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The newly emerged SARS-CoV-2, causing COVID-19 in humans, is also infecting 
American mink (Neovison vison), used in fur production. Since 2020, passive 
surveillance of SARS-CoV-2 in mink farms was implemented in Lithuania. Here, 
we  describe data from a survey of all 57 active Lithuanian mink farms carried 
out during November–December 2021 to complement passive surveillance in 
the country. In all 57 mink farms, nasopharyngeal swab samples were collected 
from dead or live mink and tested by real-time RT-PCR. Dead mink samples 
were tested in pools of 5, while live mink samples were tested individually. In 19 
mink farms, blood serum was collected and tested for antibodies to determine 
previous exposure to the virus. Environmental samples from 55 farms were also 
collected and tested in pooled samples by real-time RT-PCR. The present survey 
has detected 22.81% viral RNA-positive mink farms and a high number of mink 
farms that were exposed (84.21, 95% CI 67.81–100%) to the virus. The increasing 
exposure of mink farms to the virus due to growing human COVID-19 cases and 
limitations of passive surveillance could explain the observed epidemiological 
situation of SARS-CoV-2 in Lithuanian mink farms, compared to the few positive 
farms previously detected by passive surveillance. The unexpected widespread 
exposure of mink farms to SARS-CoV-2 suggests that passive surveillance is 
ineffective for early detection of SARS-CoV-2 in mink. Further studies are needed 
to reveal the present status in previously infected mink farms.
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1. Introduction

The newly emerged severe acute respiratory syndrome coronavirus 2 (SARS-CoV-2), 
causing coronavirus disease 19 (COVID-19), was first detected in humans in December 2019 
and soon became a global pandemic (1). Susceptibility to the virus was confirmed in various 
mammal species as a result of contact with infected humans (2). By July 2022, 35 countries have 
reported the infection in 24 different animal species to the World Organisation for Animal 
Health (3). Among these species, American mink (Neovison vison), used in fur production, was 
found to be especially susceptible to SARS-CoV-2 infection. After the first report in Dutch mink 
farms in April 2020 (4), the virus was reported in 12 more countries—Canada, Denmark, 
France, Greece, Italy, Latvia, Lithuania, Netherlands, Poland, Spain, Sweden, and USA (5). 
Furthermore, a few reports indicate that feral and escaped minks have also been infected (6, 7), 

OPEN ACCESS

EDITED BY

Salome Dürr,  
University of Bern, Switzerland

REVIEWED BY

Consuelo Rubio-Guerri,  
Universidad CEU Cardenal Herrera, Spain
Jan Arend Stegeman,  
Utrecht University, Netherlands

*CORRESPONDENCE

Silvija Žigaitė  
 silvija.zigaite@lsmu.lt

RECEIVED 07 March 2023
ACCEPTED 18 May 2023
PUBLISHED 09 June 2023

CITATION

Žigaitė S, Masiulis M, Bušauskas P, Pilevičienė S, 
Buitkuvienė J, Paulauskas V and 
Malakauskas A (2023) Evaluation of SARS-
CoV-2 passive surveillance in Lithuanian mink 
farms, 2020–2021.
Front. Vet. Sci. 10:1181826.
doi: 10.3389/fvets.2023.1181826

COPYRIGHT

© 2023 Žigaitė, Masiulis, Bušauskas, Pilevičienė, 
Buitkuvienė, Paulauskas and Malakauskas. This 
is an open-access article distributed under the 
terms of the Creative Commons Attribution 
License (CC BY). The use, distribution or 
reproduction in other forums is permitted, 
provided the original author(s) and the 
copyright owner(s) are credited and that the 
original publication in this journal is cited, in 
accordance with accepted academic practice. 
No use, distribution or reproduction is 
permitted which does not comply with these 
terms.

TYPE Brief Research Report
PUBLISHED 09 June 2023
DOI 10.3389/fvets.2023.1181826

https://www.frontiersin.org/journals/veterinary-science
https://www.frontiersin.org/journals/veterinary-science
https://www.frontiersin.org
http://crossmark.crossref.org/dialog/?doi=10.3389/fvets.2023.1181826&domain=pdf&date_stamp=2023-06-09
https://www.frontiersin.org/articles/10.3389/fvets.2023.1181826/full
https://www.frontiersin.org/articles/10.3389/fvets.2023.1181826/full
https://www.frontiersin.org/articles/10.3389/fvets.2023.1181826/full
mailto:silvija.zigaite@lsmu.lt
https://doi.org/10.3389/fvets.2023.1181826
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
https://www.frontiersin.org/journals/veterinary-science#editorial-board
https://www.frontiersin.org/journals/veterinary-science#editorial-board
https://doi.org/10.3389/fvets.2023.1181826


Žigaitė et al. 10.3389/fvets.2023.1181826

Frontiers in Veterinary Science 02 frontiersin.org

and mink-associated SARS-CoV-2 spill-over to humans has been 
observed in the Netherlands, Denmark, Poland, and possibly the USA 
(8, 9). The virus spreads effectively through mink and thus accumulates 
mutations. Mink-associated virus variants with amino acid changes in 
the spike protein demonstrated reduced sensitivity to neutralizing 
antibodies (10). The risk of infection with mink-related virus strains 
is highest for mink farm workers (2). There is also a risk for other farm 
animals since cats and dogs were found infected under field conditions 
(11). Furthermore, there is a risk of establishing a SARS-CoV-2 
reservoir in areas with a high density of mink farms or stable wild 
mink populations (9).

According to European Food Safety Authority (EFSA) and 
European Centre for Disease Prevention and Control (ECDC), all 
mink farms are at risk of infection and should be under surveillance 
(12). An active monitoring approach with the main objective of the 
early detection of the virus has been recommended by EFSA (2). 
Active surveillance is highly resource-demanding. Therefore, 
alternative passive surveillance and a risk-based approach could 
be implemented (13). Passive surveillance has the potential of under-
reporting due to various factors, including farmers’ overall disease 
awareness and decision-making (14).

Since 2020, the State Food and Veterinary Service of the Republic 
of Lithuania (SFVS) implemented mandatory passive surveillance of 
the virus in the country’s mink farms. Mink farm owners were 
obligated to report higher than usual mink mortality/morbidity rates, 
reduced feed consumption, and confirmed COVID-19 infection in 
farm personnel to territorial SFVS. Furthermore, mink farms had to 
provide factual numbers of mink mortality and morbidity to territorial 
SFVS on a weekly basis. In November 2020, the SFVS carried out a 
sampling of dead minks in all active mink farms in the country with 
negative results, although relatively few nasopharyngeal swab samples 
were tested per farm by real-time RT-PCR (89 samples from 69 mink 
farms). In November and December 2020, the first two SARS-CoV-2 
infected mink farms have been detected by passive surveillance in 
Lithuania (15). While numerous outbreaks were detected in Europe 
from the start of 2021, only two more mink farms were found infected 
through passive surveillance in Lithuania at the beginning of 2021 
(15). Furthermore, in October and November 2021, SARS-CoV-2 
spill-overs from mink to humans were identified by Lithuania’s SARS-
CoV-2 genomic surveillance program (unpublished data, reported by 
G. Dudas). Considering the potential of under-reporting in passive 
surveillance and increasing numbers of human COVID-19 cases since 
September 2021, a survey was performed to investigate SARS-
CoV-2 in mink farms in Lithuania. We report the survey results of the 
SARS-CoV-2 infection and exposure in Lithuanian mink farms, 
performed in November–December 2021.

2. Materials and methods

In November–December 2021, according to an order of SFVS, all 
active mink farms (i.e., live minks present on the farm) in Lithuania 
had to be sampled and tested for SARS-CoV-2. Sampling on farms was 
done by official veterinarians. During the survey, no movement of 
minks was allowed in the country.

At least 30 nasopharyngeal swab samples from either dead, sick 
or live mink were taken at every mink farm, with the aim of detecting 
a 10% within-farm infection prevalence at 95% confidence. In very 

few cases, less than 30 samples were taken due to intensive pelting and 
high workload, as well as in some farms—more than 30 samples were 
taken, where more than one epidemiological unit was present. The 
priority was to take samples from dead and diseased minks. The rest 
of the samples were taken from minks killed for pelting or live 
animals. In the latter situation, samples were collected to ensure that 
each sector of a farm was sampled.

Nineteen mink farms out of 57 were convenience sampled for mink 
blood serum to determine previous exposure to the virus. Thirty mink 
blood samples were collected from each farm. Both adult (more than 
1-year-old) and juvenile (less than 1-year-old) minks were sampled 
from various places of a farm. Additionally, environmental swab 
samples were collected from 55 mink farms using the same swabs that 
were used for nasopharyngeal sample collection. Each farm was divided 
by area size into five roughly equal parts, and one sample was taken 
from every area. Environmental swab samples were collected from 
surfaces of mink cages, walls, ceilings, and floors of open houses, as well 
as from household items that had contact with the minks or farm staff. 
Risk-based sampling was performed as samples were first collected from 
open houses with increased mink mortality or morbidity if present.

Information about the exact location of every taken mink or 
environmental sample was collected, as well as the total number of 
minks present on farms. Information about the age of sampled minks 
was collected from most of the farms. All samples from one farm were 
collected and delivered to the laboratory on the same day. All 
laboratory testing was done at the National Food and Veterinary Risk 
Assessment Institute in Lithuania.

2.1. Real-time RT-PCR testing

Swab samples from dead mink and the environment were tested by 
real-time reverse transcription-polymerase chain reaction (real-time 
RT-PCR) in pools of 5 individual samples from the same mink farm. 
Live mink swab samples were tested individually. All samples were kept 
so they could be tested individually. MagMAX™ Viral/Pathogen II 
(MVP II) Nucleic Acid Isolation Kit (Applied Biosystems, Thermo 
Fisher Scientific) and KingFisher Flex system (Thermo Fisher Scientific) 
were used for viral RNA extraction, and TaqPath™ COVID-19 
RT-PCR Kit (Applied Biosystems, Thermo Fisher Scientific) was used 
for real-time RT-PCR reaction, according to the manufacturer’s protocol.

2.2. Enzyme-linked immunosorbent assay 
(ELISA) testing

Mink blood serum samples were tested individually. Blood 
samples were centrifuged, and the serum was collected. ID Screen 
SARS-CoV-2 Double Antigen Multi-Species kit (ID.VET) was used to 
detect anti-SARS-CoV-2 antibodies in mink serum. The solutions 
were prepared, and testing was done according to the 
manufacturer’s protocol.

2.3. Statistical analysis

Microsoft Excel Spreadsheet Software (Microsoft Office Standard 
2019, version 1808) and Epitools software were used for statistical 
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analysis. A 2-sample z-test for sample proportion comparison1 was 
used to compare PCR-positive and antibody-positive farms, and to 
calculate confidence intervals. A Chi-squared test2 was used to 
compare positive and negative samples taken from adult and 
juvenile minks.

2.4. Ethics statement

No experimental procedures were performed on animals. All 
animal samples were taken by official veterinarians for a compulsory 
animal health surveillance program. Therefore, no ethical approval 
was required.

3. Results

During the survey period, a total of 57 mink farms in Lithuania 
were tested for SARS-CoV-2, and 25 were found positive (43.86, 95% 
CI 30.98–56.74%) either by RT-PCR for the presence of the virus or 
ELISA for the presence of antibodies. None of the sampled farms 
reported increased mortality or morbidity during the study. The 
positive farms were situated across the country with no signs of 
obvious clustering. At the time of sampling, the number of mink 
present on all sampled farms varied widely and ranged from 120 to 
159,916, with an average of 14,597 animals present on farms 
(Supplementary Table S1).

Information about infected staff in mink farms showed that in 11 
farms, at least one staff was confirmed to have been infected with 
SARS-CoV-2 from 4 days up to 1 year before a farm was sampled. 
Four of these farms were viral RNA-positive, and 10 of them were 
positive for anti-SARS-CoV-2 antibodies. No infected staff was 
reported in SARS-CoV-2-negative farms (Supplementary Table S1).

3.1. RT-PCR testing of mink 
nasopharyngeal swabs

In total, 13 (22.81%) out of 57 tested farms were found SARS-
CoV-2 RT-PCR positive (Table 1).

A total of 943 dead mink nasopharyngeal swab samples were 
taken from 34 mink farms. Data about the age of tested dead mink 
were collected from 26 farms. Seventeen pooled samples were taken 
and tested from adult dead mink, and one pooled sample (5.88, 95% 
CI 0.0–17.06%) tested positive for viral RNA. Meanwhile, 140 pooled 
samples from juvenile mink were tested, and 19 of them (13.57, 95% 
CI 7.9–19.24%) tested positive by real-time RT-PCR 
(Supplementary Table S2). There was no statistically significant 
difference between the proportions of viral RNA-positive samples 
taken from adult versus juvenile dead minks (p = 0.6081).

In total, 1,015 live mink swab samples were collected from 35 
farms. Data about the age of tested live mink were collected from 22 
of these farms. Samples from 76 adult live mink were collected, and 4 

1 https://epitools.ausvet.com.au/ztesttwo

2 https://epitools.ausvet.com.au/chisqone

of them (5.26, 95% CI 0.24–10.28%) tested positive for viral 
RNA. Meanwhile, 565 juvenile live mink samples were collected, and 
15 of them (2.65, 95% CI 1.33–3.97%) tested positive by real-time 
RT-PCR (Supplementary Table S3). The difference between viral 
RNA-positive and negative samples taken from adult versus juvenile 
live minks was not statistically significant (p = 0.3689).

3.2. RT-PCR testing of environmental 
samples

A total of 55 pooled environmental swab samples were collected 
from 55 different mink farms, five samples each. From one farm out 
of 55 (1.82, 95% CI 0.0–5.35%), only one of the five individual 
environmental swab samples tested positive for SARS-CoV-2 
RNA. The positive sample was taken from the surface of a mink cage. 
Dead and live mink nasopharyngeal swab samples collected from this 
farm also tested positive for viral RNA (Supplementary Table S1), but 
no blood serum samples were available for testing.

3.3. Mink serum ELISA testing

Nineteen mink farms were sampled and tested for anti-
SARS-CoV-2 antibodies. The limited blood serum sampling was due 
to intensive swab sampling and reduced resources of veterinary and 
farm personnel because of the COVID-19 pandemic. In total, 570 
mink serum samples from 19 farms were tested by ELISA. Out of 
these, 298 mink samples from 16 (84.21, 95% CI 67.81–100%) farms 
tested positive for anti-SARS-CoV-2 antibodies (Figure 1). Only 4 of 
the antibody-positive farms were also viral RNA-positive.

At the time of sampling, the number of minks on the 19 
serologically tested farms ranged from 1,025 to 79,300. The average 
number of minks on the antibody-positive farms was 14,992 and 7,298 
on the antibody-negative farms (Supplementary Table S1). Data about 
the age of sampled mink were collected from 13 farms. Serum samples 
from 79 adult minks were collected, and 29 of them (36.71, 95% CI 
26.08–47.34%) tested positive for anti-SARS-CoV-2 antibodies. 
Serum samples were collected and tested from 311 juvenile minks, 
and 136 of them (43.73, 95% CI 38.22–49.24%) tested positive by 
ELISA (Supplementary Table S4). The difference between antibody-
positive and negative samples taken from adult versus juvenile minks 
was not statistically significant (p = 0.3171).

The proportion of mink farms with anti-SARS-CoV-2 antibodies 
was significantly (p < 0.0001) higher than the proportion of viral 
RNA-positive farms.

4. Discussion

This study was carried out to complement the ongoing passive 
surveillance of SARS-CoV-2 in the Lithuanian mink farm population 
during the COVID-19 pandemic and continuous reports of mink 
SARS-CoV-2 infection from various countries. The present survey, 
implemented in November–December 2021, has revealed considerably 
more SARS-CoV-2 RNA-positive mink farms (13 farms, Table 1) than 
was detected (4 farms) by passive surveillance in November 2020–
October 2021. This survey also revealed an unexpected widespread 
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exposure of mink farms (84.21, 95% CI 67.81–100%) to the virus, 
which is evident by the presence of anti-SARS-CoV-2 antibodies 
in mink.

The detected epidemiological situation is the result of increasing 
exposure of mink farms to the virus from accumulating human 
COVID-19 cases in Lithuania during the second half of 2021 and 
limitations of passive surveillance. It has been shown in Denmark that 
the epidemic curve of SARS-CoV-2 in mink farms closely follows the 
epidemic curve of COVID-19 human cases (16). The rise of human 
COVID-19 cases in Lithuania has been observed in October–
December 2020 and August–November 2021 (17), just before the first 
SARS-CoV-2 mink farm was detected by passive surveillance at the 
end of 2020, and before the present survey when considerably 

underestimated SARS-CoV-2 presence in mink farms at the end of 
2021 was found, respectively. In Denmark, it has also been shown that 
in approx. 2 months, the number of infected farms could rise tenfold 
from 3 to 30 (2). The further concern is that the peak of human 
COVID-19 incidence in Lithuania occurred in January–February 
2022, thus creating even more pressure for the virus to be transmitted 
to mink farms. This poses potentially dangerous possibilities for 
genetic mutations of the virus and a significant virus transmission risk 
between mink and humans in Lithuania.

COVID-19 clinical signs in mink are usually unspecific – 
increased mortality, mild respiratory symptoms, and decreased feed 
intake are observed most often, but subclinical infections also have 
been detected (2). In most cases, the introduction of the virus is 

TABLE 1 Real-time RT-PCR test results of SARS-CoV-2 survey in mink farms in Lithuania in November–December 2021.

No. of 
farms 
tested

Average no. 
of mink 

present on 
negative 

farms

Average no. 
of mink 

present on 
positive 
farms

No. of 
mink 

tested

No. of 
pools 

tested*

Positive samples** Positive farms

No. % (95% 
CI)

No. % (95% 
CI)

Swab samples 

collected from 

only dead 

mink

22 24,702 10,956 647 134 21 15.67 (9.52–

21.82)

6 27.27 (8.66–

45.88)

Swab samples 

collected from 

only live mink

23 7,681 7,807 670 n.d. 15 2.24 (1.12–

3.36)

3 13.04 (0.0–

26.8)

Swab samples 

collected from 

dead and live 

mink

12 18,290 11,918 641 (296 dead 

+345 live)

60 16 (8 pools +8 

individual)

3.95 (2.05–

5.85)

4 33.33 (6.66–

60)

Total swab 

samples

57 15,800 10,525 1,958 194 52 4.3 (3.16–

5.44)

13 22.81

*Dead mink nasopharyngeal swab samples tested in pools of 5 by real-time RT-PCR.
**Positive samples are presented as pooled positive samples for tested dead mink, as individual positive samples for tested live mink, and as a combination of pooled and individual positive 
samples where both dead and live mink were tested.
n.d., swab samples from live mink were tested individually, no pooling was done.

FIGURE 1

The proportion of blood serum samples with anti-SARS-CoV-2 antibodies in Lithuanian mink farms (n = 19), November–December 2021. * Farm 
number corresponds to the farm numbers in Supplementary Table S1.
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suspected to be caused by infected humans. Therefore, the vital part 
of early detection monitoring should be strict periodic testing of farm 
personnel and other people in contact with the animals as humans are 
the most likely route of SARS-CoV-2 introduction into the farm (2). 
Once introduced in a fur farm, the virus spreads efficiently due to 
minks living in densely packed open houses. The contiguous cages 
allow for direct animal contact. SARS-CoV-2 is transmitted by direct 
and indirect contact (air droplets, dust particles, aerosols, and 
fomites). Complex biosecurity measures should be implemented on 
the farm to prevent the entry of the virus (2). The risk of transmission 
of the virus between mink and humans in Lithuania could be reduced 
by implementing very strict within-farm biosecurity measures (e.g., 
FFP respirators, goggles, hygiene, etc.), but this would be difficult to 
maintain at a constantly effective level for a prolonged duration as it 
depends on the attitude and perceptions of farm workers.

There is little data on the occurrence of SARS-CoV-2 in mink 
farms before the start of passive surveillance in November 2020 in 
Lithuania. A survey performed at the start of November 2020 has not 
revealed any of the active 68 farms in the country to be positive for 
SARS-CoV-2 infection, although only one to three nasopharyngeal 
swab samples were collected from dead minks. Therefore, a small 
sample size creates a low sensitivity of this surveillance (15). Soon after 
the passive surveillance started in November 2020, the first confirmed 
occurrence of SARS-CoV-2  in a Lithuanian mink farm has been 
detected. However, only this first infected mink farm was detected by 
passive surveillance due to the reported increased daily mortality of 
minks by 0.36% to SFVS. This is a little bit lower mortality than was 
observed (0.45%) in Denmark (16). The other infected mink farms 
were detected after COVID-19-infected farm workers were reported 
to SFVS. This information was provided from two sources – mink 
farmers were obligated to report to SFVS, and this information was 
also obtained from the National Public Health Center under the 
Ministry of Health, which is the official responsible authority for 
handling information about human COVID-19 cases.

It is not known if SARS-CoV-2 really did not cause a noticeably 
increased mortality and/or morbidity in Lithuanian mink farms or if 
it was simply not reported by the farmers, even if it was compulsory 
to provide the data on the mortality in mink farms on a weekly basis. 
The virus is known to induce subclinical infection in mink, and it has 
been reported in several countries like Denmark, Netherlands, France, 
Italy, and Greece, but clinical signs were still noticed and reported in 
approx. 30–42% of infected farms (2). It should be noted that clinical 
signs were not observed by official veterinary inspectors during the 
sampling in this survey. However, it could not be excluded that there 
was a lack of cooperation between farmers and veterinary authorities, 
and farmers were not willing to share information about sick animals 
and risk their profit and livelihood. It is also important that the passive 
surveillance program of SARS-CoV-2 in Lithuanian mink farms did 
not include any incentives that would encourage the reporting by the 
farmers. Meanwhile, the infected farms would have to deal with 
animal movement restrictions, stricter biosecurity measures, and 
more frequent reporting of dead and sick animals.

Underreporting is a known limitation of passive surveillance (18), 
and it could explain the underestimation of SARS-CoV-2 infected 
mink farms detected by passive surveillance in Lithuania. Another 
reason for this is the aforementioned lack of clinical signs and the 
absence of increased mortality in infected mink. The virus can cause 
a subclinical infection and go undetected by passive surveillance (2), 

which relies heavily on the observation of clinical signs (18). Most 
importantly, the current study was performed right after the highest 
spike of COVID-19 human cases was observed in Lithuania on 
November 6th, 2021 (over 58,000 active cases) (17). The increase of 
SARS-CoV-2 human cases is known to affect the virus prevalence in 
mink farms (16).

This investigation revealed that mink farms have been detected at 
various stages of SARS-CoV-2 infection. Antibodies were detected in 
3.69 times more (p < 0.0001) mink farms than the SARS-CoV-2 
RNA. SARS-CoV-2 infection was likely detected in different stages at 
various farms. For instance, 11 out of 16 antibody-positive mink farms 
tested negative by real-time RT-PCR, but most of them had a high 
proportion of antibody-positive samples, suggesting a long presence 
of SARS-CoV-2 infection in the farms. Furthermore, all pooled dead 
mink samples from farms No. 1 and 2 tested positive for viral RNA, 
but less than half of the tested mink blood samples had anti-
SARS-CoV-2 antibodies, suggesting an earlier infection phase 
(Supplementary Table S1). Further studies are needed to explore if the 
virus could be  eliminated from a mink farm due to the acquired 
immunity of minks. We found that the majority of mink farms (84.21, 
95% CI 67.81–100%) could have already been exposed to the virus in 
Lithuania. This shows that passive surveillance has been ineffective for 
early detection of SARS-CoV-2 in mink. Therefore, early detection in 
Lithuanian mink farms might not be of major importance, but the 
monitoring of the virus evolution becomes the priority. Further 
studies are needed to reveal the present status in previously infected 
Lithuanian mink farms.

Research in Denmark, Poland, and Italy shows that the number of 
antibody-positive mink varies from 30 to 100% per farm, while viral 
RNA in these farms ranged from a few positive samples to 100% (16, 
19–22), and we observed a similar tendency, using the same methods. 
Interestingly, our results show that testing of dead mink, even in the 
absence of reported increased mortality and morbidity, is almost two 
times more effective at detecting SARS-CoV-2 infected mink farms 
compared to only live mink sampling, although this difference is not 
statistically significant (Table 1). This could raise some doubts about 
the ability of mink farm workers to detect a disease in mink and/or 
the absence of proper reporting. However, the average number of 
animals present was greater on positive farms where only dead mink 
were tested compared to positive farms where only live mink were 
sampled. This could suggest that larger farms have more dead animals, 
and thus they would be more likely to do dead animal testing than 
smaller farms where dead minks are found less regularly. Mink age did 
not have an effect on the proportion of viral RNA-positive samples.

Despite the high number of viral RNA-positive or antibody-
positive samples in some mink farms, only one individual sample, 
taken from the surface of a mink cage in one (1.82%) mink farm, 
tested positive by real-time RT-PCR in this study. The low number of 
positive environmental samples detected in our study could be due to 
the collection technique because swabs used in our study covered 
much less surface area than dust cloths used in Dutch and Greek 
studies (23, 24). Therefore, a method covering more surface area could 
have been useful to accurately evaluate the mink farm environment 
and compare it to the number of positive animals. Another limitation 
of this study was the lack of postmortem examination of dead mink. 
Therefore, we cannot evaluate if mink mortality could be related to 
SARS-CoV-2 infection. Testing a rather high number of active mink 
farms and restricted human resources due to the COVID-19 pandemic 
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during the survey made it not possible to sample all farms uniformly 
and collect additional epidemiological information, thus limiting 
possibilities to investigate the course of SARS-CoV-2 in Lithuanian 
mink farms in more detail. Additionally, there is no data yet available 
about the circulating SARS-CoV-2 variants in Lithuanian mink farms, 
so we cannot evaluate the transmission of SARS-CoV-2 between mink 
farms and the human population in Lithuania in detail.

5. Conclusion

This study showed a lack of detection of SARS-CoV-2  in 
Lithuanian mink farms by passive surveillance. However, it remains 
unclear if it was caused by improper reporting or limited increase of 
mortality and/or morbidity of SARS-CoV-2 infected mink. The 
unexpected widespread exposure of mink farms (84.21, 95% CI 
67.81–100%) to the virus suggests that passive surveillance is 
ineffective for early detection of SARS-CoV-2 in mink. Further studies 
are needed to reveal the present status in previously infected 
Lithuanian mink farms.

Data availability statement

The raw data supporting the conclusions of this article will 
be made available by the authors, without undue reservation.

Ethics statement

Ethical review and approval was not required for the animal study 
because no experimental procedures were performed on animals. All 
animal samples were taken by official veterinarians for a compulsory 
animal health surveillance program. Therefore, no ethical approval 
was required.

Author contributions

MM, VP, PB, and AM contributed to conception and design of the 
study. SP and JB performed the laboratory analysis. SŽ performed the 

data analysis and wrote the first draft of the manuscript. AM wrote 
sections of the manuscript. All authors contributed to the article and 
approved the submitted version.

Funding

The collection and testing of samples were done by implementing 
disease control services of Lithuanian State Food and Veterinary 
Services and was partly supported by the Lithuanian Ministry 
of Agriculture.

Acknowledgments

The authors sincerely appreciate the time and efforts of sample 
collection provided by the territorial State Food and 
Veterinary Services.

Conflict of interest

The authors declare that the research was conducted in the 
absence of any commercial or financial relationships that could 
be construed as a potential conflict of interest.

Publisher’s note

All claims expressed in this article are solely those of the authors 
and do not necessarily represent those of their affiliated organizations, 
or those of the publisher, the editors and the reviewers. Any product 
that may be evaluated in this article, or claim that may be made by its 
manufacturer, is not guaranteed or endorsed by the publisher.

Supplementary material

The Supplementary material for this article can be found online 
at: https://www.frontiersin.org/articles/10.3389/fvets.2023.1181826/
full#supplementary-material

References
 1. World Health Organization. Origin of SARS-CoV-2. (2020)

 2. Boklund A, Gortázar C, Pasquali P, Roberts H, Nielsen SS, Stahl K, et al. Monitoring 
of SARS-CoV-2 infection in mustelids. EFSA J. (2021) 19:e06459. doi: 10.2903/j.
efsa.2021.6459

 3. World Organisation for Animal Health. SARS-COV-2 IN ANIMALS – SITUATION 
REPORT 15 [Internet]. (2022). Available at: https://www.woah.org/app/
uploads/2022/08/sars-cov-2-situation-report-15.pdf (accessed September 16, 2022).

 4. Oreshkova N, Molenaar RJ, Vreman S, Harders F, Oude Munnink BB, Van Der 
Honing RWH, et al. SARS-CoV-2 infection in farmed minks, the Netherlands, April 
and may 2020. Eur Secur. (2020) 25:2001005. doi: 10.2807/1560-7917.ES.2020.25. 
23.2001005

 5. World Organisation for Animal Health. COVID-19 [Internet]. (2022) (accessed 
September 16, 2022). Available at: https://www.woah.org/en/what-we-offer/emergency-
and-resilience/covid-19/#ui-id-3

 6. Aguiló-Gisbert J, Padilla-Blanco M, Lizana V, Maiques E, Muñoz-Baquero M, 
Chillida-Martínez E, et al. First description of sars-cov-2 infection in two feral 

American mink (Neovison vison) caught in the wild. Animals. (2021) 11:1422. doi: 
10.3390/ani11051422

 7. Shriner SA, Ellis JW, Root JJ, Roug A, Stopak SR, Wiscomb GW, et al. SARS-CoV-2 
exposure in escaped mink, Utah, USA. Emerg Infect Dis. (2021) 27:988–90. doi: 10.3201/
eid2703.204444

 8. Sharun K, Tiwari R, Natesan S, Dhama K. SARS-CoV-2 infection in farmed minks, 
associated zoonotic concerns, and importance of the one health approach during the 
ongoing COVID-19 pandemic. 41, Veter Q., Taylor and Francis Ltd.; (2021). 50–60. do
i:10.1080/01652176.2020.1867776

 9. World Organisation for Animal Health. Guidance on working with farmed animals 
of species susceptible to infection with SARS-CoV-2 [internet]. (2021). Available at: 
https://www.woah.org/app/uploads/2021/12/en-oie-guidance-farmed-animals-.pdf 
(accessed September 21, 2022).

 10. Lassaunière R, Fonager J, Rasmussen M, Frische A, Polacek C, Rasmussen TB, 
et al. In vitro characterization of fitness and convalescent antibody neutralization of 
SARS-CoV-2 cluster 5 variant emerging in mink at Danish farms. Front Microbiol. 
(2021) 12:698944. doi: 10.3389/fmicb.2021.698944

https://doi.org/10.3389/fvets.2023.1181826
https://www.frontiersin.org/journals/veterinary-science
https://www.frontiersin.org
https://www.frontiersin.org/articles/10.3389/fvets.2023.1181826/full#supplementary-material
https://www.frontiersin.org/articles/10.3389/fvets.2023.1181826/full#supplementary-material
https://doi.org/10.2903/j.efsa.2021.6459
https://doi.org/10.2903/j.efsa.2021.6459
https://www.woah.org/app/uploads/2022/08/sars-cov-2-situation-report-15.pdf
https://www.woah.org/app/uploads/2022/08/sars-cov-2-situation-report-15.pdf
https://doi.org/10.2807/1560-7917.ES.2020.25.23.2001005
https://doi.org/10.2807/1560-7917.ES.2020.25.23.2001005
https://www.woah.org/en/what-we-offer/emergency-and-resilience/covid-19/#ui-id-3
https://www.woah.org/en/what-we-offer/emergency-and-resilience/covid-19/#ui-id-3
https://doi.org/10.3390/ani11051422
https://doi.org/10.3201/eid2703.204444
https://doi.org/10.3201/eid2703.204444
https://doi.org/10.1080/01652176.2020.1867776
https://www.woah.org/app/uploads/2021/12/en-oie-guidance-farmed-animals-.pdf
https://doi.org/10.3389/fmicb.2021.698944


Žigaitė et al. 10.3389/fvets.2023.1181826

Frontiers in Veterinary Science 07 frontiersin.org

 11. van Aart AE, Velkers FC, Fischer EAJ, Broens EM, Egberink H, Zhao S, et al. 
SARS-CoV-2 infection in cats and dogs in infected mink farms. Transbound Emerg Dis. 
(2021) 69:3001–7. doi: 10.1111/tbed.14173

 12. World Health Organization, Food and Agriculture Organization of the United 
Nations, World Organization for Animal Health. SARS-CoV-2 in animals used for fur 
farming: GLEWS+ risk assessment [Internet]. (2021). Available at: https://www.who.int/
publications/i/item/WHO-2019-nCoV-fur-farming-risk-assessment-2021.1. (accessed 
August 23, 2022)

 13. EUR-Lex. Commission Implementing Decision (EU) 2021/788 of 12 May 2021 
laying down rules for the monitoring and reporting of infections with SARS-CoV-2 in 
certain animal species (notified under document C(2021) 3293). (2021).

 14. Doherr MG, Audigé L. Monitoring and surveillance for rare health-related events: 
a review from the veterinary perspective. Philos Trans R Soc B Biol Sci. (2001) 
356:1097–106. doi: 10.1098/rstb.2001.0898

 15. Annual surveillance report on animal infectious diseases. State Food and 
Veterinary Service of the Republic of Lithuania. (2021).

 16. Boklund A, Hammer AS, Quaade ML, Rasmussen TB, Lohse L, Strandbygaard 
B, et al. SARS-CoV-2  in Danish mink farms: course of the epidemic and a 
descriptive analysis of the outbreaks in 2020. Animals (2021);11:1–16. doi:10.3390/
ani11010164

 17. Lithuanian Department of Statistics. COVID-19 Lietuvoje [Internet]. Available at: 
https://osp.stat.gov.lt/covid-dashboards (accessed October 21, 2022).

 18. Gates MC, Earl L, Enticott G. Factors influencing the performance of voluntary 
farmer disease reporting in passive surveillance systems: a scoping review. Prev Vet Med 
Elsevier B.V. (2021) 196:105487. doi: 10.1016/j.prevetmed.2021.105487

 19. Hammer AS, Quaade ML, Rasmussen TB, Fonager J, Rasmussen M, Mundbjerg 
K, et al. SARS-CoV-2 transmission between mink (neovison vison) and humans, 
Denmark. Emerg Infect Dis. (2021) 27:547–51. doi: 10.3201/eid2702.203794

 20. Moreno A, Lelli D, Trogu T, Lavazza A, Barbieri I, Boniotti MB, et al. SARS-
CoV-2 in a mink farm in Italy: case description, molecular and serological diagnosis by 
comparing different tests. Viruses. (2022) 14:1738. doi: 10.3390/v14081738

 21. Domańska-Blicharz K, Orłowska A, Smreczak M, Niemczuk K, Iwan E, Bomba A, 
et al. Mink SARS-CoV-2 infection in Poland - short communication. J Vet Res (Poland). 
(2021) 65:1–5. doi: 10.2478/jvetres-2021-0017

 22. Rasmussen TB, Fonager J, Jørgensen CS, Lassaunière R, Hammer AS, Quaade ML, 
et al. Infection, recovery and re-infection of farmed mink with SARS-CoV-2. PLoS 
Pathog. (2021) 17:e1010068. doi: 10.1371/journal.ppat.1010068

 23. De Rooij MMT, Hakze-Van Der Honing RW, Hulst MM, Harders F, Engelsma M, Van 
De Hoef W, et al. Occupational and environmental exposure to SARS-CoV-2 in and around 
infected mink farms. Occup Environ Med. (2021) 78:893–9. doi: 10.1136/oemed-2021-107443

 24. Chaintoutis SC, Thomou Z, Mouchtaropoulou E, Tsiolas G, Chassalevris T, 
Stylianaki I, et al. Outbreaks of SARS-CoV-2 in naturally infected mink farms: Impact, 
transmission dynamics, genetic patterns, and environmental contamination. PLoS 
Pathog. (2021) 17: doi: 10.1371/journal.ppat.1009883

https://doi.org/10.3389/fvets.2023.1181826
https://www.frontiersin.org/journals/veterinary-science
https://www.frontiersin.org
https://doi.org/10.1111/tbed.14173
https://www.who.int/publications/i/item/WHO-2019-nCoV-fur-farming-risk-assessment-2021.1
https://www.who.int/publications/i/item/WHO-2019-nCoV-fur-farming-risk-assessment-2021.1
https://doi.org/10.1098/rstb.2001.0898
https://doi.org/10.3390/ani11010164
https://doi.org/10.3390/ani11010164
https://osp.stat.gov.lt/covid-dashboards
https://doi.org/10.1016/j.prevetmed.2021.105487
https://doi.org/10.3201/eid2702.203794
https://doi.org/10.3390/v14081738
https://doi.org/10.2478/jvetres-2021-0017
https://doi.org/10.1371/journal.ppat.1010068
https://doi.org/10.1136/oemed-2021-107443
https://doi.org/10.1371/journal.ppat.1009883

	Evaluation of SARS-CoV-2 passive surveillance in Lithuanian mink farms, 2020–2021
	1. Introduction
	2. Materials and methods
	2.1. Real-time RT-PCR testing
	2.2. Enzyme-linked immunosorbent assay (ELISA) testing
	2.3. Statistical analysis
	2.4. Ethics statement

	3. Results
	3.1. RT-PCR testing of mink nasopharyngeal swabs
	3.2. RT-PCR testing of environmental samples
	3.3. Mink serum ELISA testing

	4. Discussion
	5. Conclusion
	Data availability statement
	Ethics statement
	Author contributions
	Funding
	Conflict of interest
	Publisher’s note

	References

