet to be revealed (78).

Fc engineering represents another approach to enhance

ADCC (62, 79). Several Fc-enhanced mAbs through the

genetic engineering approach are being investigated in clinical

trials, with only one approved by FDA till now, Margenza

(margetuximab), for the treatment of metastatic HER2-positive

breast cancer. It is noteworthy that exploratory PFS analysis by

FcgRIIIa genotype suggested that presence of a FcgRIIIa-F158
allele may predict margetuximab benefit over trastuzumab.

Margetuximab provided no clinical benefit in FcgRIIIa-V158

homozygotes compared with trastuzumab (80). Since the Fc

engineering of margetuximab-cmkb increases affinity for both

FcgRIIIa allotypes, and FcgRIIIa-V158 per se has higher affinity to

IgG1, the none-benefit in FcgRIIIa-V158 homozygotes might be

attributed to the rapid cleavage and downregulation of FcgRIIIa
due to stronger binding of the antibodies to FcgRIIIa-V158. From

another perspective, strong binding to FcgRIIIa may induce

enhanced antibody internalization by FcgRIIIa expressing cells,

thus promoting the anti-drug antibody (ADA) production, to

compromise the efficacy. The exact underlying mechanisms are

yet to be elucidated.
NK cell engagers

There are a broad range of activating and inhibitory

receptors on NK cells. The integration of signals for activation

and inhibition determines the final outputs of NK cells. The loss

of inhibitory signaling, like downregulation of MHC-I

expression on tumor cells, renders tumor cells susceptible to

NK cell cytotoxicity. Alternatively, NK cells can attack cancer

cells that retain full expression of MHC-I if activating receptors

on NK cells are engaged.

Recently, bi-specific or tri-specific antibodies targeting NK

cell activating receptors are emerging as novel approaches to

harness NK activity. Preclinical results provide the rationale for

developing multi-specific NK cell engagers through ligation of

tumor antigens and activating NK receptors. Examples include

those targeting NKp46 (81), NKp30 (82), NKG2D (83, 84), and

FcgRIIIa (CD16a) (85, 86). Encouraging data comes from a

Phase I clinical study in which an anti-CD16/anti-CD30

bispecific NK-cell engager combined with pembrolizumab has

shown an ORR of 83% and a CR rate of 46% in patients with

relapsed or refractory Hodgkin Lymphoma (HL) (87). However,

it should be noted that most of the activating receptors are not

exclusively expressed on NK cells, instead are often shared with

T cells or myeloid compartments. Targeting the activating

receptors on NK cells may synergically augment both NK cells

and other immune effectors.
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NK cell-checkpoint blockades

A wide range of immune checkpoints are expressed on NK

cells. As with the activating receptors, NK checkpoints are

usually shared with other immune components (27). As

discussed in the earlier part of the review, some blockades that

can target checkpoints on both T cell and NK cells have obtained

remarkable success or promising preliminary clinical responses

(Table 2), albeit the contributions of NK cells therein are yet to

be fully understood. In addition, blockers that target inhibitory

killer Ig-like receptors (KIRs) have been investigated in clinical

settings. KIRs are a group of receptors on NK cells that bind to

HLA molecules to mediate inhibitory or activating signaling

(88). Clinical evidence have suggested that adoptive NK cell

transfer has the potential to improve outcomes of KIR ligand-

mismatched recipients even further (89–91). Lirilumab, a

humanized IgG4 mAb, binds to KIR2DL-1, KIR2DL-2 and

KIR2DL-3 and thereby blocks their inhibitory signaling

mediated by both HLA-C C1 and HLA-C C2 subtype

molecules (92). It has shown good safety profiles in phase I

trials, however, the phase II trial in patients with smoldering

multiple myeloma failed to demonstrate clinical efficacy (93).

The minimal efficacy may result from lack of the KIR matched

HLA types from patients, and existing of other dominant

inhibition signals (94). However, this does not rule out the

possibility that inhibitory KIR blockers could synergistically

work together with other ICBs or NK cell therapies to induce

a combination efficacy.
NK cell-based cell therapies

Adoptive cell therapies, basically chimeric antigen receptor T

(CAR-T) cell therapies, have exhibited remarkable clinical

responses in treating hematologic malignancies, and thus

spawned an explosion in the CAR-T field. As of today, six

CAR-T cell therapies have been approved by FDA, wherein four

targeting CD19, and two targeting BCMA. Although the

efficacies have been notable (95–101), limitations are still

obvious. First, as a highly personalized therapy, autologous

CAR-T cells have to be individually prepared for each patient

in a time- and material- consuming process that carries the risk

for failure and demanding logistics. Patients who have already

received multiple rounds of chemotherapy may not be able to

mobilize enough T cells for the CAR-T cell preparation.

Additionally, during the time waiting for CAR-T cells

manufacturing, patients may experience disease progression.

As such, the therapy results in low scalability and remains

unacceptable and unaffordable to most of patients. Second,

severe toxicity associated with CAR-T cells hampers the broad

applicability of the treatment. In several patients, CAR-T cell

treatments have been associated with substantial toxicity
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including cytokine release syndrome (CRS) and immune effector

cell-associated neurotoxicity syndrome (ICANS), thus

decreasing the feasibility due to demanding toxicity

management, and inconvenient administration (102).

In contrast, NK cell therapies harbor high potential to

overcome those hurdles. Firstly, the activating machineries of

NK cells differ from the TCR system of T cells. NK cells do not

require HLA matching to exert cytotoxicity against tumor cells.

This allows for using NK cells in an allogeneic way. On the other

hand, allogeneic NK cells do not result in graft versus host

disease (GvHD), even in the setting of substantial HLA disparity

between adoptive CAR-NK cells and the recipients (103), and

thus can be provided as complete “off-the-shelf” products,

significantly lowering the cost of manufacturing and logistics.

Secondly, both autologous and allogeneic NK cells have

exhibited excellent safety profile, without severe toxicity such

as CRS or ICANS (103, 104). Compared to their T cell

counterparts, NK cells present a safer cytokine profile, and

differ in the crosstalk with myeloid cells (4). This property

confers the feasibility of the NK cell therapy when specialized

care units are unavailable. Thirdly, from the efficacy perspective,

NK or CAR-NK cell therapies have shown inspiring clinical

outcomes in early phase clinical trials when used alone (103) or

in combination with other therapies (104), encouraging more

endeavors in the field. Last but not least, repeated doses can be

administrated given the short lifetime of NK cells, and NK cells

from different donors can be sequentially dosed to circumvent

rejection of donor NK cells by recipient memory T cells

recognizing allo-antigens on the same donors.

NK cells for cell therapy can be generated from different

sources and by a variety of methods (Table 3). Peripheral blood

derived, and ex vivo expanded autologous NK cells have been

well tolerated in clinical trials, whereas efficacy has been limited

(105, 106). The low efficacy may be attributed to the suppression

of autologous NK cells by self-HLA molecules. As such,

allogeneic NK cells serve as a promising alternative approach

to overcome the resistance. In a seminal study by Miller et al., a

complete remission induced by haploidentical allogeneic NK-

cell infusions in 5 of 19 poor-prognosis AML patients was
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observed (90). In a subsequent study in pediatric AML, all

patients who received adoptive haploidentical NK cells

remained in remission with a median follow-up time of 964

days (91). Later on, 53% complete remission was observed in

AML patients treated with haploidentical NK cells combined

with an IL-2 diphtheria toxin fusion protein, which was used to

deplete host regulatory T cells (107); 32% complete remission

was observed in AML patients treated with haploidentical NK

cells combined with IL-15 (108), and 44% complete remission

was observed in AML patients treated with allogeneic cytokine-

induced memory-like NK cells, in separate studies (109).

Besides peripheral blood-derived NK cells (PB-NK), an

alternative approach to generate functional NK cells is to

obtain NK cells from umbilical cord blood and expand ex vivo

(110, 111). A recent clinical study by Liu et al. has presented

inspiring results to show the remarkable efficacy and excellent

safety profile of engineered umbilical cord blood derived NK

cells (UCB-NK) in the treatment of CD19 positive relapsed or

refractory lymphoid tumors. The HLA-mismatched UCB-NK

cells were transduced with a retroviral vector encoding anti-

CD19 CAR, IL-15, and inducible caspase 9 as a safety switch. Of

the 11 patients who were treated, 8 (73%) had a response and 7

(64%) had a complete remission. Notably, no severe toxicity

including CRS, neurotoxicity or GvHD were observed (103).

Another method to derive NK cells from umbilical cord blood is

to differentiate them from CD34+ hematopoietic progenitor cells

(HPC) (112). In the first-in-human study, CD34+ HPC derived

NK cells (HPC-NK) were administrated to 10 older AML

patients after lymphodepleting chemotherapy without cytokine

boosting. Preliminary data showed that HPC-NK cells were well

tolerated, with neither GvHD nor toxicity observed. Notably, 2

of 4 patients with minimal residual disease (MRD) in bone

marrow before HPC-NK cells infusion became MRD negative,

which lasted for 6 months (113).

Albeit the encouraging efficacy achieved by those clinical

trials using PB-NK or UCB-NK, limitations exist due to the

requirement for collection from a donor by apheresis or from

umbilical cord blood, the variability of NK cell yield influenced

by donor variability, and the challenge in generic manipulation
TABLE 3 Comparison of clinical-scale NK cells generated from distinct sources.

Attributes NK-92 PB-NK UCB-NK HPC-NK iPSC-
NK

Source NK-92 cell line Peripheral
blood of donors

Cryopreserved umbilical cord
blood (UCB) in UCB unit

CD34+ hematopoietic
progenitor cells from UCB

iPSC

Tumorigenicity High (need to be
irradiated before infusion)

Low Low Low Low

Accessibility Easy Easy Less easy Less easy Easy

Homogeneity High Low Low Low High

Genetic engineering Easy Less easy Less easy Less easy Easy

Cell number sufficiency of a uniform cell
population for repeated doses

High Low Low Low High
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on differentiated cells with low proliferation capacity. To

overcome those limitations, a number of studies used NK-92,

a NK cell line originally established from a patient with non-

Hodgkin’s lymphoma (114–116). There are several advantages

of NK-92 cell line as a source for NK cell therapy – it provides a

homogeneous master cell bank, can be expanded indefinitely

and served as an uniform “off-the-shelf” product, is more

amenable to genetic modification and allows sufficient cells for

cell therapy (117). However, on the other hand, albeit NK-92

lack expression of most known KIRs and exhibit broad

cytotoxicity against numerous cancers, it loses expression of

typical activating receptors including NKp44, NKp46 and

notably, FcgRIIIa, which mediated ADCC (117). Additionally,

as a lymphoma cell line, NK-92 holds inherent draw backs such

as potential tumorigenicity and latent infection by Epstein-Barr

Virus (EBV). Thus, for safety considerations, NK-92 must be

irradiated before administration to patients. The irradiation

limits the proliferation and persistence of NK-92 in vivo, and

eventually may impede the long-term anti-tumor efficacy. And

this may account for the observed limited efficacy of NK-92 cells

in clinic (118, 119).

In recent years, iPSC-NK technology emerges as a

breakthrough innovation in the NK cell therapy field, offering

the potential to overcome challenges often seen with other

source-derived NK cells. Serial seminal studies from Kaufman

et al. have significantly optimized the protocols to derive NK

cells to a clinical-scale from embryonic stem cells (hESCs) or

iPSC (120), and demonstrated for the first time that CAR-NK

cells can be derived from iPSCs expressing CAR (121). Since

pluripotent stem cells have the potential to grow indefinitely in

an undifferenced state (122, 123), the iPSC can serve as a stable

cell bank for uniform NK cell generation and allows for sufficient

cell numbers for cell therapy. As such, the iPSC-NK can serve as

a standardized “off-the-shelf” product. In addition, iPSC is

amenable to genetic engineering. Once the genetically

modified clones are selected, it can be expanded for a

production of a uniform pool of iPSC-NK cells. Multiple

genetical modifications, such as ectopic expression of IL-15/IL-

15R fusion protein (124, 125), CAR (121), high-affinity non-

cleavable variant of CD16a (125, 126), deletion of CISH (127) or

CD38 (125) have been successfully introduced on iPSC-NK to

achieve enhanced expansion, better in vivo persistence or greater

cytotoxicity. The difference between iPSC-NK, PB-NK and

UCB-NK are yet to be fully understood, yet some pre-clinical

evidence have suggested that iPSC-NK may have comparable or

superior activities relative to PB-NK or UCB-NK (128–130). To

date, iPSC-NK cell therapies have entered phase I clinical trials,

used alone or in combination with therapeutic monoclonal

antibodies (mAbs) for the treatment of hematopoietic

lymphomas or solid tumors (131–136). Remarkably, the first

in human results are encouraging (137, 138). In a phase I trial,

FT516, an iPSC-NK cell therapy using iPSC-NK cells engineered

with a high-affinity, non-cleavable CD16a (hnCD16) that
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enables tumor targeting and enhanced ADCC in combination

with a therapeutic mAb, was combined with rituximab to treat

patients with relapsed or refractory B-cell lymphoma (BCL)

(132). Eight of the 11 pts (73%) treated with ≥90 million FT516

cells achieved an objective response. Seven (64%) patients

achieved CR, including 2 patients with prior CD19 CAR T-cell

therapy (139). FT596 (140), is an iPSC-derived CAR-NK cell

therapy armed with three modalities: a CD19-targeting CAR, a

hnCD16, and IL15/IL-15 receptor fusion which promotes NK

cell persistence by the autonomous cytokine. In a phase I trial,

FT596 was administrated as monotherapy or in combination

with rituximab or obinutuzumab for the treatment of relapsed or

refractory BCLs and CLL (141). At single-dose levels of ≥90

million cells, 8 of 11 (73%) efficacy-evaluable patients achieved

ORR, including 7 (64%) CR. Of 4 patients with prior CAR T-cell

therapy treated at ≥90 million cells, 2 achieved CR (142).

Notably, no dose-limiting toxicities, CRS, ICANS, or GvHD of

any grade were observed for FT516 or FT596, and repeated doses

were allowed (139, 142).
NK cell-based combination strategies

Nowadays, NK cell-based combination strategies have been

investigated in the cancer immunotherapy and represent an

important direction in the future.

NK cell therapies in combination with ICBs
As we have discussed in the previous sessions, activated or

intra-tumor NK cells up-regulate checkpoint molecules (e.g.,

PD-1, TIGIT, TIM3, NKG2A) and blocked of those molecules

unleash NK cell activity. In a pre-clinical model, iPSC-NK cells

in combination with T cells and an anti-PD-1 antibody have

been reported to eliminate tumors in a xenograft ovarian cancer

mouse model (143). Combination of ICBs and adoptive NK cell

therapy would be a promising approach to achieve optimized

NK functions, and in concert with T cells.
NK cell therapies in combination with tumor
targeting mAbs or NK cell engagers

Adoptive NK cell therapy in combination with tumor-

targeting mAbs or other NK cell engagers represent an

approach to fully augment the tumor-specific NK cell

cytotoxicity. Impressive results have been obtained from a

phase I clinical study that combine CAR-iPSC-NK cell therapy

with anti-CD20 (139). Moreover, the combination of CB-NK

and a bispecific CD30/CD16 antibody is being actively

investigated in a phase I/II study (144, 145). As disclosed by

Affimed on the 2022 AACR meeting, as of the cut-off date, the

study had enrolled 22 patients with relapsed or refractory CD30+

Hodgkin and non-Hodgkin lymphoma having received a

median of seven prior lines of therapy. Out of the 13 patients
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treated at the recommended phase 2 dose (RP2D), 13 patients

(100%) achieved objective response, and 8 (62%) patients

achieved CR after two cycles of treatment (146).

CAR-NK and CAR-T cell combinations
Sequential infusions of CAR-NK cells and CAR-T cells

would be a good strategy to achieve better efficacy and safety.

CAR-NK cells should rapidly decrease the tumor burden,

particularly for patients with high tumor load. This may

decrease the CRS and neurotoxicity risk imposed by CAR-T

cells. Then subsequent CAR T cell infusion may eliminate

residual tumor cells and provide a lasting anti-tumor effect

through memory T cells that survive and persistence.

Other attempts to target NK cells

In addition to the approaches discussed above, strategies

targeting cytokines, such as IL-12, IL-15 and IL18 (109, 124,

147), targeting intracellular checkpoints, such as CISH (127,

148), Cbl-b (149) GSK3 (150) and CDK8 (151, 152), or targeting

tumor cells which can indirectly trigger NK cell surveillance

through non–cell autonomous mechanisms (153) may also

effectively augment NK cell functions and eventually result in

novel therapeutic candidates.

Conclusions and prospects

Taken together, NK cell-based therapies have attracted

intense interest and shown great potential in the treatment of

cancers, emerging as the next wave in cancer immunotherapy.

Multiple approaches, including checkpoint blockades, ADCC

enhanced antibodies, agonist antibodies and multi-specific NK

cell engagers, and adoptive NK cell therapies (particularly

engineered iPSC NK cell therapies) have significantly widened

the pool of potential clinical options. However, challenges exist

with the opportunities. As a heterogenous population, NK cells

are still not fully understood. It is crucial to continue to delineate

the NK cell biology and characterize the differences of NK cells

derived from distinct sources and methods. In addition,

although NK cell-based therapies have demonstrated great

potentials in the treatment of hematopoietic cancers, the

advances in solid tumors remain limited. It is important to
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further understand NK homing capacities and the reasons

underlying their poor infiltrations in solid tumors, which may

eventually lead to the development of novel approaches to

overcome the barriers. Furthermore, the questions about the

persistence of NK cells, and the durability of the response, and

the affordable cost for patients need to be considered. Along with

the advancing of new technologies and methods, NK cell-based

therapies will continue to evolve, and get closer to benefit

patients with otherwise no treatment options. In summary,

NK cell-mediated therapies have emerged as the next wave in

cancer immunotherapy.
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B7-H3-targeting Fc-optimized
antibody for induction of NK
cell reactivity against sarcoma

Ilona Hagelstein1,2, Monika Engel2,3, Clemens Hinterleitner2,4,
Timo Manz3, Melanie Märklin1,2, Gundram Jung2,3,
Helmut R. Salih1,2* and Latifa Zekri1,2,3

1Clinical Collaboration Unit Translational Immunology, Department of Internal Medicine, German
Cancer Consortium (DKTK), University Hospital Tuebingen, Tuebingen, Germany, 2Cluster of
Excellence iFIT (EXC 2180) “Image-Guided and Functionally Instructed Tumor Therapies”, University
of Tuebingen, Tuebingen, Germany, 3Department for Immunology and German Cancer
Consortium (DKTK), Eberhard Karls University, Tuebingen, Germany, 4Department of Medical
Oncology and Pneumology (Internal Medicine VIII), University Hospital Tuebingen, Tuebingen,
Germany
Natural killer (NK) cells largely contribute to antibody-dependent cellular

cytotoxicity (ADCC), a central factor for success of monoclonal antibodies

(mAbs) treatment of cancer. The B7 family member B7-H3 (CD276) recently

receives intense interest as a novel promising target antigen for

immunotherapy. B7-H3 is highly expressed in many tumor entities, whereas

expression on healthy tissues is rather limited. We here studied expression of

B7-H3 in sarcoma, and found substantial levels to be expressed in various bone

and soft-tissue sarcoma subtypes. To date, only few immunotherapeutic

options for treatment of sarcomas that are limited to a minority of patients

are available. We here used a B7-H3 mAb to generate chimeric mAbs

containing either a wildtype Fc-part (8H8_WT) or a variant Fc part with

amino-acid substitutions (S239D/I332E) to increase affinity for CD16

expressing NK cells (8H8_SDIE). In comparative studies we found that

8H8_SDIE triggers profound NK cell functions such as activation,

degranulation, secretion of IFNg and release of NK effector molecules,

resulting in potent lysis of different sarcoma cells and primary sarcoma cells

derived from patients. Our findings emphasize the potential of 8H8_SDIE as

novel compound for treatment of sarcomas, particularly since B7-H3 is

expressed in bone and soft-tissue sarcoma independent of their subtype.
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Introduction

Sarcomas are malignancies of mesenchymal origin with

relatively rare occurrence that are classified depending on the

tissue origin (1, 2). They comprise more than 100 distinct

subtypes with different biological behavior which eventually

results in differing responses to treatment (3, 4). Five-year

survival rates of 60–80% have been reported for patients

undergoing surgical resection with subsequent chemotherapy

(5). Outcome for patients with metastatic disease at time of

diagnosis or for patients with recurrence of disease is

considerably worse (6, 7). Even though therapeutic options

have significantly increased over the last years, there is an

urgent need for new treatment approaches that are desperately

needed to improve patient outcomes (8, 9).

Treatment outcome in various types of cancer has been

significantly improved by introduction of immunotherapy with

monoclonal antibodies (mAbs). Prominent examples are Herceptin

and Rituximab, which are now established standard treatment

options for patients with Her2 expressing breast cancer and B-

cell non-Hodgkins lymphoma, respectively (10, 11). Nevertheless,

there is still plenty of room for improvement regarding the efficacy

of so far available tumor-targeting mAbs, and in many disease

entities including sarcoma no immunotherapeutic mAbs are yet

available. Antitumor mAbs elicit therapeutic efficacy to a

substantial part by induction of antibody-dependent cellular

cytotoxicity (ADCC). The major effector cell population which in

humans mediates this fundamental mAb function are natural killer

(NK) cells (12, 13). To reinforce therapeutic efficacy of tumor-

targetingmAbs, modification of the antibody Fc part is one possible

approach. Affinity to the Fc receptor CD16 on NK cells can be

increased by genetically engineering the glycosylation motifs or the

amino-acid sequence of the Fc part. This Fc optimization

potentiates the capability of mAbs to engage Fc receptor

expressing immune effector cells like NK cells (14, 15). To

engraft mAb treatment for additional disease entities,

identification of suitable target antigens that are widely expressed

on tumor cells while ideally being not expressed on healthy cells is

inevitable. In sarcomas, this is particularly challenging due to lack of

well-established target antigens, among others because of

differences between the many subtypes (8).

B7-H3 (CD276) belongs to the B7 protein family and is

classified as an integral transmembrane protein (16–18). So far,

the immunoregulatory role of B7-H3 is still under discussion,

alike its role in cancer pathogenesis (19–21). Expression of B7-

H3 has been reported for a multitude of human cancers which

include glioma, acute myeloid leukemia (AML), lung

adenocarcinoma, ovarian cancer, neuroblastoma, pancreatic

cancer, and also certain sarcomas, whereas it is largely absent

in healthy tissues (22–27). In addition, B7-H3 is expressed on the

tumor vasculature in many cancers (28–30). Overexpression of

B7-H3 is linked to unfavorable disease course and poor

prognosis for patients (25, 31, 32) and has been suggested to
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impair antitumor reactivity of T cells and NK cells (19, 29, 33).

Based on these findings, B7-H3 appears to be an attractive target

antigen for immunotherapy, as (i) B7-H3 expression is almost

exclusively limited to tumor tissue, (ii) expression on tumor

vasculature allows for additional targeting of both cancer cells

and vasculature, allowing for dual mode of anticancer action and

(iii) blocking of B7-H3 might reduce its immunosuppressive

properties. Accordingly, several B7-H3-directed therapeutics are

presently under investigation.

In the present study, we report on the overexpression of B7-

H3 in various sarcoma subtypes and the development of an Fc-

optimized B7-H3 mAb, which was characterized with regard to

its potential to induce ADCC of NK cells against sarcoma cells.
Material and methods

Cells

Isolation of healthy donor peripheral blood mononuclear cells

(PBMC) was carried out by density gradient centrifugation

(Biochrom, Berlin, Germany). PBMC were collected from

healthy donors of mixed age and gender and randomly selected,

for each experiment. Cryopreserved cells were cultured at 37°C

overnight in media prior the use in functional experiments. In all

cases, written informed consent, in accordance with the Helsinki

protocol, was given. The study was conducted according to the

guidelines of the local ethics committee.

The sarcoma cell lines RD-ES (rhabdomyosarcoma), SaOs

(osteosarcoma), SW1353 (chondrosarcoma), SW872 (liposarcoma)

and SW982 (synovial sarcoma) were purchased from ATCC

(American Type Culture Collection) and cultured as previously

described (34). Cell lines used in experiments were cultivated for a

maximum of two months. To validate cell authenticity, the

respective immunophenotype provided by the supplier was

examined. To exclude contamination of cultured cells with

mycoplasma, cells were tested regularly every three months.

Patient-derived sarcoma cells from patients diagnosed with

liposarcoma, chondrosarcoma, rhabdomyosarcoma, osteosarcoma

or synovial sarcoma were obtained from outgrowth cultures of

resected primary tumors as previously described (34).
Production of antibodies

Generation of 8H8_SDIE and 8H8_WT as well as

corresponding controls was carried out by chimerization

(human immunoglobulin G1/k constant region) of the anti-

B7-H3 mAb 8H8 and control mAb MOPC21, respectively and

Fc-optimization (S239D/I332E modification) for mAbs as

described previously (35). Briefly, respective light chain (LC)

and heavy chain (HC) plasmids were received using the

EndoFree Plasmid Maxi kit from Qiagen (Hilden, Germany)
frontiersin.org
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as described in the manufacturer’s instructions. For antibody

production, the ExpiCHO cell system (Gibco, Carlsbad, CA) was

used according to the manufacturer’s recommendations. mAbs

were purified from media by protein A affinity chromatography

(GE Healthcare, Chicago, IL) followed by preparative size

exclusion chromatography (HiLoad 16/60 Superdex 200; GE

Healthcare). To ensure quality and purity of produced

antibodies, analytical size exclusion chromatography (Superdex

200 Increase 10/300 GL; GE Healthcare) and 4–12% gradient

SDS-PAGE gels (Invitrogen; Carlsbad, CA) was performed using

the gel filtration and Precision Plus standard from Bio-Rad

(Hercules, CA), respectively.
Expression of B7-H3 mRNA based on
TCGA database analysis

Data on relative expression of B7-H3 mRNA for tumor tissue

and normal tissue samples was obtained from the Cancer Genome

Atlas (TCGA) database and the GTEx project utilizing the Gene

Expression Profiling Interactive Analysis (GEPIA) web server as

described previously (26). Data sets for 5 different tumor subtypes

(275 tumor/349 normal tissue) colon adenocarcinoma, (286/60)

kidney renal papillary cell carcinoma, (179/171) pancreatic

adenocarcinoma, (486/338) lung squamous cell carcinoma, and

(262/2) sarcoma samples were downloaded from TCGA (http://

www.oncolnc.org) and analyzed employing the online web server

GEPIA (http://gepia.cancer-pku.cn).
PCR

B7-H3 primers were Quant iTect Pr imer Assay

Hs_CD276_1_SG (Qiagen), GAPDH primers were 5′-
AGCCACATCGCTCAGACAC-3′ and 5′-GCCCAATACG
ACCAAATCC-3′. 1-2 x 106 cells were used for total RNA

isolation utilizing the High Pure RNA Isolation Kit (Roche,

Basel, Switzerland) followed by cDNA synthesis using

FastGeneScriptase II (NIPPON Genetics Europe, Düren,

Germany) as described in the manufacturer’s instructions,

respectively. Reverse transcriptase–polymerase chain reaction

(RT-PCR) was performed as described previously (36, 37).

Quantitative PCR (qPCR) was performed using PerfeCTa SYBR

Green FastMix (Quanta Biosciences Beverly, MA) with a

LightCycler 480 (Roche) instrument.
Flow cytometry

For analysis of B7-H3 surface expression, fluorescence-

conjugates of B7-H3 mAb or isotype control (Biolegend, San

Diego, CA) were used. For dose titration and binding

experiments, cells were incubated with 8H8_WT, 8H8_SDIE,
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Iso_WT and Iso_SDIE followed by anti–human PE conjugate

(Jackson ImmunoResearch West Grove, PA).

To stain CD16 positive NK cells, fluorescence-conjugates

CD3-APC/Fire, CD14-BV785, CD16-APC, CD19-FITC and

CD56-PECy7 (all from Biolegend) were used.

Quantitative analysis of immunofluorescence to determine the

number of B7-H3 molecules on the cell surface was performed

using a murine B7-H3 Hybridoma-derived antibody and the

QIFIKIT (Dako, Hamburg, Germany) as described previously (35).

For staining of intracellular IFNg, cells were stained with

CD3-FITC and CD56-PECy (both from BioLegend) followed by

fixation and permeabilization and staining with mouse anti-

human IFNg-BV421 (clone b27) in 1:25 dilution using the

Fixation/Permeabilization Solution Kit with BD GolgiPlug

from BD Biosciences according to manufacturer’s instructions.,

Flow cytometry-based determination of target cell lysis was

conducted as previously described (34). In brief, sarcoma cells

were loaded with 2.5 mM CellTrace™ Violet cell proliferation

dye (Thermo Fisher Scientific, Waltham, MA) prior to seeding

in cocultures with PBMC of healthy donors in the presence or

absence of the antibodies (1 mg/mL each). Measurement of equal

assay volumes was allowed by using beads (Sigma). The

percentage of living target cells was calculated as follows: 7-

AAD- cells upon treatment/7-AAD- cells in control × 100.

7-AAD (BioLegend) staining (1:200) was used to exclude

dead cells from flow cytometric analysis or LIVE/DEAD™

Fixable Aqua (Thermo Fisher Scientific). All samples were

analyzed using the BD FACS Canto II or BD FACSCalibur

(BD Biosciences). Data analysis was performed using FlowJo

software (FlowJo LCC, Ashland, OR).
Analysis of NK cell activation and
degranulation

To determine activation and degranulation of NK cells within

healthy donor PBMC, 20,000 sarcoma cells or 5,000 patient-

derived sarcoma cells were cocultered with PBMC (E:T ratio

2.5:1) in the presence or absence (untreated) of treatment (1 mg/
mL). For analysis of degranulation, Brefeldin A (GolgiPlug, BD

Biosciences) was added into the coculture. Cells were harvested

after 4 h and stained for CD107a expression followed by flow

cytometric analysis. After 24 h, cells were harvested and stained for

CD69 expression followed by flow cytometric analysis. Analysis of

CD25 expression was performed after 72 h by FACS analysis. NK

cells were selected as CD3- CD56+ cells within PBMC.
Analysis of cytokine expression
and secretion

For analysis of cytokine secretion, healthy donor PBMC

were cultured with 20,000 sarcoma cells or 5,000 patient-derived
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sarcoma cells (E:T ratio 2.5:1) with or without (untreated) the

indicated mAbs (1 µg/mL each). After 24 h, coculture

supernatants were analyzed for secretion of Granzyme A,

Granzyme B, Perforin, Granulysin, sFasL, TNF, IL-2, IFNg, IL-
4 and IL-10 by Legendplex assays (BioLegend) according to the

manufacturers protocol. For analysis of intracellular cytokine

expression, PBMC were handled as described above and

cultured for 4 h in the presence of Brefeldin A (GolgiPlug, BD

Biosciences) and Monensin (GolgiStop, BD Biosciences). After

incubation, cells were stained for flow cytometry-based analysis.

NK cells were selected as CD3- CD56+ cells within PBMC.
Analysis of target cell lysis

Cytotoxicity of PBMC against sarcoma cells was analyzed by

BATDA Europium assays after 2 hours as described previously

(38). Percentage of specific lysis was calculated as follows: 100 ×

[(experimental release) – (spontaneous release)]/[(maximum

release) – (spontaneous release)].

To perform long-term cytotoxicity analyses, the IncuCyte®

S3 Live-Cell Analysis System (Essenbioscience, Sartorius,

Göttingen) was used. Sarcoma cells were seeded in 96-well

plates and cocultured with PBMC of healthy donors (E:T ratio

5:1) with or without the indicated mAbs (1 µg/mL each). To

determine the confluence of sarcoma cells, images were taken

with 10x magnification every 4 h. To quantify living cells,

confluences were normalized to the respective measurement at

T=0 h. Cell confluence at T=0 h was set to 100%.
Statistical analysis

Data are represented as mean ± standard deviation of

replicates or individual values. Statistical analyses were

performed utilizing the GraphPad Prism software (version 9).

Significant differences were calculated using the Student’s t tests,

one-way ANOVA, nonparametric Mann–Whitney test, or log-

rank test. P values are represented as: *p < 0.05.
Results

B7-H3 is expressed in bone and soft-
tissue sarcoma independent of subtype

So far, B7-H3 expression has been reported for many solid

tumors (39), but little is known regarding its expression in the

multiple subtypes of bone and soft-tissue sarcoma. As a first step,

B7-H3 mRNA expression level data sets derived from TCGA of

tumor and corresponding normal tissues were analyzed for

relative B7-H3 expression. Analysis included data sets for 275/

349 (tumor/normal tissue) colon adenocarcinoma, 286/60
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kidney renal papillary cell carcinoma, 179/171 pancreatic

adenocarcinoma, 486/338 lung squamous cell carcinoma, and

262/2 sarcoma. Compared with RNA expression in normal

tissues, the expression of B7-H3 was profoundly increased in

all analyzed data sets (Figure 1A). Based on these findings, we

analyzed expression of B7-H3 mRNA in rhabdomyosarcoma

(RD-ES), osteosarcoma (SaOs), liposarcoma (SW872), synovial

sarcoma (SW982) and chondrosarcoma (SW1353) cells.

Ubiquitous expression of B7-H3 with varying expression

intensity in all tested soft-tissue and bone sarcoma cell lines

was observed (Figures 1B, C). As a next step, we studied surface

expression of B7-H3 on sarcoma cells. FACS based analysis of

different sarcoma cell lines and patient-derived sarcoma cells

derived from multiple subtypes revealed a varying extent of B7-

H3 surface expression (Figures 1D, E). B7-H3 molecule counts

were found to range between 2,960 (SaOs) and 23,797

(SW872) (Figure 1F).
Generation and characterization of Fc
wildtype and Fc-optimized B7-H3 mAbs

From a panel of mAbs directed to B7-H3 (described in patent

application EP3822288A1), a humanized mAb with suitable

binding characteristics (clone 8H8) was selected for generation

of our B7-H3-targeting mAbs with either a human IgG1 wildtype

Fc part (8H8_WT) or a human IgG1 part, which contains the

amino-acid substitutions S239D/I332E (8H8_SDIE) described to

increase the affinity to the Fc receptor CD16, which mediates

ADCC (Figure 2A). As controls served wildtype and Fc optimized

mAbs with non-relevant target specificity termed Iso_WT and

Iso_SDIE (40). The mAbs were then produced as described in the

material and methods section. To biochemically characterize the

produced mAbs, SDS-PAGE and gel filtration was conducted and

revealed the expected molecular weights for LC, HC, and full

mAb, for both 8H8_WT and 8H8_SDIE, and confirmed the lack

of aggregates (Figure 2B). Next, dose titration experiments (range

3-30,000 ng/ml) with the five different sarcoma cell lines were

performed using flow cytometry. We observed saturated binding

of both 8H8_WT and 8H8_SDIE at concentrations of about 1000

ng/ml. Specificity and affinity of the B7-H3 mAbs was not affected

by the Fc optimization (Figure 2C), and the concentration of 1000

ng/ml was used for further analyses. Binding of 8H8_WT and

8H8_SDIE to sarcoma cells was confirmed with samples derived

from patients with sarcomas of various subtypes (Figure 2D).

Next, we analyzed the binding of both mAbs to CD16 on NK cells

within resting PBMC. 8H8_WT bound to NK cells, while

8H8_SDIE displayed substantially more pronounced binding

(Figure 2E; Supplementary Figures 1, 2).

Binding of an antibody to its target molecule often results in

a dose-dependent modulation of target antigen expression. This

in turn impairs therapeutic efficacy (41). Therefore, we analyzed

the antigen shift induced by our 8H8_SDIE on sarcoma cells.
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FIGURE 1

Characterization of B7-H3 expression in sarcoma cell lines and patient-derived sarcoma cells. (A) Relative mRNA expression of B7-H3 in indicated
tumor and corresponding normal tissues was analyzed using the online web server GEPIA. T, tumor tissue; N, normal tissue (B) B7-H3 mRNA
expression of sarcoma cell lines RD-ES, SaOs, SW1353, SW872 and SW982 was determined via RT-PCR with GAPDH serving as control. PCR
products were visualized by agarose gel electrophoresis. (C) mRNA expression analysis of B7-H3 mRNA relative to GAPDH mRNA in five different
sarcoma cell lines. Results for n=3 experiments are shown. (D, E) Surface B7-H3 expression on the indicated sarcoma cells was analyzed by flow
cytometry using mAb against B7-H3 (shaded peaks) and corresponding isotype control (open peaks). Exemplary histograms (upper panels) and
dot plots (lower panels) from one representative experiment of a total of three with similar results are shown. B7-H3 expression of (D) sarcoma
cell lines and (E) patient-derived sarcoma cells of different subtypes dissociated from primary tumor samples are shown, respectively. (F) B7-H3
molecule counts on sarcoma cell lines were determined by FACS. Results for two independent experiments are shown.
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FIGURE 2

Generation and binding characteristics of B7-H3 specific antibodies. (A) Schematic illustration of the generated B7-H3 specific antibodies, either
with wildtype Fc part (8H8_WT) (top) or Fc optimized part to enhance affinity to CD16 (8H8_SDIE) (bottom). Created with BioRender.com. (B)
Exemplary results of an SDS PAGE (left panel) for both B7-H3 antibodies and of size exclusion chromatography for 8H8_WT (middle panel) and
8H8_SDIE (right panel) (C) Sarcoma cell lines were incubated with the indicated concentrations of 8H8_WT, 8H8_SDIE or the corresponding
isotype controls followed by an anti-human PE conjugate and analyzed by flow cytometry. Exemplary data for mean fluorescence intensity (MFI)
levels from one representative experiment of a total of three with similar results are shown. (D) Binding of 8H8_WT and 8H8_SDIE or the
corresponding controls (1 µg/ml) to the surface of patient-derived sarcoma cells was analyzed by flow cytometry using the 8H8 antibodies
(shaded peaks) and the corresponding isotype controls (open peaks), respectively. (E) Specific binding of 8H8 mAbs to CD16 on NK cells was
analyzed by flow cytometry using NK cells (CD3- CD56+) within healthy donor PBMC incubated without (open peaks) or with the 8H8 mAbs
(shaded peaks) followed by an anti-human PE conjugate. (F) Sarcoma cells RD-ES, SaOs, SW1353, SW872 and SW982 were incubated with
indicated concentrations of 8H8_WT, 8H8_SDIE or the corresponding controls for 24 h (left panel) or 72 h (right panel), respectively. Then, cells
were washed and reincubated with 1 mg/ml of 8H8_SDIE, followed by an anti-human PE conjugate (1:100) and then analyzed by flow
cytometry. Relative surface expression of B7-H3 was calculated by defining the mean fluorescence intensity of cells preincubated without
antibody as 100%. Exemplary data from one representative experiment of a total of three are shown.
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Upon exposure to different concentrations of 8H8_SDIE (range

3–10 000 ng/ml) for 24 h or 72 h, only marginal reduction of B7-

H3 on the cell surface was observed (Figure 2F).
B7-H3-targeting mAbs induce NK cell
reactivity against sarcoma cells

Next, we determined whether and how our B7-H3-targeting

mAbs induce NK cell anti-sarcoma reactivity. For these studies,

healthy donor PBMC bearing NK cells as immune effector cells

were cultivated with sarcoma cell lines with or without

8H8_WT, 8H8_SDIE or the corresponding isotype controls.

Analysis of NK cells within PBMC for CD69 expression after

24 h by flow cytometry revealed that 8H8_WT already enhanced

NK cell activation, and NK cell activation was further

significantly enhanced upon treatment with 8H8_SDIE for all

sarcoma cell lines. The control mAbs with nonrelevant target

specificity had no significant effect (Figure 3A). Since CD25+ NK

cells exhibit a higher proliferative activity (42), we analyzed

induction of the activation marker CD25 on NK cells. CD25

expression was significantly increased upon incubation of PBMC

with all sarcoma cell lines for 72 h with 8H8_SDIE, but not with

8H8_WT for cocultures with all cell lines or controls (Figure 3B).

CD107a serves as surrogate marker for degranulation of NK

cells. Flow cytometry analysis of CD107a expression revealed

that presence of 8H8_WT in cocultures with sarcoma cells RD-

ES, SaOs and SW1353 already significantly enhanced CD107a

expression, and a significantly more pronounced effect was

observed for all cell lines upon treatment with 8H8_SDIE,

whereas control mAbs had no relevant effect (Figure 3C).

Analysis of IFNg secretion into culture supernatants of PBMC

and sarcoma cell lines by Legendplex assays showed an increase

in cytokine release after treatment with 8H8_WT with a

significantly higher effect upon incubation with 8H8_SDIE

(Figure 4A). IFNg is a cytokine that mediates various

immunomodulatory effects including direct anti-tumor effects,

but also enables NK cells to shape subsequent adaptive immune

responses (43). Analysis by intracellular flow cytometry

confirmed that induction of IFNg was significantly increased

in NK cells upon treatment with both 8H8_WT and 8H8_SDIE,

with again superior effects of 8H8_SDIE (Figure 4B). Finally, we

analyzed the release of effector and immunomodulatory

molecules mediating NK cell effector functions in supernatants

after coculturing PBMC and sarcoma cells using Legendplex

assays. The presence of 8H8_WT already enhanced levels of

analyzed molecules, whereas a clear tendency for enhanced

levels of Granzyme B, Perforin, Granulysin, sFasL and IFNg
was observed for 8H8_SDIE, whereas levels of Granzyme A,

TNF, IL-4 and IL-10 were significantly increased (Figure 4C).
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Induction of target cell lysis by B7-H3-
targeting mAbs 8H8_SDIE and 8H8_WT

Next, we investigated whether the enhanced NK cell activity

was mirrored in analyses of cytotoxicity. To this end, we

determined the capacity of 8H8_SDIE and 8H8_WT to induce

target cell lysis by NK cells. Cocultures of bone and soft tissue

sarcoma cell lines RD-ES, SaOs, SW1353, SW872 and SW982

with healthy donor PBMC revealed that 8H8_WT enhanced

target cell lysis in short-term cytotoxicity assays. Sarcoma cell

lysis induced by 8H8_SDIE was clearly superior to 8H8_WT for

all different sarcoma cells lines, whereas presence of control

mAbs had no effect on target cell lysis (Figure 5A). In line,

analysis in long-term FACS based lysis assays over 72 h showed

pronounced efficacy of 8H8_SDIE against sarcoma cells

(Figure 5B) compared to 8H8_WT. Despite the heterogenous

morphology and growth rates of the different sarcoma cell lines,

the superior capacity of 8H8_SDIE to induce target cell lysis

compared to 8H8_WT was additionally confirmed in extended

analyses of sarcoma cell lysis observed for 120 h by live cell

imaging (Figure 5C, Supplementary Figure 3). Of note, 8H8_WT

also showed a clear tendency to induce NK cell reactivity against

sarcoma targets, but upon treatment with 8H8_SDIE, profound

sarcoma cell lysis was observed with all five cell lines displaying

varying levels of B7-H3 on the cell surface.
B7-H3-targeting mAbs induce NK
reactivity against patient-derived
sarcoma cells

Finally, we investigated the efficacy of our B7-H3-targeting

mAbs in comparative analyses of 8H8_SDIE versus 8H8_WT

and respective controls to induce NK reactivity against sarcoma

cells derived from patients diagnosed with liposarcoma,

chondrosarcoma, rhabdomyosarcoma, osteosarcoma or

synovial sarcoma. Cocultures of healthy donor PBMC

containing NK cells as effector cells with B7-H3 expressing

patient-derived sarcoma cells revealed, alike our flow

cytometric analyses with sarcoma cell lines, that treatment

with 8H8_WT already enhanced NK cell activation and

degranulation (Figures 6A, B). Treatment with 8H8_SDIE

caused a pronounced and significant increase in activation and

degranulation as compared to 8H8_WT, whereas presence of

control antibodies Iso_WT and Iso_SDIE had no relevant effect.

In line, the findings for 8H8_SDIE on NK cell activation and

degranulation resulted in potent induction of ADCC and

ultimately tumor cell lysis. Short-term cytotoxicity assays

confirmed that treatment with 8H8_WT and 8H8_SDIE

induced a clearly target-antigen restricted lysis, whereas

8H8_SDIE induced superior killing as observed with all tested
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FIGURE 3

Induction of NK cell reactivity by B7-H3 antibodies against sarcoma cells. PBMC of healthy donors were cultured with or without sarcoma cells
at an E:T ratio of 2.5:1 in the presence or absence of B7-H3 antibodies or the corresponding isotype controls (1 mg/mL). (A) Activation of NK
cells was determined by expression of CD69 after 24h. In the upper panels, exemplary flow cytometry results obtained with SaOs and in the
lower panels data for sarcoma cell lines RD-ES, SaOs, SW1353, SW872 and SW982 (n=5) with PBMC of 4 different donors are shown. (B)
Activation of NK cells was determined by expression of CD25 after 72h. In the upper panels exemplary flow cytometry results obtained with RD-
ES and in the lower panels data with sarcoma cell lines RD-ES, SaOs, SW1353, SW872 and SW982 with PBMC of 4 different donors are shown.
(C) Degranulation of NK cells was determined by expression of CD107a after 4h. In the upper panels exemplary flow cytometry results obtained
with SW872 and in the lower panels data with sarcoma cell lines RD-ES, SaOs, SW1353, SW872 and SW982 with PBMC of four independent
donors are shown. ns, not significant; *statistically significant differences (p-value < 0.05).
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patient-derived sarcoma cells of different origin (Figure 6C).

Likewise, B7-H3 mAB induced profoundly higher and long-

lasting lysis of sarcoma cells. Hence, 8H8_SDIE is able to

potently elicit NK cell immunity against primary sarcoma cells

regardless of their subtype.
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Discussion

Therapeutic modalities for sarcoma patients have improved in

recent years, yet treatment and especially cure of sarcomas remains

a challenge. So far, FDA-approved antibody-based approaches in
B
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FIGURE 4

Induction of immunoregulatory molecules by B7-H3 antibodies against sarcoma cells. Healthy donor PBMC were cultured with sarcoma cells at
an E:T ratio of 2.5:1 in the presence or absence of 8H8_WT, 8H8_SDIE or the corresponding isotype controls (1 mg/mL) (A,B) Supernatants and
NK cells within PBMC were analyzed for IFNg. (A) Release of IFNg after 24 h was analyzed in supernatants of cocultures by Legendplex assays. In
the left panel, exemplary results with SW1353 are shown, in the right panel results obtained with sarcoma cell lines RD-ES, SaOs, SW1353 and
SW872 and with PBMC of four independent donors are shown. (B) Intracellular expression of IFNg in NK cells within PBMC identified by
counterstaining with CD3- CD56+ was analyzed after 4 h by flow cytometry. In the upper panel, exemplary results obtained with SaOs and in
the lower panel data obtained with sarcoma cells (RD-ES, SaOs, SW1353, SW872 and SW982) and with PBMC of four independent donors are
shown. (C) Supernatants were analyzed for effector molecules Granzyme A, Granzyme B, Perforin, Granulysin and sFasL and for release of
immunoregulatory molecules TNFa, IL-2, IFNg, IL-4, IL-10 after 4 h by Legendplex assays. Shown are pooled results with sarcoma cell lines
SW1353 and SW872 and with PBMC of two independent donors. ns, not significant; *statistically significant differences (p-value < 0.05).
frontiersin.org

https://doi.org/10.3389/fimmu.2022.1002898
https://www.frontiersin.org/journals/immunology
https://www.frontiersin.org


Hagelstein et al. 10.3389/fimmu.2022.1002898
B

C

A

FIGURE 5

Induction of target cell lysis by Fc optimized B7-H3 antibody. PBMC of healthy donors were incubated with different sarcoma cell lines (n = 5)
and treated without or with indicated B7-H3 antibodies or corresponding isotype controls (1 mg/mL). (A) Lysis of sarcoma cell lines RD-ES, SaOs,
SW1353, SW872 and SW982 (n=5) was analyzed by 2 h Europium cytotoxicity assays. In the top panel, exemplary data obtained with SW982 and
one PBMC donor with different E:T ratios and in the bottom panel, pooled data for each cell line obtained with PBMC of healthy donors (n=5) at
an E:T ratio of 20:1 are shown. (B) Lysis of sarcoma cell lines RD-ES, SaOs, SW1353, SW872 and SW982 (n=5) was determined after 72 h by flow
cytometry-based lysis assays at an E:T ratio of 10:1. In the top panel exemplary dot plots with SW872 and one PBMC donor are shown, the
bottom panel depicts combined results for each cell line with PBMC (n=5) of healthy donors. (C) Cell death of sarcoma cells was determined
using a live cell imaging system. Sarcoma cell lines RD-ES, SaOs, SW1353, SW872 and SW982 were incubated with PBMC of two healthy donors
at an E:T ratio of 10:1 for 120h. T=0 h corresponds to a confluence of 100%. Results are shown as mean ± SD. ns, not significant; *statistically
significant differences (p-value < 0.05).
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FIGURE 6

8H8_SDIE induces NK cell reactivity and cytotoxicity against patient-derived sarcoma cells. PBMC of healthy donors were incubated with
patient-derived sarcoma cells of different subtypes and treated with the indicated B7-H3 antibodies or the corresponding isotype controls (1 mg/
mL). (A) Activation of NK cells was determined by expression of CD69 after 24h. In the top panels, exemplary flow cytometry results obtained
with patient-derived synovialsarcoma cells and one PBMC donor and in the bottom panel, combined data with patient-derived sarcoma cells
(n=5) and with PBMC of four different donors (n=4) are shown. (B) Degranulation of NK cells was determined by expression of CD107a after 4h.
In the upper panels, exemplary flow cytometry results obtained with patient-derived rhabdomyosarcoma cells and one PBMC donor and in the
lower panel, data with patient-derived sarcoma cells (n=5) and with PBMC of four independent donors (n=4) are shown. (C) Killing of patient-
derived sarcoma cells (n=4) was analyzed by 2 h Europium cytotoxicity assays. In the left panels, exemplary data obtained with PBMC of one
healthy donor and patient-derived rhabdomyosarcoma, osteosarcoma, synovialsarcoma and chondrosarcoma cells as indicated with different E:
T ratios and on the right, pooled data obtained with PBMC of healthy donors (n=2) and patient-derived sarcoma cells (n=4) at an E:T ratio of
20:1 are shown. ns, not significant; *statistically significant differences (p-value < 0.05).
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sarcoma like PD-1/PDL-1 checkpoint inhibition (Dostarlimab and

Pembrolizumab) or Denosumab for treatment of a subset of bone

sarcomas are restricted to a minority of patients (8). Accordingly,

new therapeutic concepts are urgently needed. Interestingly,

sarcomas were already treated with Coley’s toxins about 100 years

ago, the latter in retrospective being a precursor of modern

immunotherapy (44).

In the presented study, we report the preclinical

characterization of an Fc-optimized B7-H3-targeting mAb termed

8H8_SDIE for treatment of sarcoma. Sarcoma cell lines of different

origin as well as primary sarcoma cells from patients diagnosed with

soft-tissue and bone sarcomas were identified to express substantial

quantities of B7-H3. Our optimized mAb 8H8_SDIE showed

optimal binding characteristics with all sarcoma cells and NK

effector cells. No relevant downregulation of B7-H3 expression

(antigen shift) that can impair efficacy of mAb treatment (41) was

observed upon incubation with 8H8 mAbs. The anti-tumor activity

induced by 8H8_SDIE against sarcomas was superior to its

counterpart with a wildtype Fc part, and this was confirmed in

multiple experimental settings using sarcoma cell lines as well as

patient-derived sarcoma cells.

An important subset of cytotoxic lymphocytes are NK cells,

which largely contribute to cancer immune surveillance. Their

efficacy is based on their ability not only to mediate direct

cytotoxicity, but also to influence subsequent immune responses

of the adaptive immune system. Accordingly, numerous attempts

are currently aiming at using NK cells for treatment of cancer (45,

46). Application of antitumor antibodies which induce ADCC

represents a promising therapeutic approach for many cancers, as

demonstrated for example by the clinical success of rituximab.

The effect of the latter mAb is mainly based on induction of

ADCC. Meanwhile, rituximab is well established for treatment of

various B cell malignancies (47). To further enhance ADCC

induced by therapeutically utilized antibodies and thus to

increase efficacy, several strategies currently aim at generation of

improved antitumor mAbs using the approach of Fc-optimization

to increase affinity for CD16. Besides modifying glycosylation

motifs (15), increased affinity to CD16 can also be attained by

changing the amino acid sequence in the CH2 domain of the Fc

part for example by the S239D/I332E substitutions (SDIE

modification) (14) that is also contained in our B7-H3-targeting

mAb 8H8_SDIE. The Fc optimization resulted in a significant

increase in NK-mediated ADCC against sarcoma cells as

compared to 8H8_WT that contains a wildtype Fc part. At

present, many Fc-optimized mAbs that comprise the SDIE

modification successfully undergo clinical evaluation, for

example FLYSYN (anti-FLT3; NCT02789254), margetuximab

(anti-HER2; NCT01828021), BI 836858 (anti-CD33;

NCT02240706, NCT03013998), and MEN1112 (anti-CD157;

NCT02353143) or FDA approved tafasitamab (anti-CD19).

In previous studies, we evaluated various mAbs and fusion

proteins containing the SDIE modification for improved
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induction of ADCC, e.g. in leukemia, colorectal cancer, breast

cancer as well as sarcoma, some of them until the stage of clinical

application (34, 35, 38, 40, 48–51). Here we set out to develop an

B7-H3 directed Fc-optimized mAb for treatment of sarcomas

based on the reasoning that B7-H3 is reportedly overexpressed

in many solid tumors (23, 25), whereas expression in healthy

tissues is limited (39, 52), and that sarcomas are NK cell-

sensitive cancer types (45). Our efforts were further prompted

by our observation that B7-H3 is overexpressed in bone and soft

tissue sarcomas independently of subtype, as tumor associated

antigens with homogenous overexpression are a prerequisite for

success of immunotherapeutic treatment. Of note, in some

recent reports the B7-H3 protein has been characterized as a

checkpoint molecule that exerts immunosuppressive and tumor

promoting activity (53, 54). There is also first evidence that the

B7-H3 positive cell fraction within cancer cells potentially

represents cancer stem cells (55–57). Based on these findings,

it is not surprising that multiple immunotherapeutic approaches

directed against B7-H3 are currently under clinical investigation.

This includes, but is not limited to strategies like antibody-drug

conjugates (MGC018: NCT03729596; DS7300a: NCT04145622),

Fc-optimized mAbs (MGA271, enoblituzumab: NCT02923180,

NCT02475213, NCT04634825; DS-5573a: NCT02192567,

clinical trial terminated), radiolabeled mAbs (131I-8H9:

NCT03275402, NCT04022213; 177Lu-DPTA omburtamab:

NCT04315246, NCT04167618), and bispecific antibodies

(MGD009: NCT026285351, clinical trial terminated) (58). Our

work expands this armamentarium to Fc-optimized mAbs for

potent induction of NK cell ADCC.

Regarding toxicity/side effects expected by targeting B7-H3, it

must be considered that B7-H3 is not only (inducible) expressed on

antigen-presenting cells (16), but basal expression is also reported

for endothelial cells, resting fibroblasts, amniotic fluid stem cells and

osteoblasts (52, 59). However, in preclinical studies which used B7-

H3 as therapeutic target including B7-H3-targeting chimeric

antigen receptor (CAR) T cells, significant anti-tumor effects in

preclinical models (23, 26, 27, 60, 61), but no toxicity was observed,

likely due to profoundly lower B7-H3 antigen levels in healthy tissue

(27). In line, the first evaluations of B7-H3-targeting

immunotherapeutics in clinical studies like anti-B7-H3 antibodies

and B7-H3 CAR-T cells did not reveal any unbearable toxicity and

off-tumor effects against healthy B7-H3 expressing cells (58, 62).

Nevertheless, this issue requires further elucidation.

In conclusion, 8H8_SDIE showed powerful anti-sarcoma

effects in a preclinical setting. Of note, our treatment approach

was not restricted to a distinct sarcoma entity, as different

sarcoma cells lines as well as patient-derived sarcoma cells

including osteosarcoma, rhabdomyosarcoma, synovial sarcoma

liposarcoma and chondrosarcoma were sensitive to treatment

with our B7-H3-targeting mAbs. 8H8_SDIE could thus

constitute an immunotherapeutic option for sarcoma patients.

Although future studies including in vivo experiments are
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certainly warranted to fully characterize 8H8_SDIE, the data

presented in this study underscore the potential of our B7-H3-

targeting Fc-optimized mAb for sarcoma treatment.
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Collaborative Innovation Center for Diagnosis and Treatment of Infectious Diseases, The First
Affiliated Hospital, Zhejiang University School of Medicine, Hangzhou, China, 2Zhejiang University
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Natural killer T cells (NKTs) are an important part of the immune system. Since

their discovery in the 1990s, researchers have gained deeper insights into the

physiology and functions of these cells in many liver diseases. NKT cells are

divided into two subsets, type I and type II. Type I NKT cells are also named iNKT

cells as they express a semi-invariant T cell-receptor (TCR) a chain. As part of

the innate immune system, hepatic iNKT cells interact with hepatocytes,

macrophages (Kupffer cells), T cells, and dendritic cells through direct cell-

to-cell contact and cytokine secretion, bridging the innate and adaptive

immune systems. A better understanding of hepatic iNKT cells is necessary

for finding new methods of treating liver disease including autoimmune liver

diseases, alcoholic liver diseases (ALDs), non-alcoholic fatty liver diseases

(NAFLDs), and liver tumors. Here we summarize how iNKT cells are activated,

how they interact with other cells, and how they function in the presence of

liver disease.

KEYWORDS

NKT cells, cytokine, chemokine, liver diseases, immune
Introduction

Natural killer T (NKT) cells are a group of innate immune cells first recognized in the

1990s (1). These cells feature surface receptors of both T cells and NK cells (e.g., NK1.1 in

mice or CD161+/CD56+ in humans). The activation and deactivation of NKT cells are

closely tied to our immune activities, such as pathogen elimination, tumor surveillance,

and autoimmune responses (2–4). NKT cells can be divided into two subtypes, namely

type I and type II. Type I NKT cells, usually referred to as invariant NKT (iNKT) cells,

express a semi-invariant mouse Va14-Ja18/Vb8 or human Va24-Ja18/Vb11 T cell-

receptor (TCR) a chain, hence the name. Type I NKT cells are able to recognize lipid

antigens (such asglycosphingolipids, glycerophospholipids, lysophospholipids, and

cholesterol ester) in the context of CD1d, a non-polymorphic MHC class I-like
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molecule (5–8). Researchers have found that the injection of a-
galactosylceramide(a-GalCer) activates type I NKT cells (9).

Type II NKT cells, in contrast, express a relatively diverse range

of TCR receptors, and are reactive to a self-glycolipid sulfatide

(10). Studies preliminarily suggest contradictory functions for

the two types of NKT cells: type I NKT cells are likely pro-

inflammatory, while type II are anti-inflammatory (6, 11). Note

that type II NKT cells have not been broadly studied due to a

lack of distinctive surface characteristics. In this review, we

mainly focus on iNKT cells, with also a few contents talking

about type II NKT cells, and “NKT cells” will stand for iNKT

cells unless otherwise stated.

The liver is a vital part of the human digestive system, and

functions as the center of metabolism and detoxification.

Though not seen as a primary immune organ, the liver is not

to be neglected when we talk about immune reactions. In

addition to parenchymal cells (i.e., hepatocytes), the liver also

hosts non-parenchymal cells, such as liver sinusoidal endothelial

cells, Kupffer cells (macrophages), lymphocytes, and stellate

cells. Interestingly, the liver has the highest NKT cell/

conventional T cell ratio in the body (12), suggesting that this

organ might play an important role in NKT immunology. In this

review, we mainly focus on two points: 1) how NKT cells are

activated, and 2) how NKT cells interact with other cells (e.g.

Kupffer cells, T cells, hepatocytes) in the presence of liver disease.
Frontiers in Immunology 02
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NKT-cell activators

Briefly, it is known that NKT cells can be activated by lipid

antigens (especially a-GalCer) (13–15) cytokines (such as IL-2

(interleukin-2) and IL-18) (16–18) chemokines (including

CXCR6) (19), and other substances, but the type and common

characteristics of these NKT stimulators remain poorly

elucidated. Here we summarize three types of molecules that

lead to NKT-cell activation (Figure 1), and briefly discuss their

roles in the process of liver diseases.
a-GalCer and analogues

Previous studies have shown that lipid antigens are

presented to NKT cells through CD1d located on the surface

of dendritic cells. Among all the lipid antigens, a-GalCer (also
known as KRN7000), a synthetic component, is the first to be

experimentally confirmed to potentiate NKT cells, both in vitro

and in vivo (5, 13, 14).This glycolipid was discovered in an

extract of the marine sponge Agelasmauritianus, and its effect on

NKT in both in vitro and in vivo activation is widely reported.

After a-GalCer administration, there are detectable increases in

the number of NKT cells (15)and NKT-derived cytokines (14)

(TNF (tumor necrosis factor), IFN-g (interferon-g), IL-12, etc.)
FIGURE 1

Activators of NKT cells. a-Galcer and some of its analogues (e.g.ThrCer, a-GalCer-diol, 6′-modifed a-GalCer analogues), iGb3, and LPS are
among lipid antigens proven to activate NKT cells via the CD1d-dependent pathway; interleukins such as IL-2, IL-12, IL-15, IL-18, IL-21, and IL-
33 promote NKT cells by binding directly to their interleukin receptors; CC/CXC/CX3C chemokines are associated with the recruitment and
proliferation of NKT cells, with non-exclusive matches with their receptors that come in the form of GPCRs. Also, a-Galcer and some
interleukins may also lead to activation-induced apoptosis of NKT cells. a-GalCer, a-galactosylceramide; ThrCer, threitolceramide; iGb3,
isoglobotrihexosylceramide; LPS, lipopolysaccharide; IL, interleukin.
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as well as a degranulation marker (CD107a) (20), and symptoms

of experimental animals improve or worsen accordingly (21, 22).

Some researchers have also proposed an a-GalCer-based
therapy for infection and autoimmune diseases (23, 24), but

this proposal has been met with the opposing argument that

administration of a-GalCer is also likely to induce hepatocyte

damage (15)and NKT-cell anergy (25).

In many types of liver diseases, administration of exogenous

a-GalCer changes their pathophysiological process. For

example, a-GalCer-induced NKT activation is responsible for

exacerbation of ALDs (26). The anti-tumor activity of a-GalCer
in the liver is also demonstrated in mice experiments (27).

Interestingly, in the mouse model of CCl4-induced acute liver

injury, natural activation of NKT cells ameliorates liver damage

and inflammation, possibly by suppressing HSC (hepatic stellate

cell) activation, while a-GalCer-induced NKT activation

accelerated acute liver injury, inflammation and fibrosis (28).

Considering its dual effects on liver diseases and hepatic toxicity,

further trial of a-GalCer is needed before clinical use.

Furthermore, analogues of a-GalCer are studied for their

potential to activate NKT cells. In 2008, Jonathan D. Silk et al.

(29)reported that threitolceramide- (ThrCer-) induced

activation of NKT cells. In addition, researchers have managed

to createa-GalCer analogues artificially, including a-GalCer-
diol (with added hydroxyl groups in the acyl chain compared to

a-GalCer, Juan Ma et al., 2020) (30)and6′-modified a-GalCer
analogues (Matthias Trappeniers et al., 2008) (31). Hopefully,

with careful design, these analogues will be applicable as

preventative and therapeutic vaccine adjuvants (32, 33).

However, it is worth noting that not alla-GalCer analogues
have the potential to activate NKT cells. For instance, in 2005,

Jochen Mattner et al. (8)found that injection of a-
glucuronosylceramide (PBS 30) or galacturonosylceramide

(PBS 59) in mice led to the proliferation of NKT cells, but b-
glucuronosylceramide (PBS 50) did not.

Other lipid antigens that activate NKT cells include

glycosphingolipid isoglobotrihexosylceramide (iGb3), an

endogenous antigen synthesized in the endoplasmic reticulum

(ER) and Golgicomplex (34, 35), and bacteria-derived

lipopolysaccharide (LPS), a ligand for Toll-like receptor 4
Frontiers in Immunology 03
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(TLR4) expressed on NKT cells, which corresponds with the

roles that NKT cells play during exogenous infection (8, 36, 37).
Interleukins

Interleukins are a group of cytokines that are partially

secreted by NKT cells, and some of them have biological

effects on NKT cells. In brief, interleukins can activate NKT

cells include IL-2, 12, 15, 18, 21, 27, and 33 (Table 1).

Interleukins activate NKT cells by binding to receptors on

the cell surface, and many of the working mechanisms of

functioning interleukins remain elusive. Activated NKT cells

secrete large amounts of Th1/Th2 cytokines, which could be

modulated by administration of the interleukins mentioned

above, indicating that these interleukins have a profound

impact on NKT-cell activation.

IL-2 is found effective for stimulating NKT cells both in vitro

and in vivo in many studies focused onmice. Co-administration of

IL-2, 12 and 18 results in a stronger ability of NKT cells to secrete

IFN-g (38). Small amounts of IL-2 cDNA (complementary DNA)

increases the number of NKT cells in vivo (39), and potentiates the

effect of a-GalCer (50). Also, studies found that IL-2 enhances the
effect of NKT activation by a-GalCer, but administration of IL-12

alone is not enough to potentiate NKT cells (40). In addition,

exogenous IL-2 and/or IL-15 partially overcome the

hyporeponsiveness of iNKT cells in chronic HBV patients (51).

Murine models showed that IL-15, partly from Kupffer cells,

facilitates the proliferation and maintain the homeostasis of NKT

cells (42, 43). IL-15 can potentiate the a-GalCer-stimulated NKT

expansion (40). Some researchers have found that IL-15-related

NKTactivation is associatedwith theNF-kBsignalingpathway, but
the exactmechanismremains controversial.VallabhapurapuSet al.

claimed that IL-15-relatedNKT activation is dependent on theNF-

kB signaling pathway, because they found that RelA, a member of

Rel/NF-kB family, controls IL-15 signaling by regulating IL-15Ra
chain and gC chain, and deficiency of RelA blocks NKT activation

by administration of IL-15 (44). However, Locatelli I et al. believed

NF-kB deficiencymight stimulate NKT recruitment by promoting

IL-15 activity (45).Mice experiments showed that the IL-18/IL-18R
TABLE 1 Reported interleukin-induced NKT cells activation.

Interleukins Mechanism Effects References

IL-2 No data found Increased number of NKT cells and enhanced secretion of IFN-g (38–40)

IL-12 No data found Enhanced Th1 responses (41)

IL-15 NF-kB signaling Enhanced proliferation and homeostasis (40, 42–45)

IL-18 NF-kB signaling Enhanced Th1 and Th2 responses (16–18)

IL-21 Autocrine Enhanced Th2 responses (46, 47)

IL-27 Modulate IL-12 secretion of DCs Enhanced maintenance and recruitment of NKT cells (48)

IL-33 IL-33/ST2L interaction Enhanced secretion of IFN-g and FasL expression (49)
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(IL-18 receptor) axis functions via a rapid NF-kB signaling

pathway, directly enhancing IL-4 production by NKT cells.

Unlike IL-12,which mainly promotes Th1 response (41), IL-18

stimulates Th1 and Th2 responses simultaneously (16–18); hence

the two kinds of cytokines are sometimes co-administered for their

combined activation effects (52). Also, we would like to point out

that continuous stimulation of IL-18 may result in impaired long-

term NKT activation, which is important during clinical practice.

Intriguingly, we noticed an autocrine phenomenon with

regard to IL-21, namely that not only does IL-21 enhance the

survival of NKT cells, it is also secreted by NKT cells after CD3

and CD28 administration. NKT cells activated by IL-21 exhibit

higher granzyme and IL-4 expression (46). Some researchers

also report witnessing less IFN-g and TNF production by NKT

cells, indicating that IL-21 leads to “Th1 to Th2” cytokine

transformation (47), though this conclusion needs more

support. Moreover, a-Galcerhas been found to coordinate

with interleukins, including IL-18 and IL-21 (17, 46).

IL-27 and IL-33 also contribute to activation of NKT cells.

IL-27 modulates IL-12 secretion of dendritic cells, thus indirectly

enhancing maintenance and recruitment of NKT cells (48). IL-

33 binds with ST2L (the suppressor of tumorgenicity 2 ligand,

and also the receptor of IL-33) on NKT cells to promote IFN-g
secretion as well as FasL expression (49).

Some researchers have studied the functions of interleukins

on liver NKT cells and examined them as possible treatment

methods. For example, administration of IL-18 potentiates the

cytotoxicity of hepatic NKT cells in a perforin-dependent way

(53). Co-administration of IL-12 and IL-18 triggers higher IFN-g
release from NKT cells than either administered alone, which

demonstrates a higher efficiency for killing liver tumors (54).

However, extra work is urgently needed to investigate the effects

of interleukins on hepatic NKT cells and their clinical values.
Chemokines

The chemokine superfamily was first discovered in the late

1980s to play a role in inflammation. The protein superfamily

consists of four groups, namely XC, CC, CXC, and CX3C, a
Frontiers in Immunology 04
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categorization based on the discrete location of cysteine residues

on the initial sequence of the molecules. Chemokine receptors

are defined as a group of seven transmembrane-spanning G-

protein-coupled receptors (GPCRs), having no one-on-one

match with their ligands (55–57). Chemokines are tightly

associated with the maturation and localization of NKT cells.

The effective ligands and receptors are summarized in Table 2.

Of the four chemokine subgroups listed in Table 2, XC and

CX3C have seldom been studied since their discovery; thus,

there are very few articles concerning their functions on NKT

cells. XC, interestingly, has not been reported so far to potentiate

NKT cells. In contrast, CX3C1/CX3CR1 is considered to take

part in NKT-cell trafficking within the thymus, but this function

may not be of vital importance as CX3CR1-deficient mice do not

show NKT-cell developmental disability (67). Also, some

researchers hold opposing views on the NKT-cell-activating

function of CX3C1/CX3CR1 (68). However, CX3CR1

expression on the cell surface can be utilized to define NKT

subtype present in the thymus and peripheral organs (67).

Unlike XC and CX3C, the functions of the other two

subgroups are known in more details. In mice models, CCL2,

also known as MCP-1, recruits NKT cells to peripheral organs

such as the spleen (58) and exerts an anti-inflammatory effect by

interacting with CCR2 to prevent IL-4 secretion of NKT cells,

which demonstrates a hepatoprotective effect in the liver (59).

CCL3 and CCL4, secreted by activated dendritic cells, also

attract NKT cells. This effect is accompanied by CXCR3

ligands (CXCL9-11) which derive from the same dendritic

cells (61). CCL4 has also been found to induce distinct

chemotaxis in different NKT subgroups, attracting CCR5-

expressing cells in particular (69). Lack of CCR5 in mice

promotes fulminant liver failure because of exacerbated

inflammatory responses related to a higher amount of IL-4

from NKT cells that fail to go through apoptosis after

activation (62), suggesting a role for CCR5 in NKT-cell

regulation. Another CC chemokine receptor on NKT cells

surface is CCR1, which together with CCR5 recognizes ligands

that come from activated macrophages and dendritic cells (60).

The last type, CXC, is the most comprehensively studied at

present, especially CXCR6 and its ligand CXCL16. In short,
TABLE 2 Different chemokines on NKT cell activation/inactivation.

Chemokine subgroups Ligands/Receptors Functions References

XC No data found No data found /

CC CCL2/CCR2 Suppress NKT cells (by recruiting NKT cells to spleen and preventing IL-4 secretion) (58–60)

CCL3/unknown Recruit NKT cells (61)

CCL4/CCR5 Recruit NKT cells; activation-induced apoptosis (61, 62)

Unknown/CCR1 Recruit NKT cells (60)

CXC CXCL16/CXCR6 Recruit NKT cells; promote IFN-g and IL-4 secretion of NKT cells (63–65)

CXCL13/CXCR5 Suppress NKT cells (66)

CX3C CX3C1/CX3CR1 Enhance NKT cells trafficking; define NKT sublineages (67)
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CXCR6/CXCL16 functions on the distribution rather than

maturation of NKT cells. Animal research shows that CXCR6

expression of NKT cells is elevated upon NKT-cell activation,

but is not indispensable for NKT-cell development within the

thymus, as CXCR6-challenged mice do not show reduced

numbers of thymic NKT cells. However, CXCR6 is closely

related to localization of NKT cells because of its interaction

with CXCL16, which resides on target organs such as the spleen

and liver (70). As a result, CXCR6-deficient mice possess fewer

NKT cells in their livers, making them more susceptible to

infection (63, 70). The CXCR6/CXCL16 reaction boosts IFN-g
and IL-4 release from NKT cells, enhancing inflammatory

response (64, 65). In particular, CXCR6/CXCL16 is involved

in many liver diseases. For example, CXCR6/CXCL16

expressions greatly increase during liver inflammation (71).

Hepatocytes produce CXCL16 in non-alcoholic fatty liver

disease (NAFLDs), which ameliorates inflammation and

fibrosis (72, 73). In contrast, CXCR5, along with its ligand

CXCL13, is reported to reduce NKT-cell activation (66).
The relationship between NKT cells
and other cells in liver disease

In the liver, NKT cells have close connections with other

cells including hepatocytes (normal liver cells), dendritic cells,

macrophages (Kupffer cells), T cells, and B cells, and are able to

regulate their functions during innate and acquired immune

reactions. This connection is achieved through either direct

contact or secretion of cytokines. Evidence shows the

significance of this connection because changes in how NKT

cells interact with other cells can be found in liver disease and

may lead to severe dysfunction of the organ. Here we summarize

the ways in which NKT cells coordinate with other liver-

resident cells.
NKT cells and hepatocytes

As mentioned above, NKT cells are activated by lipid antigens

through CD1d molecules which, in the liver, are expressed on

macrophages, dendritic cells, and hepatocytes. CD1d then presents

the antigens to the TCR on NKT cells. A decrease in CD1d on

hepatocytes results in dysfunction of NKT cells (74). Some studies

based on HBV transgenic mice find that during liver diseases such

as HBV infection, CD1d expression is elevated on injured

hepatocytes, rather than macrophages (75). Meanwhile,

hepatocyte-derived IL-7 is also important in the maintenance of

NKT cells, which indicates that hepatocytes play a role in the

development and maintenance of the immune system (76).

NKT cells attack hepatocytes by expressing FasL, perforin,

and granzymes, but their main effects on hepatocytes are

achieved by producing Th1 cytokines, especially TNF-a and
Frontiers in Immunology 05
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IFN-g. Upon activation, NKT cells start to release more TNF-a
that directly interacts with TNF receptor 1 (TNFR1)expressed

on hepatocytes, on which this molecule has a dual effect, either

promoting hepatocyte death or regeneration indifferent contexts

(77). Increased level of NKT-derived TNF-a is responsible for

exacerbation of a-GalCer-induced liver damage (26). However,

in mice that underwent partial hepatectomy, TNF-a promotes

regeneration of hepatocytes (78). The interactions between NKT

cells and hepatocytes are also tightly associated with a wide range

of liver diseases. For instance, in autoimmune liver diseases,

NKT cells release death signals to hepatocytes through FasL

pathway, and secrete TNF-a, perforin and granzymes in

synchronization, promoting the process of autoimmune liver

diseases (79). In ALDs, NKT cells also play the role of killing

hepatocytes (80). In 2014, Monika Julia Wolf et al. (81)found

that TNFSF14 (TNF superfamily 14, also referred to as LIGHT)

secreted by NKT cells is responsible for enhanced lipid uptake of

hepatocytes as well as liver damage, causing an enhanced

possibility of NAFLDs in mice (Figure 2A).

IFN-g expression is also increased in activated NKT cells.

During HCV infection, IFN-g induces liver sinusoidal

endothelial cells to produce CXCL9 and CXCL10 that bind to

and recruit CXCR-positive T cells. As a result, more T cells start

to locate in the infected liver and negatively affect hepatocytes

(82). Moreover, IFN-g stimulates hepatocytes to express a higher

number of Fas, causing liver cell apoptosis after binding with

FasL on NKT cells (Figure 2B) (83).
NKT cells and B cells

The interactions between NKT cells and B cells mainly lead

to strengthened capacity of B cells. Animal research suggested

that CD1d loaded with lipid antigens from B cells surface is a

source for NKT-cell activation (84, 85). In return, NKT cells

offer helper signals for B cells by expression of CD40L and

CD28, which bind to CD40 and CD80/86, respectively, on B cells

(86). Secretion of IL-21 (87) and IFN-g (86) also play a role in B-

cell activation. In addition, NKT cells can indirectly enhance B

cells by communicating with dendritic and CD4+ T cells (84, 85,

88). Interestingly, stimulation of NKT cells also leads to

recruitment of regulatory B cells to the liver that suppress

inflammation (Figure 2C) (89). However, up to now, it

remains poorly studied how the interactions between NKT

and B cells contribute to the pathogenesis of hepatic diseases.
NKT cells and macrophages (Kupffer
cells)

The interaction between NKT cells and macrophages is

relatively complex as it involves multiple surface and secreted

molecules. As one of the main APCs in the liver, macrophages
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(Kupffer cells) connect with NKT cells in a CD1d-restricted

manner. The CD1d molecule located on the surface of Kupffer

cells presents exogenous lipid antigens to TCR on NKT cells,

leading to NKT-cell activation (90).

Another pivotal means of Kupffer/NKT interaction is

through the LFA-1/ICAM-1 pathway. LFA-1 (lymphocyte

function-associated antigen 1) and ICAM-1 (intercellular

adhesion molecule 1) are resident on the surface of Kupffer

cells and NKT cells, respectively, and bind to each other with

high affinity. Aside from NKT-cell activation, Kupffer cells are

also reported to show quicker iNOS (inducible nitric oxide

synthase) and NO synthesis, indicating mutual activating

functions between NKT cells and Kupffer cells (91). Notably,

over-stimulation of NKT cells by Kupffer cells can result in

activation-induced apoptosis and necrosis of NKT cells (90). Signal

regulatory protein a (SIRPa) on Kupffer cells binding to CD47 on
NKT cells also enhances the function of NKT cells (92).
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Kupffer cells secrete many types of cytokines that have

biological functions on NKT cells, mostly different

interleukins. Kupffer-cell-derived IL-12, IL-1b, and IL-15 are

thought to recruit NKT cells, promote NKT-cell activation, and

participate in the maintenance of NKT cells (42, 93–95). AIM

(“apoptosis inhibitor expressed by macrophages”, also referred

to as CD5L), a protein that is normally considered to inhibit

apoptosis of CD4+CD8+ double-positive thymocytes, is secreted

by Kupffer cells to protect NKT cells from apoptosis (96). On the

other hand, NKT cells are capable of producing large quantities

of pro-inflammatory IL-4 and IFN-g, which are associated with

granuloma formation around infected Kupffer cells (97).

In conclusion, we believe the relationship between NKT cells

and Kupffer cells is reciprocal, enhancing both NKT and Kupffer

cells (Figure 2D). In hepatic diseases like inflammation (93, 98),

alcoholic liver injury (94) and infection (92), the interactions

between Kupffer cells and NKT cells play an indispensable part.
B
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FIGURE 2

Interactions between NKT cells and hepatocytes, dendritic cells, Kupffer cells, and B cells. (A) Hepatocytes present lipid antigens to TCR on NKT
cells via the CD1d-dependent pathway; hepatocytes release IL-7 to activate NKT cells; NKT cells secrete TNF-a that has dual functions on
hepatocytes; NKT cells express FasL and induce Fas expression on hepatocytes, leading to apoptosis of hepatocytes. (B) NKT cells secrete IFN-g
to recruit T cells to kill hepatocytes. (C) B cells present lipid antigens to NKT cells through CD1d; NKT cells and B cells contact each other
directly through CD40L/CD40 and CD28/CD80, 86; NKT cells secrete IL-21 and IFN-g to promote B cells. (D) Kupffer cells present lipid antigens
to TCR on NKT cells via the CD1d-dependent pathway; Kupffer cells express LFA-1 and SIRPa, which bind with ICAM-1 and CD47, respectively,
on NKT cells to activate NKT cells; Kupffer cells secrete IL-12, IL-1b, IL-15, and AIM to recruit and promote NKT cells; NKT cells in return
produce pro-inflammatory IL-4 and IFN-g to function on Kupffer cells. Notably, over-stimulation of NKT cells by Kupffer cells leads to apoptosis
of NKT cells. (E) Dendritic cells (especially myeloid dendritic cells, mDC) present lipid antigens via CD1d towards NKT cells to activate NKT cells;
dendritic cells secrete IL-27 and IL-12 to activate NKT cells; NKT cells express CD40L to bind with CD40L and reciprocally benefit dendritic
cells. mDC, myeloid dendritic cells; IL, interleukin; TNF, tumor necrosis factor; IFN, interferon; SIRP, signal regulatory protein; LFA, lymphocyte
function-associated antigen; ICAM, intercellular adhesion molecule; AIM, apoptosis inhibitor expressed by macrophages.
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NKT cells and dendritic cells

As a type of APC, dendritic cells participate in lipid antigen

(such as a-Galcer) presentation via CD1d towards NKT cells,

which leads to NKT-cell activation (99, 100), just like hepatic

macrophages do. Dendritic cells also secrete cytokines including

IL-27 (48) and IL-12 (101) that both have a positive impact on

NKT cells. Notably, only myeloid dendritic cells (mDC), not all

dendritic cells, mediate activation of NKT cells, whereas

plasmacytoid dendritic cells (pDC) are likely to cause

tolerance of NKT cells in a way concerning the activation of

type II NKT cells (6). In addition, NKT cells also function as

promoters of dendritic cells by expressing CD40L that binds

with CD40 on the surface of dendritic cells, forming a reciprocal

activating loop (5, 101). It has been observed that dendritic cells

respond to TLR stimulation more actively in the presence of

NKT cells (Figure 2E) (102, 103).

The positive influence of dendritic cells on NKT cells might

provide an insight into treatment of liver diseases. In 2007,

Tomohide Tatsumi et al. (104)demonstrated with mice models

that a-GalCer-pulsed dendritic cells suppressed liver tumor by

activating NK cells, and they proposed that NKT cells might also

take a part. Hopefully, future research might provide a more

explicit answer.
NKT cells and T cells

T cells consist of a wide range of different cell subgroups

including CD8+ T cells, CD4+ T cells, and regulatory T cells

(Tregs), each having distinct immune bioactivity.

The interaction between NKT cells and CD8+ T cells seems

confusing as researchers have obtained contradictory experimental

results. Some people believe NKT cells boost CD8+ T cells just like

they do CD4+ T cells, via CD40/CD40L signaling and secretion of

cytokines such as IL-4 and IL-13. Activated CD8+ T cells then

secrete IFN-g, a pro-inflammatory cytokine (105, 106). However,

other researchers have discovered an inhibitory effect of NKT cells

on CD8+ T cells in animal experiments. IFN-g secreted by activated
CD8+ T cells allows NKT cells to produce IL-4 and IL-13, which in

turn inhibit CD8+ T cell activity by harassing their chemotaxis to
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CCL5. Also, NKT cells indirectly suppress CD8+ T cells by

potentiating regulatory T cells (Tregs) (107).

The effects of NKT cells on CD4+ T cells are mainly positive,

leading to enhanced IFN-g secretion (105, 108). Normally, CD4+

T cells are the main producers of IL-10, a cytokine that has anti-

inflammatory effects, but their IL-10 secretion is profoundly

inhibited after activation from NKT cells (105). This indicates

that activation of CD4+ T cells by NKT cells may be pro-

inflammatory. Dendritic cells are also said to participate in

NKT/T crosstalk, enhancing both CD4+ and CD8+ T cells

(106). Moreover, NKT-cell-induced Treg activation plays an

important role in the depletion of CD4+ T cells (109).

Regulatory T cells (Tregs), on the other hand, are a special

subgroup of T cells that can suppress immune reactions. Some

studies show a negative feedback relationship between NKT cells

and Tregs. Activated NKT cells stimulate activation of Tregs by

secreting higher amounts of cytokines such as IL-2, IL-10, and

TGF-b. Tregs then suppress the proliferation and functions of

NKT cells, reducing their cytotoxic activity. Interestingly, the

inhibitory effects of Tregs on NKT cells are achieved in a CD1d-

dependent manner that requires direct cell-to-cell contact (110,

111), rather than TGF-b and IL-10, as the suppression of NKT

cells continues even after neutralization of the two cytokines

(109, 111). This feedback mechanism is likely to prevent over-

stimulation of NKT cells and the disastrous cascade immune

reactions that could ensue (see Table 3 and Figure 3).

The interactions between NKT and T cells play a pivotal role

in liver diseases. For example, during HBV infection in a

transgenic mouse model, NKT cells promotes the proliferation

of HBV-specific CD8+ T cells (112), and blockade of NKG2D

expression prevents hepatitis induced by T cells (113). These

results respond with the investigation which found that HCV-

specific T cell response comes in accordance of NKG2D expression

on NKT cells in healthcare workers who were exposed to small

amounts of HCV but showed no obvious liver damage (114). In

autoimmune liverdisease andNAFLDs,NKTcells contribute to the

recruitment of T cells, and potentiate their biological functions (79,

115, 116). As a result, NKT cells are considered as a factor for

exacerbation of these two diseases. However, in autoimmune liver

diseases, NKT cells promote the activation of Tregs, which

ameliorates the killing effect of T cells (117).
TABLE 3 Interactions between NKT cells and different subgroups of T cells.

T cell subsets Interaction with
NKT cells

Results on T cells Results on NKT cells References

CD8+ T cells CD40/CD40L, IL-4, IL-
13

Enhanced IFN-g secretion, inhibited chemotaxis to CCL5 Enhanced IL-4 and IL-13
secretion

(105–107)

CD4+ T cells CD40/CD40L, IL-4, IL-
13

Enhanced IFN-g secretion, reduced IL-10 secretion Decreased suppression of IL-10
on NKT cells

(105, 106,
108)

Regulatory T
cells (Treg)

Cell-to-cell contact Enhanced secretion of IL-2, IL-10 and TGF-b (which functions
negatively on CD8+ and CD4+ T cells)

Impaired proliferation (110, 111)
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NKT cells and other cells

Besides hepatocytes, dendritic cells, macrophages (Kupffer

cells), T cells, and B cells, hepatic NKT cells also have close

relationship with neutrophils, hepatic stellate cells, and NK cells.

These interactions have a significant influence in modulating

inflammation as well as immune tolerance, and play a role in the

processes of liver cirrhosis and cancerous proliferation. We

outline these cell interactions as follows.

NKT cells secrete IL-4 to recruit and promote accumulation of

neutrophils, thus enhancing hepatitis and liver fibrosis (115, 118).

Additionally, NKT-cell-derived IFN-g acts as a potent suppressor of
neutrophils by inducing apoptosis (118). This may be to prevent

over-activation of pro-inflammatory responses.

HSC activation is among the causes of liver fibrosis as it

enhances synthesis and accumulation of collagen and

extracellular matrix (119). NKT cells can either have a

stimulatory or inhibitory effect on HSCs. Normally, NKT cells

enhance the growth of HSCs via Hh (Hedgehog) signaling

pathway and secreting OPN (osteopontin) (81, 120, 121), but

under certain circumstances NKT cells induce HSCs apoptosis

via FasL (122). (See 4.3”alcoholic liver diseases (ALDs)” and

4.4”non-alcoholic fatty liver diseases (NAFLDs)”).
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Generally, NKT cells are considered to enhance the

activation of NK cells. Tomonori Iyoda et al. (123)found

activated NKT cells induce NKG2D and DNAM-1 (also

known as CD226) expression on NK cells that are necessary

for the anti-tumor effects of NK cells. NKT-cell activation also

leads to improved cytokine production (e.g IFN-g) and killing

activity of NK cells through the mTOR (mechanistic target of

rapamycin) pathway, which brings about enhanced anti-

pathogen capacity (124, 125). However, some researchers have

also reported an inhibitory effect of NKT cells on IFN-g secretion
of NK cells after alcohol intake (126).
NKT cells in liver diseases

Given all the functions of NKT cells on other cells within the

liver, it is easily deduced that NKT cells make an enormous

contribution to the pathogenesis and progression of many kinds

of liver disease ranging from autoimmune hepatitis to hepatoma.

With more insights into how NKT cells work in these diseases,

hopefully new methods to treat or cure liver diseases will be

discovered. For example, tazarotene, a RAR-g (retinoic acid

receptor-g) agonist that inhibits NKT-cell proliferation, as well
FIGURE 3

NKT cells interact with CD8+ and CD4+ T cells through CD40/CD40L and secretion of IL-4 and IL-13. The main functions of NKT cells on CD4+ T
cells are stimulatory, while on CD8+ T cells they are both stimulatory and inhibitory, as NKT cells can harass their chemotaxis. NKT cells potentiate
Tregs by secreting IL-2, IL-10, and TGF-b; Tregs have a negative impact on CD8+ and CD4+ T cells as well as NKT cells. IL, interleukin; TGF, tumor
growth factor; Treg, regulatory T cells.
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as cytokine release, is tested in mice for treatment of liver

steatosis and fibrosis (127). Below, we discuss how NKT cells

play their role in autoimmune liver diseases, alcoholic liver

diseases (ALDs), non-alcoholic fatty liver diseases (NAFLDs),

and liver tumors.
HBV and HCV infection

HBV and HCV infections are two important reasons for

liver damage all across the world, affecting approximately 250

million (128) and 80 million (129) people respectively. Thus,

research aimed at fighting against viral hepatitis has become a

global task. In this chapter, we will review the roles that NKT

cells play during the pathophysiological process of HBV and

HCV infection.

During HBV infection, hepatocytes that are invaded by virus

wouldpresent lipidantigens,namely lysophosphatidylethanolamine,

to NKT cells via CD1d (130). This leads to NKT activation, causing

an elevated amount of IFN-g, which mediates anti-viral effects (131)

but also results in liver damage (132) in mice models. IFN-g inhibits
the proliferation of hepatocytes by inducing apoptosis andnegatively

regulating cell cycle (75). In addition, NKT cells inhibit HBV by

promoting the activation of cytotoxic T lymphocytes (CTL) (112).

BlockadeofNKG2D is found to ameliorate acuteHBVhepatitis both

in vitro and in vivo (113). In a retrospective investigation in 2009,

India, researchers found that the amount of NKT cells is smaller in

fulminant HBV liver failure than acute HBV patients, indicating the

role thatNKTcellsplay in limitingHBVinfection(133).Notably, any

factors thathinder thepresentationof lipid antigens ofhepatocytes to

NKTcells, such as deficiency ofNKTcells orCD1dor dysfunctionof

ER-associated lipid transfer, would result in a delayed anti-viral

reaction (130).

However, data collected from clinical patients demonstrated

that there is a decreased density (134) and down-regulated

function (135) of NKT cells for chronic HBV infection

compared to acute HBV infection. Both animal and human

studies suggested that NKT cells are associated with over-

activation of HSC and excessive healing during HBV infection,

which increases the possibility of liver cirrhosis (136, 137).

Moreover, the number of NKT cells is positively correlated

with the quantity of HBV during chronic HBV infection, and

a decrease in NKT number is witnessed after effective anti-viral

treatment. This indicates NKT density as a potential marker for

evaluating anti-HBV treatments (138).

To this day, plenty of novel NKT-related treating methods of

HBV have been experimented on cells or clinical trials. For

example, a-GalCer was found to inhibit HBV replication by

directly activating NKT cells in mice (131), but clinical trials

showed pessimistic results, as administration of a-GalCer alone
even decreases NKT density and does not influence density of

HBV DNA (139). Also, the function of a-GalCer on NKT

activation decreases during chronic HBV infection, but this
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phenomenon is partly reversible after administration of

exogenous IL-2 and/or IL-15 (51). Other ways to activate

hepatic NKT cells and inhibit HBV replication include IL-18

(140), thymosin-a1 (141), b-glycosphingolipids (142), CD28/

CD80 (143) activation and PD-1/PD-L1 blockade (143), but

these methods have not received clinical confirmation yet.

NKT cells also participate in the process of HCV infection.

Elevated expression of CD1d on infected biliary cells promotes

the activation of NKT cells (144), leading to secretion of

cytokines including IL-4 which recruits T cells and perforin

and granzyme which mediate liver damage (145). Notably, some

researchers claimed that the number of NKT cells in peripheral

blood decreases in patients infected with HCV (146, 147), but

more researchers did not find significant changes in number of

NKT cells (148–150), although hepatic NKT cells showed

enhanced activity (147), producing a higher amount of IL-13

that has a pro-Th2 effect (150). The functions of NKT cells

during HCV are associated with macrophages and T cells.

Macrophages (Kupffer cells) in the liver secrete significantly

more IL-15 that boost NKT activation (95). In healthcare

workers who were continuously exposed to small amounts of

HCV but did not develop symptoms, NKT cells were found to be

activated in a way related to specific T cells activation, indicating

the protective effect of NKT cells against HCV is partly

associated with T cells (114). In patients with chronic HCV,

the sustained response to IFN plus ribavirin therapy is associated

with elevated dynamism of NK and NKT cells, suggesting NKT

cells play a vital role in anti-HCV reaction (151). In addition, in

pregnant women infected by HCV, density of NKT cells increase

in placenta tissues, which is thought to be responsible for

preterm birth (152).

Preclinical studies proposed novel NKT-related anti-HCV

therapy including the administration of IFN-a (153) and IL-2/

OKT3 (a CD3-specific mAb) (154), which leads to NKT

activation and up-regulated IFN-g expression that inhibit virus

replication in mice. Moreover, a clinical trial experimented oral

administration of hepatocyte-extracted proteins and HBV or

HCV proteins to figure out their anti-viral functions in chronic

HBV or HCV patients. Results showed that all patients

experienced increased number of NKT cells for at least 2-fold,

and histological necro inflammatory score improved in 4/13

(30.7%) and 2/12 (17%) patients of HBV and HCV,

respectively (155).
Autoimmune liver diseases

There are three main types of autoimmune liver disease,

namely autoimmune hepatitis (AIH), primary biliary cirrhosis

(PBC), and primary sclerosing cholangitis (PSC), which are

associated with destruction of hepatic parenchyma, small

intrahepatic bile ducts, and large bile ducts, respectively. Liver

NKT cells primarily reside in liver sinusoids. Numerous studies
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have found that NKT cells are closely associated with all three

types of autoimmune disease (79, 115, 117, 156).

Interestingly, liver NKT cells can either promote or combat

autoimmune liver diseases depending on their down-stream

target cells (Table 4). Besides, NKT cells promote the

development of hepatocyte injury in three ways (1): NKT cells

directly kill hepatocytes by expressing FasL and secrete TNF-a,
perforin and granzyme B; (2) NKT-derived IFN-g induces Th0-
cell transduction into Th1 cells and CD8+ T-cell transduction

into CTLs that bind to the MHC I molecule on the surface of

hepatocytes; (3) NKT cells secrete IL-4 that turns Th0 cells into

Th2 cells, enhancing B-cell-producing autoimmune antibodies

(79). Furthermore, TNF-a and IFN-g are involved in

recruitment of functional T cells, and IL-4 probably promotes

neutrophil infiltration within the liver (115). NKT cells are also

potent activators of Tregs, which have a negative effect on

immune response, thus mitigating autoimmune liver injury

(160). Statistics show that simultaneous suppression of NKT

cells and promotion of Tregs is helpful for mitigating

autoimmune liver injuries in experimental animal models (161).

Apart from inflammation, NKT cells are likely to play a role

in liver fibrosis resulting from autoimmune liver diseases. IL-4

and IL-13 from activated NKT cells promote liver fibrosis,

suggesting a role for NKT cells in cirrhosis resulting from
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chronic autoimmune liver injury (77). However, this

fibrinogenic effect requires further examination (115).

Given the roles that NKT cells play during autoimmune liver

diseases, researchers have been experimenting on modulating NKT

cells to find treatments for the disease. In recent years, several

substances have been found effective in mice for alleviating

concanavalin A (Con A)-induced autoimmune hepatitis partly by

inhibiting NKT cells and related production of inflammatory

cytokines, including mitochondrial-targeted ubiquinone(MitoQ)

(162), diammonium glycyrrhizinate (161) and secoemestrin C (163).

Gene modulation such as C6orf120 knockout (164) is also used as a

therapeutic target. However, these experiments were only done on

mice, and lack of clinical statistics limits extensive application.

Other studies also suggested the role that type II NKT cells

plays in autoimmune liver diseases. The number of type II NKT

cells was up-regulated in both peripheral blood and liver during

autoimmune liver diseases (165). Increased CD1d expression on

T cells during autoimmune liver diseases results in activation of

type II NKT cells and favors Th1 cytokine production over Th2

within type II NKT cells (166). It is important to understand the

physiology of type II NKT cells as they might influence iNKT

cells. For example, Ramesh C. Halder et al. reported that

activation of type II NKT cells and pDCs are associated with

recruitment of anergic iNKT cells (167).
TABLE 4 Functions of NKT cells in autoimmune liver diseases, alcoholic liver diseases (ALDs) and non-alcoholic fatty liver diseases (NAFLDs).

Disease type Role of NKT Mechanisms References

HBV Inhibitors of HBV replication Inhibit hepatocyte proliferation (by secreting IFN-g that induces apoptosis and
negatively modulates cell cycle)

(131, 132)

Promote the activation of CTL (112)

Destructive factors Cause liver damage (132)

Cause over-activation of HSCs and excessive healing, promoting cirrhosis (136, 137)

HCV Inhibitors of HCV replication Death of infected liver cells (by perforin and granzyme) (145)

Recruit and activate T cells (145)

Autoimmune liver diseases Promoters of autoimmune
liver diseases

Kill hepatocytes (via FasL, TNF-a, perforin, granzyme B) (79)

IFN-g (induce Th0!Th1 and CD8+ T cells !CTL transformation, recruit T cells)

IL-4 (induce Th0!Th2 transformation that promotes B cells to produce antibodies,
recruit neutrophils)

TNF-a (recruit T cells) (115)

Inhibitors of autoimmune
liver diseases

Activate Tregs (117)

Alcoholic liver diseases (ALDs) Promoters of ALDs NKT cells recruit neutrophils (via TNF-a, etc.) (94, 157, 158)

NKT cells mediate death of hepatocytes (via FasL) (80)

NKT cells inhibit IFN-g secretion of NK cells (126)

Inhibitors of ALDs NKT cells suppress HSCs (via FasL, IFN-g) in early stage of ALDs (122)

Non-alcoholic fatty liver diseases
(NAFLDs)

Promoters of NAFLDs NKT cells improve insulin resistance (81)

Inhibitors of NAFLDs NKT cells enhance lipid intake of hepatocytes (via secretion of LIGHT) (81, 120, 121)

NKT cells activate HSCs (via OPN, Hh pathway) (116)

NKT cells recruit CD8+ T cells and macrophages (120, 159)
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Alcoholic liver diseases

It is widely known that excessive consumption of alcohol

ranks high among the risk factors for liver pathogenesis.

Alcohol-induced liver diseases include alcoholic hepatitis,

steatosis, cirrhosis, and hepatocellular carcinoma (HCC).

ALDs are closely linked to enhanced immune activation

(168). Activated inflammatory responses are noticed quickly

after alcohol intake with a higher NKT-cell concentration within

the liver as well as mesenteric lymph nodes (169–171).

Conversely, the absolute number of NKT cells in the whole

body is decreased (172), which may be the result of NKT-cell

recruitment to the liver and vast consumption of these cells.

Generally, NKT cells are thought to contribute to the

development of ALDs, in contrast to type II NKT cells that are

considered to attenuate ALDs (157). Binge-feeding with ethanol

results in accumulation and activation of NKT cells combined

with a higher expression of inflammatory and fibrotic genes in

wild-type mice compared to their NKT-deficient counterparts

(158). Evidence shows that alcohol potentiates a-Galcer
stimulation of NKT cells by facilitating CD1d loading (171).

IL-1b from Kupffer cells is also required for hepatic NKT-cell

accumulation during ALDs (94).

Activated NKT cells recruit neutrophils by secreting TNF-a
and up-regulating expression of neutrophil-attracting MCP-1

(monocyte chemoattractant protein-1, also known as CCL2) (94,

157), ICAM-1 (intercellular adhesion molecule-1), E-selectin,

MIP-1a (macrophage inflammatory protein-1a, also known as

CCL3), MIP-2, and osteopontin (OPN) (158). Also, NKT cells

mediate apoptosis of hepatocytes by expression of FasL (80).

Some researchers consider NK cells to be protective against

ALDs by secretion of IFN-g, while NKT cells inhibit this process.

However, a subgroup of IL-10-secreting NKT cells (thus called

NKT10) facilitates the protective effect of NK cells in

ALDs (126).

Controversially, in the early stages of ALDs, NKT cells are

likely to play an anti-fibrotic role by suppressing HSCs. The

negative influence of NKT cells on HSCs is achieved through

direct killing via the Fas/FasL pathway and IFN-g production

(122). Taken together, we conclude that with a few exceptions,

NKT cells are mainly promoters of ALDs (Table 4).

Up to now, we have not found any results of NKT-

based clinical trial for ALD therapy, but there are

experiments done on mice, showing several promising

molecules with therapeutic potential, including retinoids

and sulfatide (157). These two substances alleviate ALDs

by inhibition of NKT cells. Additionally, researchers

found that prednisolone, a drug widely used to antagonize

inflammation, exacerbates ALDs by inhibiting phagocytosis

mediated by macrophages and neutrophils and hepatic

regeneration, which provide an insight into management

of steroid therapy (173).
Frontiers in Immunology 11
173
Non-alcoholic fatty liver diseases

As the name suggests, the most significant feature of non-

alcoholic fatty liver diseases (NAFLDs) is abnormal lipid storage in

the liver. NAFLDs include simple stenosis, non-alcoholic

steatohepatitis (NASH), cirrhosis, and even liver cancer. In many

studies that focus on NAFLDs, a high-fat feeding model is used.

Statistics have demonstrated that a high-fat diet, especially onewith

high concentrations of saturated fatty acids and monounsaturated

fatty acids rather thanpolyunsaturated fatty acids, is associatedwith

liver inflammation, insulin resistance, and NAFLDs (64, 174, 175).

During NAFLDs, the number of NKT cells within the liver

decreases. This is because: (1) endothelium stress leads to fewer

CD1d’s and impaired lipid presentation (74); (2) Kupffer cells

mediate apoptosis and necrosis of over-activated NKT cells and

secrete IL-12 to suppress NKT cells (64, 90); (3) normally Kupffer

cells-derived IL-15 is stimulating forNKT cells, but inNAFLDs IL-

15 secretion is down-regulated (45, 176) and (4) norepinephrine

(NE) concentration decreases (176). However, some studies also

report an increase in the number of NKT cells in the late stages of

NAFLDs, probably because of enhanced activating functions of

Kupffer cells via the CD1d-dependent pathway, which is

inconsistent with many other study results (120).

Notably, the effects of NKT cells on the development of

NAFLDs are rather controversial. While NKT cells ameliorate

NAFLDs, probably by improving insulin resistance (120, 159),

they are also likely to play a pro-inflammatory role in NAFLDs.

Some studies show that NKT cells secrete LIGHT (TNFSF14),

which significantly enhances lipid intake of hepatocytes (81). Also,

NKT cells lead to activation of HSCs in two ways: (1) they facilitate

OPN (osteopontin) secretion; and (2) they promote the Hedgehog

(Hh) signaling pathway (note thatNKT cells are both inducers and

targets of the Hh signaling pathway). HSC activation is associated

with exacerbation of liver fibrosis or cirrhosis (81, 120, 121).

Activated NKT cells recruit CD8+ T cells and macrophages, too

(116). Overall, NKTmay have a protective effect in the early stages

of NAFLDs but a destructive effect in later stages (Table 4).

In 2017, a published clinical trial said oral administration of b-
glucosylceramide improved the hepatic fat content by 14% inNASH

patients, which is associatedwith a decrease in CD4+ andNKT cells,

suggesting NKT cells as a possible therapeutic target (177). Mice

models also indicate that oral administration of liver-extrated

proteins (178), immunoglobulin G-enhanced colostrums (179) and

PRX-106 (180) (a recombinant anti-TNF-afusion protein). The

number of hepatic NKT cells was increased in all thesemicemodels.

Liver tumors

Liver tumorsareaglobalhealthproblemthatdeprivesmillionsof

people of their lives. primary hepatic carcinoma (HCC) is the main

type of liver tumor.Many studies have shown the tumor-suppressing

effect of hepaticNKT cells.Understanding of the roles thatNKTcells
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play in thepathogenesis of bothprimaryandmetastatic liver cancer is

helpful for finding effective ways of treatment.

NKT cells participate in anti-tumor immune responses

mainly by producing IFN-g. Mice studies found that not only

can activated NKT cells secrete IFN-g, they also stimulate IFN-g
production from NK cells (12, 181). IFN-g then functions on

hepatic T cells and Kupffer cells, enhancing the cytotoxicity and

phagocytosis of T cells and Kupffer cells, respectively (182, 183).

NKT cells also participate in chemotaxis of T cells as they secrete

T cell-recruiting chemokines such as MIP-1a, MIP-1, and IL-8.

IFN-g up-regulates CXCR3 expression of T cells, potentiating T-

cell recruitment. Moreover, NKT cells directly mediate the death

of tumor cells through FasL, perforin, and granzyme (183). On

the other hand, some researchers do not perceive NKT cells as

necessary in anti-tumor immunity (184).

Activation of NKT cells in the background of hepatic cancer

is closely associated with dendritic cells and Kupffer cells.

Dendritic cells communicate with NKT cells in a CD40/

CD40L-dependent way. Up-regulated expression of CD40L in

NKT cells potentiates DC cells, leading to secretion of IL-12 that

in turn activates NKT cells (101). Kupffer cells are also sources of

IL-12 (182). Importantly, IL-12-induced NKT activation is

linked to reduced primary hepatic tumor and less metastasis

to the liver (185) As a result, IL-12-based therapy has been

proposed and examined by many researchers (186, 187).

Interestingly, activation of NKT cells is also dependent on

CXCR6/CXCL16 interaction, as deficiency of CXCR6 or

neutralization of CXCL16 cause hepatic cancer to deteriorate.

CXCR6 is expressed on the surface of liver sinusoid epithelium

cells, while CXCL16 is a characteristic molecule of NKT cells.

However, the deficiency of CXCR6 can be compensated for by

systemic NKT-cell activation through other methods (181, 188).

Given the significant functions of NKT cells in development of

liver tumors, many novel treatments of hepatic cancer based on

NKT cells have been invented in recent years. Mice experiments

showed that exogenous IL-12 anda-Galcer (186), direct transfer of
ex vivomodulated NKT cells (189), tumor antigens (190, 191), and

even antigens of some microorganisms (e.g. LPS from bacteria

(182) and some recombinant oncolytic viruses (192)are used to

potentiate the anti-tumoreffect ofNKTcells. Lowproteindiet (193)

and blockade of PD-1/PD-L1 axis (194)are also found useful in

suppressing hepatic tumors. Notably, clinical trials have confirmed

the effectiveness of some NKT-related treatments. For example, in

2021, Tian-Tian Li et al. (195) reported that stereotactic body

radiotherapy had positive effects on peripheral NKT cells in HCC

patients, which is associated with a higher overall survival. These

results indicate NKT cells as a very promising therapeutic target.
Perspectives and conclusion

In this review, we mainly discussed how NKT cells are

activated and the functions of NKT cells during the
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pathogenesis and development of some liver diseases. It is

widely acknowledged that the role NKT cells play in the

immunity of the liver and even the whole body is

indispensable, and treatment focused on modulating NKT-

cell activity is becoming more and more promising.

However, considering the dual functions NKT cells have

in many liver diseases, the treatment tactics should be

studied thoroughly.

In addition, since this review mainly focuses on the

physiology of type I NKT cells (iNKT cells), more work

needs to be done for a better understanding of type II NKT

cells which are more abundant in the human liver than in mice

(196). Type II NKT cells are normally considered to be anti-

inflammatory, and regulate type I NKT cells (iNKT) and other

immune cells and favor tumor growth (101, 197). However, some

also report the role that Type II NKT cells play in promoting

chronic inflammation (166). Further studies are needed to better

demonstrate the functions of Type IINKT cells and how these cells

interact with type I NKT cells as well as other participants in our

immune system.

Recently, gene analysis has cast new light on NKT

researches. Single-cell RNA sequencing indicates distinct

populations of functional NKT cell subsets with differences on

gene and epigenetic levels (198, 199). This offers a deeper

understanding, and is likely to guide future studies within

this field.
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Introduction

Cellular therapies have attracted huge research and clinical attention lately (1, 2).

Natural killer cells (NKCs) are a class of innate immune lymphoid cells (ILP) mainly

derived from bone marrow lymphoid stem cells (3). They are mainly distributed in

peripheral blood (PB) and peripheral lymphoid tissues, accounting for about 10% of the

total lymphocytes in PB (4–7). Presently, NK cell immunotherapeutics utilize cells

derived from many sources including PB, umbilical cord blood (8), immortalized NK cell

lines, and more recently, induced pluripotent stem cells (iPSC) (9–11). They are

characterized by rapid response and non-specific cytotoxic effect without prior antigen

sensitization, and are independent on antibodies or complements (12, 13). NKCs induce

apoptosis of target cells by secreting perforin, granzyme, cytokines and chemokines (14,

15). NKCs also selectively attacks foreign and diseased cells through expression of killer-

cell immunoglobulin-like receptors (KIRs) and Fc receptor (CD16) where the later

mediates antibody-dependent cell-medicated cytotoxicity (ADCC) (16–18).

Human NKCs are defined by the CD3-CD56+ surface phenotype (19, 20). According

to their surface expression of CD56, they are divided into two main subpopulations:

CD56bright and CD56dim, which differ significantly in biological characteristics (20–22).

Briefly, CD56bright NKCs are immature cells and the progenitor for effector cells with

high expression of CD56 and low expression of CD16 and KIRs (21), and accounts for

about 5- 10% of the total NKCs. Also, they are weakly immunoregulatory and rely mainly

on the secretion of cytokines, growth factors and chemokines (22). On the contrary,
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CD56dim subset accounts for about 90-95% of the circulating

NKCs. They are characterized by low expression of CD56 and

high expression of CD16, KIRs, FcgRIII and a variety of NK cell

inhibitory receptors. They exhibit intrinsic cytotoxicity and

ADCC but have weak cytokine secretion ability (23, 24).

Many studies have revealed the role of NKCs in pathologies like

autoimmune diseases (25, 26), leukemia (25), pregnancy-related

conditions (27), liver diseases (28–30), HIV (31), HPV (32),

atherosclerosis (33) and in many age-related diseases. Aging is

usually associated with increased susceptibility to infectious diseases

and cancers due to immunosenescence which is particularly

reflected in the biological changes in the population and subsets

of NKCs throughout life (34). As the functioning of the immune

system decreases with age, NKCs have difficulties in initiating

adaptive immune responses and mobilizing effective immune

molecules, leading to the occurrence of diseases related to aging,

such as infections and tumors (35–38). The proportion of CD56dim

NKCs in the elderly increased with age, while the CD56bright

NKCs decreased significantly, suggesting that the increased

CD56dimNK : CD56brightNK ratio is significantly age related

(39, 40). Studies have also shown that the mortality risk in the

elderly with low NK cell counts is three-fold higher than that in the

elderly with high NK cell counts (41). In addition to the decreased

CD56bright NKCs in older adults (42–44), Sagiv et al.

demonstrated that the decline in perforin-mediated NK

cytotoxicity is similarly age-related, and may hinder the ability of

NKCs to clear senescent cells in the elderly (45). Similarly, NKCs

from geriatric population have synonymous reduction in

proliferative response to interleukin 2 (IL-2) and expression of

the CD69 activation antigen (46–49). With immunosenescence

being almost inevitable, many are willing to explore therapies to

escape the negative consequences of aging especially tumor

development which is increasingly prevalent. Therefore,

undergoing NK cell therapy in early old age may help particularly

in alleviating cancers.

Studies have shown that the therapeutic efficiency of NK cell

therapeutics while encouraging in hematopoietic malignancies, is

unsatisfactory in solid tumors as it is problematic for NKCs to

infiltrate tumor sites (50, 51). The function, activation, and

persistence of NKCs are significantly diminished by the tumor

microenvironment (TME), leading to their dysfunction or

exhaustion. In this paper, we wish to draw the attention of

researchers to the fact that NK cellular products are highly

promising in the fight against cancer and other age-complicated

diseases and if they must be applied safely, more efforts should be

directed towards addressing the bottlenecks. Broadly, NK cell

infiltration, solid tumor targeting, in vivo persistence and

resistance to TME must be improved, and reproducible and

standardized protocols must be developed for the generation and

expansion of NKCs. Here in, we highlight the strategies employed

in tackling the challenges as this will serve as guide to the research

trend and future directions considered in the development of

clinical grade NK biotherapeutics.
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Improving tumor targeting,
microenvironment resistance and
solid tumor infiltration

Clinical trials involving NKCs is generally not a new topic as

they have been in progress for over two decades from where

preliminary data regarding the safety and efficacy of NKCs have

been obtained following their adoptive transfer to treat

hematologic malignancies (25, 52). Nevertheless, some

limitations have been encountered in the application of NK

cell therapy to solid tumors largely because the TME harbors

suppressive ligands, metabolites and cytokines which threatens

the survival of NKCs (53). Additionally, the tumor itself

possesses other defense mechanisms against attack by NKCs.

Therefore, enormous research efforts are directed towards

producing or modifying NKCs to be more resistant to attack

from tumors and TME while harnessing their cytolytic effect

after tumor penetration (54, 55). One of such approaches include

blocking of inhibitory receptors with monoclonal antibodies

(mAbs) like monalizumab (56).

Increasing the efficacy of tumor cell recognition is achievable

via genetic modification (57) (58). For example, CAR-NKCs have

enhanced cytolytic activity attributable to the synergistic effect of

targeted specificity against tumor associated antigens and

intracellular signaling of receptors (59, 60). CAR-NKCs can also

be fashioned with receptors for a wide range of antigens with the

CAR expression permitting carrier cells to recognize antigens on

tumor-cell surfaces without major histocompatibility complex

restriction (9, 58, 61). Also, unlike CAR-T cell therapies, CAR-

NKCs possess reduced risk of cytokine release syndrome,

neurological complications and better potential for allogeneic

applications (62).

Transfection efficiency for primary NKCs is a key obstacle to

the large-scale manufacture of genetically modified CAR-NKCs

and different techniques like viral transduction and non-viral

electroporation are underway to addressing this challenge (63,

64). Kumar et al. has recently led the production and evaluation

of CRISPR-engineered NK-92 cell constitutively expressing Cas9

or dCas9 which have shown good prospects for further research

and possible clinical application (65).
Pharmacokinetics and
pharmacodynamics of
natural killer cell therapeutics

NK and other cellular therapeutics are different from

conventional (chemical) drugs therefore great disparity exists in

their pharmacokinetics and pharmacodynamics properties. There is

substantial evidence from clinical studies regarding the safety and

efficacy of NK cell therapeutics. Nonetheless, more research is on
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demand to explore the sensitivity a wider variety of tumors to NK

cell therapy, determine the mechanism(s) of action (cytotoxic

response) against different types of tumors and identify possible

contraindications. Some of the identified issues are as thus:
Fron
1. Allogenic NKCs from PB are relatively safe and

satisfactorily effective against tumors but are

susceptible to rejection by the host (66, 67).

2. Although several studies show the relationship between

high NKCs, their receptors/ligands levels and better

overall survival in patients with hepatocellular

carcinoma (HCC), the underlying mechanism of

remains unclear (13).

3. In obese patients, significant numbers of NK and T cells

are recruited to the visceral adipose tissue at the expense

of successful tumor infiltration and eradication (68),

thus posing a serious challenge for the application of NK

cell therapy in certain comorbid situations.

4. Combination therapy with NK and T cells or other

tumor therapy strategies need to be confirmed with

large-scale clinical trials as the clinical outcome can

vary between tumor types.
Hence, several research efforts are geared towards unravelling

possible NK mechanism of cytolysis like mitochondrial apoptosis

(64) and release of perforin and granzymes (69); factors that may

increase their cytotoxicity such as E26 transformation-specific

transcription factor ELK3 expression by cancer cells (70); factors

that attenuate cytolytic function like increased transforming growth

factor-beta 1 (TGF-b1) (32), inhibition of O-GlcNAcylation (71),

low surface expression and impaired function of transient receptor

potential melastatin 3 (TRPM3) (32, 71–75); and addressing the

complications accompanying rejection-prone cellular products (67,

76, 77).
Expansion and activation of natural
killer cells

Another obstacle to the manufacture of clinical grade NK

cell therapeutics is the large-scale expansion of NKCs without

loss of their cytotoxic activity (78). The expansion of NKCs can

be ex vivo or in vivo followed by isolation by CD3+ cell depletion

and subsequent positive selection of CD56+ cells. Other

strategies involve a single step depletion of CD3+ and CD19+

cells using magnetic beads (79), and differentiation of functional

NKCs from enriched CD34+ progenitors present in cord blood

and bone marrow (80, 81). While good manufacturing practice

(GMP) guidelines have been established, inconsistencies exist
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between the cytotoxicity, expansion rate, receptor expression,

cytokine secretion and phenotype based on their respective

source and expansion method (80, 82–84) which may

influence their therapeutic activity. iPSCs derived NKCs

possess improved expansion rate, cytokine secretion and

cytotoxic compared to those from PB. They can also be

genetically functionalized to harness tumor targeting, cytolytic

activity and persistence in the TME (85). They have been

clinically tested for different diseases including graft versus

host disease, Parkinson’s disease and heart failure (86, 87).

Synergistic activity of iPSCs-derived NKCs with other effector

T-cells and successful in vitro tumor infiltration has been

described in animal studies (86). Other studies in this regard

are focused on developing efficient methods and designing

biomaterials for activation, expansion and isolation of NKCs

(85, 88–91). Gao et al. recently classified the biological and

transcriptomic signatures of cord blood and placenta-derived

NKCs revealing the cellular/molecular level similarities and

differences existing between the NK cell types (92). More of

such studies are needed as they serve as database for cell-based

immunotherapy and will be beneficial to understanding and

categorizing the mechanism of action of different NKCs.
Optimizing persistence and cytolytic
activity of natural killer cells

There is a huge need of novel technologies to enhance the

activity of NKCs and their interaction with tumors. Consequently,

several methods have been proposed. For instance, concomitant

use of NK cell adoptive transfer and other therapeutic methods,

including T-cells, chemotherapeutic agents, cytokines and

immunomodulatory drugs could fortify NKCs against the TME

and be synergistic in tumor immunotherapy (93–95). The

biological targets of these supplementary molecules like

cytokines and drugs vary from those of NKCs providing

synergy (96) but their safety must also be assured before clinical

application. Biber et al. describes the design of a non-viral lipid

nanoparticle-based delivery system that encapsulates small

interfering RNAs which targets NKCs in vivo, silences

inhibitory molecules, and activate NK cell anti-tumor activity

(97). Park et al. reports that Aurantii Fructus Immaturus, a

commonly used herb in traditional medicine enhances the

anticancer efficacy of NK (98), Bispecific killer cells engagers

(BiKEs) and trispecific killer cells engagers (TriKEs) improve in

vitro secretion of cytokines and efficiently induce the cytotoxic

effects of NKCs (99, 100). Moving forwards, optimizing and

improving these formulations to avoid undesirable side effects

are vital steps toward their clinical application.
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Conclusion

The role of NKCs in neutralizing senescent, stressed and

malignant cells has attracted enormous research attention

aimed at producing clinical grade NKCs for adoptive cell

immunotherapy. Currently, some clinical studies are

designed to determine the safety and efficacy of ex vivo

activated and expanded NKCs while others test the effect of

administering the NKCs in combination with other immune

molecules. Major advances, including the development of

efficient ex vivo expansion systems, prolonged in vivo

persistence and genetic manipulation strategies involving

CARs are currently explored to facilitate clinically applicable

NK cell therapeutics. However, additional research effort is

needed to enhance tumor targeting, overcome immune

suppression by inhibitory signals or cells and exhaustion in

the TME, increase persistence in allogeneic settings, facilitate

expansion in patients, sustain in vivo surveillance against

tumor relapse, and increase the applicability of NK cell

therapy to a wider range of life-threatening diseases

especially those marked by depletion in NK cell function.

Finally, iPSC-NKCs hold great prospects and further

refinement of their differentiation protocol is necessary to

match the phenotypic properties of PB NKCs.
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7. Grégoire C, Chasson L, Luci C, Tomasello E, Geissmann F, Vivier E, et al. The
trafficking of natural killer cells. Immunol Rev (2007) 220(1):169–82. doi: 10.1111/
j.1600-065X.2007.00563.x

8. Damele L, Spaggiari GM, Parodi M, Mingari MC, Vitale M, Vitale C. Cord
blood-derived natural killer cell exploitation in immunotherapy protocols: More
than a promise? Cancers (Basel) (2022) 14(18):4439–45. doi: 10.3390/
cancers14184439

9. Sadelain M, Brentjens R, Rivière I. The basic principles of chimeric antigen
receptor design. Cancer Discovery (2013) 3(4):388–98. doi: 10.1158/2159-8290.Cd-
12-0548

10. Goldenson BH, Hor P, Kaufman DS. iPSC-derived natural killer cell
therapies - expansion and targeting. Front Immunol (2022) 13:841107.
doi: 10.3389/fimmu.2022.841107

11. Maddineni S, Silberstein JL, Sunwoo JB. Emerging NK cell therapies for
cancer and the promise of next generation engineering of iPSC-derived NK cells.
J Immunother Cancer (2022) 10(5):4693–701. doi: 10.1136/jitc-2022-004693
12. Jacquelot N, Seillet C, Souza-Fonseca-Guimaraes F, Sacher AG, Belz GT,
Ohashi PS. Natural killer cells and type 1 innate lymphoid cells in hepatocellular
carcinoma: Current knowledge and future perspectives. Int J Mol Sci (2021) 22
(16):9044–50. doi: 10.3390/ijms22169044

13. Xue JS, Ding ZN, Meng GX, Yan LJ, Liu H, Li HC, et al. The prognostic
value of natural killer cells and their Receptors/Ligands in hepatocellular
carcinoma: A systematic review and meta-analysis. Front Immunol (2022)
13:872353. doi: 10.3389/fimmu.2022.872353

14. Smyth MJ, Cretney E, Kelly JM, Westwood JA, Street SE, Yagita H, et al.
Activation of NK cell cytotoxicity.Mol Immunol (2005) 42(4):501–10. doi: 10.1016/
j.molimm.2004.07.034

15. Prager I, Liesche C, van Ooijen H, Urlaub D, Verron Q, Sandström N, et al.
NK cells switch from granzyme b to death receptor-mediated cytotoxicity during
serial killing. J Exp Med (2019) 216(9):2113–27. doi: 10.1084/jem.20181454

16. Coënon L, Villalba M. From CD16a biology to antibody-dependent cell-
mediated cytotoxicity improvement. Front Immunol (2022) 13:913215.
doi: 10.3389/fimmu.2022.913215

17. Pende D, Falco M, Vitale M, Cantoni C, Vitale C, Munari E, et al. Killer ig-
like receptors (KIRs): Their role in NK cell modulation and developments leading
to their clinical exploitation. Front Immunol (2019) 10:1179. doi: 10.3389/
fimmu.2019.01179

18. Zhao XY, Yu XX, Xu ZL, Cao XH, Huo MR, Zhao XS, et al. Donor and host
coexpressing KIR ligands promote NK education after allogeneic hematopoietic
stem cell transplantation. Blood Adv (2019) 3(24):4312–25. doi: 10.1182/
bloodadvances.2019000242

19. Van Acker HH, Capsomidis A, Smits EL, Van Tendeloo VF. CD56 in the
immune system: More than a marker for cytotoxicity? Front Immunol (2017) 8:892.
doi: 10.3389/fimmu.2017.00892

20. Gunesch JT, Dixon AL, Ebrahim TA, Berrien-Elliott MM, Tatineni S,
Kumar T, et al. CD56 regulates human NK cell cytotoxicity through Pyk2. Elife
(2020) 9:57346–50. doi: 10.7554/eLife.57346

21. Schwane V, Huynh-Tran VH, Vollmers S, Yakup VM, Sauter J, Schmidt
AH, et al. Distinct signatures in the receptor repertoire discriminate CD56bright
frontiersin.org

https://doi.org/10.1111/tri.13789
https://doi.org/10.1186/s12916-022-02482-2
https://doi.org/10.1186/s12916-022-02482-2
https://doi.org/10.1002/ajh.26529
https://doi.org/10.1038/cmi.2013.10
https://doi.org/10.1038/cmi.2013.10
https://doi.org/10.1016/j.it.2007.03.005
https://doi.org/10.1038/nri2154
https://doi.org/10.1111/j.1600-065X.2007.00563.x
https://doi.org/10.1111/j.1600-065X.2007.00563.x
https://doi.org/10.3390/cancers14184439
https://doi.org/10.3390/cancers14184439
https://doi.org/10.1158/2159-8290.Cd-12-0548
https://doi.org/10.1158/2159-8290.Cd-12-0548
https://doi.org/10.3389/fimmu.2022.841107
https://doi.org/10.1136/jitc-2022-004693
https://doi.org/10.3390/ijms22169044
https://doi.org/10.3389/fimmu.2022.872353
https://doi.org/10.1016/j.molimm.2004.07.034
https://doi.org/10.1016/j.molimm.2004.07.034
https://doi.org/10.1084/jem.20181454
https://doi.org/10.3389/fimmu.2022.913215
https://doi.org/10.3389/fimmu.2019.01179
https://doi.org/10.3389/fimmu.2019.01179
https://doi.org/10.1182/bloodadvances.2019000242
https://doi.org/10.1182/bloodadvances.2019000242
https://doi.org/10.3389/fimmu.2017.00892
https://doi.org/10.7554/eLife.57346
https://doi.org/10.3389/fonc.2022.1062765
https://www.frontiersin.org/journals/oncology
https://www.frontiersin.org


Qin et al. 10.3389/fonc.2022.1062765
and CD56dim natural killer cells. Front Immunol (2020) 11:568927. doi: 10.3389/
fimmu.2020.568927

22. Michel T, Poli A, Cuapio A, Briquemont B, Iserentant G, Ollert M, et al.
Human CD56bright NK cells: An update. J Immunol (2016) 196(7):2923–31.
doi: 10.4049/jimmunol.1502570

23. Campbell KS, Hasegawa J. Natural killer cell biology: an update and future
directions. J Allergy Clin Immunol (2013) 132(3):536–44. doi: 10.1016/
j.jaci.2013.07.006

24. Morvan MG, Lanier LL. NK cells and cancer: you can teach innate cells new
tricks. Nat Rev Cancer (2016) 16(1):7–19. doi: 10.1038/nrc.2015.5

25. Beliën J, Goris A, Matthys P. Natural killer cells in multiple sclerosis:
Entering the stage. Front Immunol (2022) 13:869447. doi: 10.3389/
fimmu.2022.869447

26. Soelistyoningsih D, Susianti H, Kalim H, Handono K. The phenotype of
CD3-CD56(bright) and CD3-CD56(dim) natural killer cells in systemic lupus
erythematosus patients and its relation to disease activity. Reumatologia. (2022) 60
(4):258–65. doi: 10.5114/reum.2022.119042

27. Mahajan D, Sharma NR, Kancharla S, Kolli P, Tripathy A, Sharma AK, et al.
Role of natural killer cells during pregnancy and related complications.
Biomolecules (2022) 12(1):68–72. doi: 10.3390/biom12010068

28. Halma J, Pierce S, McLennan R, Bradley T, Fischer R. Natural killer cells in
liver transplantation: Can we harness the power of the immune checkpoint to
promote tolerance? Clin Transl Sci (2022) 15(5):1091–103. doi: 10.1111/cts.13208

29. Gebru YA, Gupta H, Kim HS, Eom JA, Kwon GH, Park E, et al. T Cell
subsets and natural killer cells in the pathogenesis of nonalcoholic fatty liver
disease. Int J Mol Sci (2021) 22(22):12190–5. doi: 10.3390/ijms222212190

30. Liu B, Yang GX, Sun Y, Tomiyama T, ZhangW, Leung PSC, et al. Decreased
CD57 expression of natural killer cells enhanced cytotoxicity in patients with
primary sclerosing cholangitis. Front Immunol (2022) 13:912961. doi: 10.3389/
fimmu.2022.912961

31. Sun Y, Zhou J, Jiang Y. Negative regulation and protective function of
natural killer cells in HIV infection: Two sides of a coin. Front Immunol (2022)
13:842831. doi: 10.3389/fimmu.2022.842831

32. Wu X, Xiao Y, Guo D, Zhang Z, Liu M. Reduced NK cell cytotoxicity by
papillomatosis-derived TGF-b contributing to low-risk HPV persistence in JORRP
patients. Front Immunol (2022) 13:849493. doi: 10.3389/fimmu.2022.849493

33. Palano MT, Cucchiara M, Gallazzi M, Riccio F, Mortara L, Gensini GF, et al.
When a friend becomes your enemy: Natural killer cells in atherosclerosis and
atherosclerosis-associated risk factors. Front Immunol (2021) 12:798155.
doi: 10.3389/fimmu.2021.798155

34. Meredith PJ, Walford RL. Autoimmunity, histocompatibility, and aging.
Mech Ageing Dev (1979) 9(1):61–77. doi: 10.1016/0047-6374(79)90120-9

35. Witkowski JM, Larbi A, Le Page A, Fülöp T. Natural killer cells, aging, and
vaccination. Interdiscip Top Gerontol Geriatr (2020) 43:18–35. doi: 10.1159/
000504493

36. Knorr DA, Bachanova V, Verneris MR, Miller JS. Clinical utility of natural
killer cells in cancer therapy and transplantation. Semin Immunol (2014) 26
(2):161–72. doi: 10.1016/j.smim.2014.02.002

37. Du N, Guo F, Wang Y, Cui J. NK cell therapy: A rising star in cancer
treatment. Cancers (Basel) (2021) 13(16):4129–34. doi: 10.3390/cancers13164129

38. Chan IS, Ewald AJ. The changing role of natural killer cells in cancer
metastasis. J Clin Invest (2022) 132(6):143762–7. doi: 10.1172/jci143762

39. Lutz CT, Karapetyan A, Al-Attar A, Shelton BJ, Holt KJ, Tucker JH, et al.
Human NK cells proliferate and die in vivo more rapidly than T cells in healthy
young and elderly adults. J Immunol (2011) 186(8):4590–8. doi: 10.4049/
jimmunol.1002732

40. Hayhoe RPG, Henson SM, Akbar AN, Palmer DB. Variation of human
natural killer cell phenotypes with age: Identification of a unique KLRG1-negative
subset. Hum Immunol (2010) 71(7):676–81. doi: 10.1016/j.humimm.2010.03.014

41. Remarque EJ, Pawelec G. T-Cell immunosenescence and its clinical
relevance in man. Rev Clin Gerontol (1998) 8:5–14.

42. Kim JS, Choi SE, Yun IH, Kim JY, Ahn C, Kim SJ, et al. Human
cytomegalovirus UL18 alleviated human NK-mediated swine endothelial cell
lysis. Biochem Biophys Res Commun (2004) 315(1):144–50. doi: 10.1016/
j.bbrc.2004.01.027

43. Sundström Y, Nilsson C, Lilja G, Kärre K, Troye-Blomberg M, Berg L. The
expression of human natural killer cell receptors in early life. Scand J Immunol
(2007) 66(2):335–44. doi: 10.1111/j.1365-3083.2007.01980.x

44. Béziat V, Nguyen S, Lapusan S, Hervier B, Dhédin N, Bories D, et al. Fully
functional NK cells after unrelated cord blood transplantation. Leukemia. (2009)
23:721–8. doi: 10.1038/leu.2008.343
Frontiers in Oncology 05
184
45. Sagiv A, Biran A, Yon M, Simon JM, Lowe SW, Krizhanovsky V. Granule
exocytosis mediates immune surveillance of senescent cells. Oncogene. (2013)
32:1971–7. doi: 10.1038/onc.2012.206

46. Solana R, Alonso MC, Peña J. Natural killer cells in healthy aging. Exp
Gerontol (1999) 34(3):435–43. doi: 10.1016/s0531-5565(99)00008-x

47. Ravaglia G, Forti P, Maioli F, Bastagli L, Facchini A, Mariani E, et al. Effect
of micronutrient status on natural killer cell immune function in healthy free-living
subjects aged >/=90 y. Am J Clin Nutr (2000) 71(2):590–8. doi: 10.1093/ajcn/
71.2.590

48. Ojo-Amaize EA, Conley EJ, Peter JB. Decreased natural killer cell activity is
associated with severity of chronic fatigue immune dysfunction syndrome. Clin
Infect Dis (1994) 18 Suppl 1:S157–9. doi: 10.1093/clinids/18.supplement_1.s157

49. Mocchegiani E, Muzzioli M, Giacconi R, Cipriano C, Gasparini N,
Franceschi C, et al. Metallothioneins/PARP-1/IL-6 interplay on natural killer cell
activity in elderly: parallelism with nonagenarians and old infected humans. Effect
zinc supply Mech Ageing Dev (2003) 124(4):459–68. doi: 10.1016/S0047-6374(03)
00023-X

50. Kiessling R, Klein E, Pross H, Wigzell H. “Natural” killer cells in the mouse.
II. cytotoxic cells with specificity for mouse moloney leukemia cells. characteristics
of the killer cell. Eur J Immunol (1975) 5(2):117–21. doi: 10.1002/eji.1830050209

51. Weil S, Memmer S, Lechner A, Huppert V, Giannattasio A, Becker T, et al.
Natural killer group 2D ligand depletion reconstitutes natural killer cell
immunosurveillance of head and neck squamous cell carcinoma. Front Immunol
(2017) 8:387. doi: 10.3389/fimmu.2017.00387

52. Ramos-Mejia V, Arellano-Galindo J, Mejıá-Arangure JM, Cruz-Munoz ME.
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Combined analysis of bulk
and single-cell RNA sequencing
reveals novel natural killer
cell-related prognostic
biomarkers for predicting
immunotherapeutic response
in hepatocellular carcinoma

Kai Zhang* and Enwu Yuan*

Department of Laboratory Medicine, Third Affiliated Hospital of Zhengzhou University, Zhengzhou,
Henan, China
Introduction: Natural killer (NK) cells play an irreplaceable and important role as

a subtype of innate immune cells in the contemporary setting of antitumor

immunity.

Methods: We chose a total of 1,196 samples for this analysis from the public

dataset’s six separate cohorts. To identify 42 NK cell marker genes, we first

carried out a thorough study of single-cell RNA sequencing data from the

GSE149614 cohort of hepatocellular carcinoma (HCC).

Results: Using the NK cell marker genes in the TCGA cohort, we next created a

seven-gene prognostic signature, separating the patients into two categories with

distinct survival patterns. This signature’s prognostic prediction ability was well

verified across several validation cohorts. Patients with high scores had higher

TIDE scores but lower immune cell infiltration percentages. Importantly, low-

scoring patients had superior immunotherapy response and prognosis than high-

scoring patients in an independent immunotherapy cohort (IMvigor210). Finally, we

used CD56 and TUBA1B antibodies for immunohistochemical labeling of HCC tissue

sections, and we discovered a lower number of CD56+ cells in the HCC tissue

sections with high TUBA1B expression.

Discussion: In summary, our research created a unique prognostic profile based

on NK cell marker genes that may accurately predict how well immunotherapy

would work for HCC patients.
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1 Introduction

It is generally recognized that a diverse tumor microenvironment

(TME) surrounds tumor cells in hepatocellular carcinoma (HCC) (1).

The TME, which has a very complicated makeup, is crucial to the

development and growth of tumors. Additionally, the interaction

between immune cells and tumor cells in the TME not only

influences a patient’s prognosis but may also alter a patient’s

response to immunotherapy (2). The importance of innate immune

cells has not gotten enough attention in the contemporary setting of

antitumor immunity, which has mostly focused on adaptive T-cell

responses, like CD4+ CD25+ Foxp3 regulatory T cells (Tregs),

cytotoxic T lymphocytes (CTLs) et all (3, 4). By specifically

identifying and eliminating tumor cells and encouraging adaptive T-

cell immunity responses, natural killer (NK) cells are a subtype of

innate immune cells that can reduce the proliferative and invasive

potential of tumor cells at an early tumor stage (5). The balance of

inhibitory and activating receptors that can interact with ligands on

target cells determines how well NK cell function. NK cells can

collaborate with T cells to control the spread of cancer and play a

crucial part in the development of antitumor immunity. Cancer risk is

increased by decreased NK cell activity in peripheral blood (6).

Additionally, more tumor-infiltrating NK cells are strongly linked to

improved prognosis across a variety of tumor types (7). Given the

function of NK cells in immunity, earlier research has focused on their

molecular features in cancer and infectious disorders (8, 9), but little is

known about their complete molecular analysis in HCC.

Unprecedented chances to unveil the molecular properties of

various immune cell populations in TME have been made possible

by the advent of single-cell RNA sequencing (scRNA-seq)

technology and related data processing methodologies (10). The

prognosis and immunotherapeutic response in cancer patients may

be accurately predicted by examining gene expression patterns

based on molecular characterization of immune cells acquired

from scRNA-seq data, according to previous research (11, 12). In

this work, we first carried out a thorough examination of scRNA-

seq data in HCC to characterize the molecular properties of tumor-

infiltrating NK cells and to identify NK cell flag genes. Then, using

bulk RNA-seq analysis, NK cell marker gene-related signatures for

predicting the prognosis of HCC were created. Additionally, the

link between NKCMGS and HCC immunotherapy response was

examined, and the predictive ability of NKCMGS was verified in

three separate cohorts from the ICGC and the Gene Expression

Omnibus (GEO) database. Multiple datasets from TCGA, GEO and

ICGC cohort were analyzed in our study for constructed NK cell-
Abbreviations: NK, Natural killer; HCC, hepatocellular carcinoma; TME, tumor

microenvironment; scRNA-seq, single-cell RNA sequencing; GEO, Gene

Expression Omnibus; TCGA, the Cancer Genome Atlas; ICGC, International

Cancer Genome Consortium; ICB, immune checkpoint blockade; IC50, half-

maximal inhibitory doses; NMF, non-negative matrix decomposition; GSEA,

Gene Set Enrichment Analysis; TMB, tumor mutational burden; TIDE, Tumor

Immune Dysfunction and Exclusion; PD, progressing disease; SD, stable disease;

CR, complete response; PR, partial response; HPA, Human Protein Atlas; ICIs,

immune checkpoint inhibitors.
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related genetic signature. We obtained a more parsimonious gene

signature over existing studies, which contains seven genes, and

provided better prediction for immunotherapeutic effect and

drug sensitivity.
2 Methods

2.1 Data collection and pre-processing

A total of 1196 samples, 31396 cells, including 10 HCC samples

with single-cell RNA-sequencing (scRNA-seq) data from the

GSE149614 cohort, 342 HCC samples from the Cancer Genome

Atlas (TCGA) cohort (https://xenabrowser.net/), 230 HCC samples

from the International Cancer Genome Consortium (ICGC) cohort

(https://dcc.icgc.org/), 221 HCC samples from the GSE14520

cohort, 95 HCC samples from the GSE76427 cohort, and 298

samples treated with immunotherapy from the IMvigor210

cohort (http://research-pub.Gene.com/imvigor210corebiologies/),

were enrolled in this study. In the GSE149614 dataset, with each

gene expressed in at least three cells and each cell expressing more

than 250 genes, single cells were initially screened for scRNA-seq

data. The percentage of mitochondria and rRNA was then

calculated by the Seurat package (13). Further testing of the single

cells involved caused each one to express at least 5000 genes with a

UMI > 100. The mitochondrial content was no more than 30%. In

the end, 31396 cells were still present for identifying the NK cell

marker genes of HCC. To find survival-related genes and create

prognostic signatures, the bulk transcriptome data (FPKM

normalized) and clinical details of HCC patients in the TCGA

were employed. For external validation, three separate datasets were

acquired: ICGC, GSE14520, and GSE76427.
2.2 Identification of NK cells and their
hub genes

The GSE149614 dataset contains scRNA-seq data from 10 HCC

samples, which we again examined. Following log normalization of

the expressed genes, uniform flow-form approximation and

projection techniques were used to reduce nonlinear

dimensionality. We used the FindNeighbors and FindClusters ()

algorithms to arrange individual cells into 17 separate subgroups at

dim=50 and resolution=0.1. Three marker genes, including CD3D,

CD3E, and NKG7, were identified in NK cells. Using the

FindAllMarkers program with logFC=0.5, minpct=0.25, and

adjusted p-values less than 0.05, marker genes were found for

each NK subpopulation. A univariate Cox regression analysis

with P less than 0.05 was then used to further identify the genes

among these NK marker genes that are associated with prognosis.

We used the LASO-Cox regression to compress the number of

genes and created a risk profile based on the outcomes of the

multivariate Cox model using the equation: Risk score

=∑iCoefficient (Genei)*Expression (Genei). Depending on their

risk assessments, patients were separated into high- and low-risk

groups. The receiver operating characteristic curve (ROC) analysis
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and Kaplan-Meier survival analysis were used to examine the risk

profile’s ability to predict survival outcomes. The validation cohort

underwent a similar examination. GSEA was used to examine

KEGG, GO, and HALLMARK elements that had drastically

changed across the different categories.
2.3 Analysis of the immune landscape

Based on the gene expression patterns of HCC patients, the

stromal and immune scores were computed using the ESTIMATE

software (14). The abundance ratio of immune cells was evaluated

using the CIBERSORT (15), MCPcounter (16), and TIMER (17)

databases to learn more about the TME.
2.4 Response to immune checkpoint
blockade (ICB) and analysis of the
sensitivity to potential therapeutic drugs

The TIDE database (http://tide.dfci.harvard.edu/), which

estimates how often immunotherapy for HCC patients will be

effective, was first performed. We also retrieved the matched

clinical and transcriptome data from the IMvigor210 cohort of

patients who were receiving anti-PD-L1 medication. Additionally,

we evaluated multiple immune checkpoint gene expression changes

such as PD1, PD-L1, CTLA4, and PD-L2 in different subgroups.

Finally, we searched the Cellminer database for delicate medications

that successfully address this risk profile (18). If a drug’s adjusted P-

value was less than 0.001 and its Pearson correlation coefficient was

larger than 0.3, it was categorized as tumor-sensitive. The

discrepancies in the half-maximal inhibitory doses (IC50) of

several classes of tumor-sensitive medications were then studied.
2.5 Evaluation of TUBA1B expression in
clinical samples

Using 30 samples of HCC and related paracancerous tissues

that had undergone standard pathological evaluation in our

pathology department, a validation cohort was developed. The

clinicopathological information for all patients were shown in

Table 1. Following the tissue wax blocks’ serial sectioning, sample

sections were gathered and stored for subsequent use in a 4°C

freezer. We next used TUBA1B (Abcam, ab108629) and CD56

(Abcam, ab75813) antibodies in IHC experiments on formalin-

fixed de-paraffinized slices and captured pictures using microscopy

as previously reported (19).
2.6 Statistical analysis

R software was used to conduct all statistical analyses (v4.1.2).

Pearson correlation was used to calculate the correlation analysis. For

comparisons between the two groups, the chi-square test and grouped
Frontiers in Immunology 03188
t-test were used, respectively. Kaplan-Meier survival analysis and a Log-

rank test were used to assess survival differences between groups. Using

the RMS software, a nomogram was produced following the signature.

Statistics were deemed significant when the P value was less than 0.05.
3 Results

3.1 Identification of NK cells in the
scRNA-seq samples

Figure S1 displays the full outcomes of data preparation. After

log-normalization and dimensionality reduction, 17 clusters were

found. The TSNE plots showing the distribution of the 17 clusters

are displayed in Figure 1A. As shown in Figure 1B and S2A, based

on the expression of three marker genes (CD3D, CD3E, NKG7,

CXCR3 and IL2RB), two NK cell subsets were discovered

(Figure 1C). The fact that neither of the two NK cell clusters

expressed the epithelial cell-specific gene (PECAM1) proves that

NKs were correctly identified (Figure 1D). Further analysis of CD19

and CD14 expression in 17 clusters was performed for ruled out the

interference of other cell types (Figure S2B). The expression of the

top 10 DEGs in the two clusters is shown in Figure 1E. The 2 NK

cell clusters contained 42 DEGs (marker genes recognized as NK

clusters). The percentage of the two clusters in each sample was
TABLE 1 Characteristics of patients and tumor samples studied (n=30).

Clinicopathological characteristic

Age, median (range)
Female

56.5 (38–74) years old12/30
(40%)

T stage of primary tumor

T1 2/30 (6.67%)

T2 5/30 (16.67%)

T3 16/30 (53.33%)

T4 7/30 (23.33%)

N stage of primary tumor

N0 6/30 (20%)

N1 15/30 (50%)

N2 9/30 (30%)

Lymphovascular invasion present in primary
tumor

17/30 (56.67%)

Perineural invasion present in primary tumor 11/30 (36.67%)

Synchronous metastasis (unknown for n=2) 13/28 (46.43%)

Underlying liver disease etiology (unknown
for n=6)

HBV, HCV and hepatocirrhosis 14/24 (58.33%)

Fatty liver and diabetes mellitus 4/24 (16.67%)

Alcohol
Hereditary liver cancer

5/24 (20.83%)
1/24 (4.17%)
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shown in Figure 1F. Furthermore, we computed the ssGSEA scores

for the marker genes of each NK cluster (the top 10 DEGs of the NK

clusters) in the TCGA cohort to examine the connection between

NK clusters and prognosis. The samples in the high ssGSEA score

group in the NK 0 cluster had a better prognosis than those in the

low ssGSEA score group, while the opposite finding was seen in the

NK 1 cluster (Figure 1G). Finally, to further analyze the function

and mechanism of NKs marker genes in HCC, we performed

molecular subtype identification analysis of the TCGA dataset by

non-negative matrix decomposition (NMF) algorithm. The HCC

samples were split into two subclasses based on the NKs marker

genes after it was found that two clusters were the ideal number

(Figures 2A, S3). Significant disparities in patient survival existed

between the two subgroups (Figure 2B). Additionally, the two

subgroups’ TME features were contrasted. Figures 2C–E

demonstrates that as compared to samples from cluster 2,

samples from cluster 1 had higher immunological, stromal, and

ESTIMATE scores. HCC patients in Cluster 1 had a larger

percentage of immune cell infiltration in their TME, as shown by

the results of the TIMER (Figure 2F), MCPcounter (Figure 2G), and

CIBIS. ORT (Figure 2H).
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3.2 Screening for NK-associated hub genes

Using univariate Cox regression analysis, the prognostic value

of these DEGs was evaluated to create a signature, with 10 genes

displaying prognostic values (Figure 3A). To reduce the number of

genes, Lasso-Cox regression analysis was used (Figure 3B). Seven

genes were left with a lambda value of 0.0139 (Figure 3C). After

multivariate Cox regression analysis, we finally included these seven

genes (CREM, PFN1, KLRB1, TUBA1B, APOC1, ACTG1, and

HSPA1A) in the signature. Following is the final seven-gene

signature formula: Score = (0.1574×CREM) + (0.4582×PFN1)

- (0.3804×KLRB1)+(0.1094×TUBA1B)-(0.0821×APOC1)

+(0.3267×ACTG1) + (0.1718×HSPA1A). After each sample’s

score was determined, the groups of high- and low-risk

individuals were created (Figure 3D). The association between

score and clinical characteristics was first evaluated and found

that higher scores were associated with HBV infection, advanced

TNM stage, later grade, later T stage, and recurrence (Figure S4). In

both the TCGA, ICGC, and the GEO cohort, Kaplan-Meier survival

analyses showed that high-risk patients had considerably worse

survival outcomes than low-risk patients (Figures 3E, 4A). The
A B

D E

F G

C

FIGURE 1

Identification of NK cells in the scRNA-seq samples. (A) The TSNE plots showed the distribution of the 17 clusters. (B) The expression of three marker
genes (CD3D, CD3E, and NKG7) in the 17 clusters. (C) Two NK cell subsets were discovered. (D) The expression of PECAM1 gene. (E) The expression
of the top 10 DEGs in the two clusters. (F) The percentage of the two clusters in each sample. (G) The samples in the high ssGSEA score group in
the NK 0 cluster had a better prognosis than those in the low ssGSEA score group, while the opposite finding was seen in the NK 1 cluster.
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TCGA cohort’s AUC values for the model for 1- to 3-year survival

range from 0.71 to 0.77 (Figures 3F), whereas those for the ICGC

and GEO cohorts ranged from 0.57 to 0.72 (Figures 4B).
3.3 Mutation and functional enrichment
analysis of the signature

The results of Gene Set Enrichment Analysis (GSEA) revealed that

the majority of the impacted HALLMARK, GO, and KEGG

components were engaged in DNA synthesis and replication,

mitosis, chromosome segregation, and other biological processes

related to the cell cycle (Figure S5). Studies on genetic modification

that focused on significantly altered genes showed that the mutation

rates in the two groups were very different from one another (Figure

S6A). After tumor mutational burden (TMB) values for each HCC

patient were analyzed, we found that patients in the high-score group

with greater TMB values had the lowest overall survival rates, while the

opposite results were found in patients in the low-score group with

lower TMB values (Figure S6B).
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3.4 Correlation analysis between the
signature and immunity

Figure 5A showed that samples in the low-scoring group had

higher immune, stromal, and ESTIMATE scores compared to

samples in the high-scoring group. As shown in the results of

TIMER (Figure 5B), MCPcounter (Figure 5C), and CIBISORT

(Figure 5D), a greater percentage of immune cell infiltration was

found in the TME of HCC patients in the low-scoring group.
3.5 The signature’s response to PD-L1
blockade immunotherapy

The Tumor Immune Dysfunction and Exclusion (TIDE)

analysis showed that, although the exclusion scores had the

opposite impact, the TIDE and dysfunction scores were

significantly greater in the group with higher risk scoring than in

the group with lower risk scoring (Figure 6A). When the projected
A B

D E F

G H
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FIGURE 2

Subtypes identification by NMF algorithm based on NKs marker genes. (A) Samples were split into two subclasses. (B) Significant disparities in patient
survival existed between the two subgroups. (C-E) Difference of immunological, stromal, and ESTIMATE scores in different molecular subtypes. The
difference in the percentage of immune cell infiltration in different molecular subtypes was analyzed by the TIMER (F), MCPcounter (G), and
CIBISORT (H). ns, not significant; *p < 0.05; **p <0.01; ***p < 0.001.
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FIGURE 3

Screening for NK-associated hub genes. (A) Using univariate Cox regression analysis. (B) Lasso-Cox regression analysis. (C) Seven genes were left
with a lambda value of 0.0139. (D) After each sample’s score was determined, the groups of high- and low-risk individuals were created. (E) Kaplan-
Meier survival analysis. (F) ROC analysis.
A

B

FIGURE 4

Validation of the signature in the ICGC and GEO cohorts. (A) Kaplan-Meier survival analysis. (B) ROC analysis.
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immunotherapy response rate was included, the proportion of

“respond” was lower in the high-risk group (Figure 6B). Then,

using data from the IMvigor210 cohort, we assessed the predictive

efficacy of immune checkpoint treatment risk factors. In

comparison to the high-scoring group, patients in the low-scoring

group saw notable clinical benefits and considerably longer overall

life (Figure 6C). Figure 6D showed that patients with progressing

disease (PD) or stable disease (SD) had greater risk ratings than

those who had a complete response (CR)/partial response (PR).

Finally, we discovered that the levels of the genes PD-1, PD-L1, PD-

L2, CTLA4, CD4, CXCR4, LAG3, and LL6 were higher in patients

with lower scores than in patients with higher scores (Figure 6E),

suggesting that these ICIs may be more beneficial for patients with

lower scores.
3.6 Construction of a nomogram model
and exploration of potential drug sensitivity

As shown in Figure S7A, we created a nomogram incorporating

clinical features and the signature to maximize the predictive

performance of risk characteristics. The calibration plots

demonstrated that the nomogram was capable of accurately

forecasting the final survival rate (Figure S7B). In addition, we

identified 7 drugs with tumor sensitivity (Figure S8A). As shown in

Figure S8B, we also found that the IC50 for Cladribine, Fludarabine,

and Clofarabine was lower in patients with higher scores (20–22).
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3.7 TUBA1B expression in HCC

We first initially investigated the expression and prognostic

value of these seven genes in HCC in the GEPIA database (23). We

found that only TUBA1B showed differential expression in HCC

and normal tissues (Figure S9A), although several genes including

KLRB1, TUBA1B, APOC1, ACTG1, and HSPA1A had high

prognostic values (Figure S9B). We then focused our main

attention on TUBA1B. Using the Human Protein Atlas database

(HPA) (24), we found significant variability in the protein

expression of TUBA1B in normal and HCC tissues (Figure 7A).

This phenomenon was confirmed in clinical HCC and normal

tissue sections (Figures 7B, C). Last but not least, we found

differential expression of CD56 in these HCC tissues (Figure 7D)

and a lower number of CD56-positive cells in the HCC tissue

sections with high TUBA1B expression (Figure 7E).
4 Discussion

Researchers are learning more about the variety and

heterogeneity of TME as well as the molecular properties of

tumor-infiltrating immune cells thanks to the quick development

of scRNA-seq technology (25). However, the majority of recent

research has concentrated on adaptive immune cells, and the

function of innate immune cells has not received enough

attention, which may have a significant impact on the prognosis
A B

DC

FIGURE 5

Correlation Analysis between the signature and immunity. (A) samples in the low-scoring group had higher immune, stromal, and ESTIMATE scores
compared to samples in the high-scoring group. The difference in the percentage of immune cell infiltration in different molecular subtypes was
analyzed by the TIMER (B), MCPcounter (C), and CIBISORT (D). ns, not significant; *p < 0.05; **p <0.01; ***p < 0.001.
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and effectiveness of immunotherapy in patients with tumors (26). If

neighboring cells exhibit surface markers linked to oncogenic

transformation, NK cells can quickly destroy many of them by

improving antibody and T-cell responses (27). The prognosis of

patients with various tumors, including lung adenocarcinoma (28),

gastric cancer (29, 30), liver cancer (31), melanoma (32), and

colorectal cancer (33), is highly correlated with the number of

tumor-infiltrating NK cells. The overall survival of HCC following

hepatectomy is significantly impacted by the low frequency of NK

cells relative to myeloid and other lymphocytes seen in HCC tumor

tissue (34). The number of NK cells inside the TME, which has a

favorable correlation with patient survival, also influences how well

patients respond to sorafenib therapy (35). In the current work, we

aimed to investigate NK cell marker genes in HCC by bulk and

scRNA-seq analysis as well as to create a transcriptional signature

based on NK cell marker genes to evaluate NK cell infiltration in

TME. By boosting NK scores, we discovered a substantial

classification of HCC patients’ prognosis that was well verified

across three separate cohort datasets. Additionally, we discovered

that immunotherapy response rates were much greater for patients

with low NK scores than for patients with high NK scores,

indicating that immune checkpoint blockade treatment is better

suitable for individuals with low NK scores.

Immune cells that invade tumors and contribute considerably

to tumor growth might have a negative impact on a patient’s

prognosis if they have HCC (36). By using the TIMER,

MCPcounter, and CIBERSORT algorithms to estimate and

compare the abundance of immune cell infiltration between high

and low NK score populations, we discovered higher levels of

immune cell infiltration, particularly T and B cells, in low NK
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score tumors, indicating that low NK score tumors are referred to as

“hot tumors” with increased antitumor activity (37). The greater

survival rate of patients with low NK scores may be partially

explained by the strong immune cell infiltration, which may

promote tumor cell attenuation to avoid immune monitoring and

impede tumor development.

Taking into account that variations in immune cell infiltration

between different NK score subgroups affect the effectiveness of

immunotherapy that patients receive, we first examined the clinical

response to immunotherapy in HCC patients using the Tumor

Immune Dysfunction and Exclusion (TIDE) algorithm (38). We

found significantly higher TIDE scores in the higher NK score group

than in the lower NK score group, and a lower proportion of

“respond” in the high NK score group. Subsequently, we validated

the predictive power of our NK score with an immunotherapy cohort

(Imvigor210). We found that patients with progressing disease (PD)

or stable disease (SD) had greater risk ratings than those who had a

complete response (CR)/partial response (PR). In light of the

possibility that complex TME can cause HCC cells to develop

resistance to immune checkpoint inhibitors (ICIs), which could

affect the efficacy of immunotherapy, we also looked at the

differences in the expression levels of various immune checkpoint

genes between high- and low-NK scores subgroups. It has been

demonstrated that patients with lower scores had larger prevalences

of the genes PD-1, PD-L1, PD-L2, CTLA4, CD4, CXCR4, LAG3, and

LL6 than people with higher scores. In conclusion, NK scores may be

a valid biomarker for predicting response to immunotherapy, and

patients with low NK scores are more likely to benefit from it.

Finally, utilizing the CellMiner database, we discovered seven

medicines that are tumor sensitive. Since individuals with higher
A B
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FIGURE 6

The signature’s response to PD-L1 blockade immunotherapy. (A) The TIDE analysis. (B) When the projected immunotherapy response rate was included,
the proportion of “respond” was lower in the high-risk group. (C) In comparison to the high-scoring group, patients in the low-scoring group saw
notable clinical benefits and considerably longer overall life in the IMvigor210 cohort. (D) Patients with PD/SD had greater risk ratings than those who
had a complete response CR/PR. (E) The expression levels of the ICIs genes in the two groups. ns, not significant; **p <0.01; ***p < 0.001.
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NK scores had lower IC50s for Cladribine, Fludarabine, and

Clofarabine, it is obvious that these patients are more susceptible

to these medications. Cladribine and Clofarabine are nucleoside

analogs that are frequently used to treat hematologic cancers and

target B and T cells (39, 40). Cladribine has been successfully

utilized as a first-line therapy for hairy cell leukemia for some

time now (41). Unfortunately, when used to treat multiple sclerosis,

cladribine can lead to acute, specific liver harm in individuals (42).

Additionally, clofarabine is employed as an anticancer therapy for

several solid tumors, including bladder (43), stomach (44), and

breast malignancies (45). Since fludarabine dramatically reduces the

release of HBV progenitor DNA, it has been used to treat HBV

infection and enhance the prognosis of HCC that is related to HBV

(46). Combining fludarabine with fusion proteins comprising the

poliovirus receptor (PVR) and the programmed death-1 (PD-1)

extracellular structural domain improves long-term tumor-specific

immunosurveillance and CD8+ T cell-mediated anticancer effects

(47). However, additional research is required to confirm if these

drugs can eventually increase tumor cell death by targeting NK cells.

Despite the encouraging findings, there are several limitations

to this study. First, the candidate genes involved in our study were

limited to NK cell marker genes, and the tumor immune
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microenvironment is highly spatially heterogeneous; second, a

sizable multicenter randomized controlled trial will be needed in

the future to evaluate this signature. Finally, all mechanistic analyses

in our study were descriptive. Future studies must explore the

potential mechanisms between NK marker gene expression and

HCC prognosis.

5 Conclusion

In summary, a prognostic seven-gene signature built on NK cell

marker genes was discovered and proven to have a strong performance

in predicting immunotherapy response in HCC patients. It may be

used as a prognostic biomarker to aid in the selection of suitable

individuals who would benefit from immunotherapy and support

therapeutic decision-making about customized prediction.
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FIGURE 7

TUBA1B expression in HCC. (A) TUBA1B expression explored in HPA database. (B-C) TUBA1B expression explored by IHC in clinical samples. (D) CD56
expression explored by IHC in HCC samples. (E) A lower number of CD56-positive cells in the HCC tissue sections with high TUBA1B expression.
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