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Background: With the rapid advancement of the One Health approach, the 
transmission of human infectious diseases is generally related to environmental 
and animal health. Coronavirus disease (COVID-19) has been largely impacted 
by environmental factors regionally and globally and has significantly disrupted 
human society, especially in low-income regions that border many countries. 
However, few research studies have explored the impact of environmental 
factors on disease transmission in these regions.

Methods: We used the Xinjiang Uygur Autonomous Region as the study area to 
investigate the impact of environmental factors on COVID-19 variation using 
a dynamic disease model. Given the special control and prevention strategies 
against COVID-19  in Xinjiang, the focus was on social and environmental 
factors, including population mobility, quarantine rates, and return rates. The 
model performance was evaluated using the statistical metrics of correlation 
coefficient (CC), normalized absolute error (NAE), root mean square error 
(RMSE), and distance between the simulation and observation (DISO) indices. 
Scenario analyses of COVID-19 in Xinjiang encompassed three aspects: different 
population mobilities, quarantine rates, and return rates.

Results: The results suggest that the established dynamic disease model can 
accurately simulate and predict COVID-19 variations with high accuracy. This 
model had a CC value of 0.96 and a DISO value of less than 0.35. According to the 
scenario analysis results, population mobilities have a large impact on COVID-19 
variations, with quarantine rates having a stronger impact than return rates.

Conclusion: These results provide scientific insight into the control and 
prevention of COVID-19  in Xinjiang, considering the influence of social and 
environmental factors on COVID-19 variation. The control and prevention 
strategies for COVID-19 examined in this study may also be  useful for the 
control of other infectious diseases, especially in low-income regions that are 
bordered by many countries.
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1 Introduction

The coronavirus disease (COVID-19) pandemic, caused by severe 
acute respiratory syndrome coronavirus 2 (SARS-CoV-2), has been a 
global public health problem since 2020 and has changed all aspects 
of society and natural ecosystems. As of August 30, 2023, more than 
770 million confirmed cases and more than 6.95 million deaths due 
to COVID-19 were reported, according to the World Health 
Organization.1 The pandemic has adversely affected regional and 
global economic growth, and post-COVID-19 economic recovery has 
been slow (1–3). Global levels of nitrous oxide and wetland methane 
have changed during the COVID-19 lockdown (4–6). Moreover, the 
COVID-19 pandemic is likely to alter the world order (7).

To control the COVID-19 pandemic, numerous measures have 
been employed in the last 3 years, such as non-pharmaceutical 
interventions (NPIs) (e.g., lockdown, limiting public gatherings, 
physical distancing, and quarantine) and universal mass vaccination 
(8–11). Accurate simulation and prediction of COVID-19 using 
mathematical models can provide scientific guidance for the 
application of reasonable interventions (12–16). Future variations in 
the COVID-19 pandemic in 88 countries have been explored using 
the innovation method of Yi Hua Jie Mu based on the Koppen–Geiger 
climate classification (17).

Highly accurate simulation and prediction of COVID-19 have 
been performed using the distance between indices of simulation and 
observation (DISO) (18, 19) in Guangzhou, mainland China, and 
Kazakhstan using dynamic epidemic models (20–24). Cross-border 
transmission of COVID-19 can have more adverse effects in 
undeveloped regions (e.g., Xinjiang) than in developed areas. Xinjiang 
has the largest area among all provinces in China and borders eight 
countries. With the development of the One Belt and One Road, the 
movement of people between Xinjiang and other countries has 
increased, complicating the control of COVID-19. Thus, the 
simulation and prediction of COVID-19 based on mathematical 
models will play a key role in the precise control and prevention of this 
pandemic and provide important insights for the prevention and 
control of other infectious diseases in the future.

Therefore, in this study, we focused on Xinjiang using a dynamic 
epidemic model to simulate and predict COVID-19 pandemic 
variations and project dynamic changes under different scenarios. In 
the second section below, a dynamic epidemic model is established 
according to COVID-19 variations in Xinjiang, and different scenarios 
are set based on different population mobilities and quarantine 
measures. The simulation and prediction results are displayed in the 
third section. Moreover, to investigate the dynamic variations of 
COVID-19 in Xinjiang that are sensitive to key parameters, we set 
different scenarios, and a brief conclusion is provided in the 
last section.

1 https://covid19.who.int/

2 Constructing a 
susceptible-exposed- 
asymptomatic-infectious-recovered 
epidemic model of COVID-19 in 
Xinjiang

Xinjiang has experienced three waves of COVID-19 since 2019. 
The dynamic zero COVID-19 strategy, which has been employed 
throughout the pandemic, has been effective in protecting the local 
population. Given the COVID-19 variations in Xinjiang, a dynamic 
epidemic model was constructed as follows:

The population was divided into five groups: susceptible (S), 
exposed (E), asymptomatic (A), symptomatic (I), and recovered (R). 
Considering quarantine measures, the corresponding quarantined 
populations were defined as quarantined susceptible populations (Sq), 
quarantined exposed populations (Eq), quarantined asymptomatic 
populations (Aq), and quarantined symptomatic populations (Iq). K 
is the output population at time t and Λ denotes the input population 
at time t. COVID-19 has a bilinear incidence rate, with β1 for the 
unquarantined population and β2 for the quarantined population; a 
is the fraction of the transmission rate for E, and b is the fraction of 
transmission rate for A. δ1 and δ2 are the transmission rates from E to 
A and I, respectively. Γ1 and γ2 are the recovery rates for A and I, 
respectively. Qi (i = 1, 2, 3, 4) is the quarantine rate of S, E, A, and I 
populations, respectively, and pi (i = 1, 2, 3, 4) is the release rate of Sq, 
Eq, Aq, and Iq populations, respectively. Details of the other parameters 
of the dynamic SEAIR model are provided in Table 1. A flowchart of 
the dynamic variations of COVID-19  in Xinjiang is shown in 
Figure 1. The corresponding dynamic SEAIR epidemic model was 
constructed, as shown in the model (2.1).

After constructing the SEAIR model, the parameters in Table 1 
were established by the least-squares method using COVID-19 data 
from Xinjiang from August 6 to September 27, 2022 (data from 
National Health Commission of the People’s Republic of China; http://
www.nhc.gov.cn/). Using the established parameters, the cumulative 
cases, cumulative asymptomatic cases, daily new cases, and daily new 
asymptomatic cases will be simulated in the next section. To quantify 
the simulation performance of the model (2.1), some statistical 
metrics were employed (21), including the correlation coefficient 
(CC), absolute error (AE), root mean square error (RMSE), and DISO 
(18, 19, 23). They are expressed as follows:
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TABLE 1 Parameter estimations of the SEAIR model for COVID-19 in Xinjiang.

Parameter Definitions Estimated value Source

β1 Transmission incidence rate of unquarantined 

individuals

4.95 × 10−8 Estimated

β2 Transmission incidence rate of quarantined individuals 3.14 × 10−9 Estimated

a The fraction of transmission incidence rate for E class 0.4 Assumed

b The fraction of transmission incidence rate for A class 0.95 Assumed

δ1 Transmission rate of individuals from E class to A class 0.29 Estimated

δ2 Transmission rate of individuals from E class to I class 0.0082 Estimated

γ1 The recovery rate of asymptomatic class 1/4 Assumed

γ2 The recovery rate of symptomatic class 1/14 Assumed

q1 Quarantined rate of S class 0.15 Estimated

q2 Quarantined rate of E-class 0.15 Estimated

q3 Quarantined rate of A-class 0.22 Estimated

q4 Quarantined rate of I class 0.26 Estimated

p1 The return rate of Sq class 0.015 Estimated

p2 The return rate of Eq class 0.01 Estimated

p3 The return rate of Aq class 0.01 Estimated

p4 The return rate of Iq class 0.001 Estimated

K The Output population at time t - Estimated

Λ The Iutput population at time t - Estimated

Initial values Definitions Estimated value Source

N(0) Initial total population 2.589 × 107 Data

S(0) Initial susceptible population 1.5 × 107 Estimated

E(0) Initial exposed population 300 Estimated

A(0) Initial asymptomatic population 600 Estimated

I(0) Initial symptomatic population 5 Estimated

Sq(0) Initial quarantined susceptible population 1.0887 × 107 Estimated

Eq(0) Initial quarantined exposed population 180 Estimated

Aq(0) Initial quarantined asymptomatic population 300 Estimated

Iq(0) Initial quarantined symptomatic population 4 Estimated

R(0) Initial recovered population 1,005 Data

FIGURE 1

Flowchart of the SEAIR model for coronavirus disease (COVID-19) in Xinjiang. SEAIR, Susceptible-exposed-asymptomatic-infectious-recovered.

https://doi.org/10.3389/fpubh.2024.1297007
https://www.frontiersin.org/journals/public-health
https://www.frontiersin.org


Fu et al. 10.3389/fpubh.2024.1297007

Frontiers in Public Health 04 frontiersin.org

where ai and bi (i  = 1, 2, …, n) represent the observed and 
simulated data, respectively. NAE and NRMSE are normalized by the 
average values of the observed time series.
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(2.1)

To investigate the dynamic variations of COVID-19 in Xinjiang that 
are sensitive to key parameters, we set different scenarios with different 
population mobilities, quarantine rates, and return rates. All the simulations 
and predictions were obtained by the Mathematica 9.0 software.

3 Results

In this section, the COVID-19 variations in Xinjiang were 
simulated and predicted using model (2.1). Simulation and 

prediction accuracies were quantified using CC, AE, RMSE, and 
DISO. Different scenario analyses were performed to 
investigate the sensitivities of COVID-19 variations to 
key parameters.

3.1 Simulation and prediction of 
COVID-19 in Xinjiang based on model (2.1)

The COVID-19 variations were simulated and predicted based 
on model (2.1) and the parameters in Table  1, as shown in 
Figures  2, 3. The model (2.1) captures the cumulative case 
variations and cumulative asymptomatic case variations well 
(Figure 2). The CC values for the simulated cumulative cases and 
simulated cumulative asymptomatic cases against the OBS were 
both 0.9988 (Table  2). The simulated results overestimated the 
OBS, with RE values of 0.0339 and 0.0520, respectively. The RMSE 
values were 0.0295 and 0.0314, respectively, and DISO values were 
0.0449 and 0.0607, respectively.

For the simulated daily new cases and simulated daily new 
asymptomatic cases, model (2.1) captured the observed daily new 
cases and observed daily new asymptomatic case variations, with 
underestimation of the peak values and slight overestimation of 
the smallest values (Figure 3). The simulated results of the daily 
new cases and daily new asymptomatic cases had lower accuracy 
than the simulated cumulative cases and cumulative asymptomatic 
cases (Table 2). The CC values for the simulated daily new cases 
and simulated daily new asymptomatic cases against the OBS were 
0.9610 and 0.9589, respectively (Table 2), while RMSE values were 
0.3180 and 0.3376, respectively. The corresponding DISO values, 
which were used to examine the overall performance of model 
(2.1), were 0.3204 and 0.3420.

3.2 Scenario analysis of COVID-19 in 
Xinjiang with different key parameters

Given that the transmission of infectious diseases is generally 
influenced by some key factors (24), the impact of these key 
parameters in the model (2.1) on the dynamic variations of 
COVID-19 in Xinjiang should be investigated. In this section, scenario 
analyses of COVID-19 in Xinjiang comprise three aspects: different 
population mobilities, quarantine rates, and return rates. For 
comparison with the scenario results, the COVID-19 variations with 
the established parameters in Section 3.1 are defined as the 
baseline results.

3.2.1 Scenario analyses of COVID-19 in Xinjiang 
with different population mobilities

In this section, we  identify the impacts of the input 
population Λ and output population K on the COVID-19 
variations in Xinjiang. The size of the population is controlled 
by changing the numbers of Λ and K, that is, the 
percentage parameter values (μ and ω) of different populations 
are changed.

For the changed numbers of the input population Λ and output 
population K, the scenarios are set as follows: (1) fix the input 
population Λ number and change (i.e., increasing and decreasing) the 
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output population K number; (2) fix the output population K number 
and change (i.e., increasing and decreasing) the output population 
Λ number.

By increasing the number of Λ and fixing the number of K, 
the local maximum daily new cases increase and the 
corresponding time is delayed compared to the baseline. 

FIGURE 3

Simulation and prediction results of the daily new cases (A) and daily new asymptomatic cases (B) of coronavirus disease (COVID-19) in Xinjiang from 
August 6 to September 28, 2022.

TABLE 2 Evaluation results of the simulation and prediction of daily new confirmed cases and cumulative confirmed COVID-19 cases in Xinjiang.

Case CC Name RMSE DISO

Cumulative 0.9988 0.0339 0.0295 0.0450

Cumulative asymptomatic cases 0.9988 0.0520 0.0314 0.0607

Daily new cases 0.9610 0.0060 0.3180 0.3204

Daily new asymptomatic cases 0.9589 0.0363 0.3376 0.3420

CC, Correlation coefficient; COVID-19, Coronavirus disease; DISO, Distance between the simulation and observation; NAE, Normalized absolute error; and RMSE, Root mean square error.

FIGURE 2

Simulation and prediction results of the cumulative cases (A) and cumulative asymptomatic cases (B) of coronavirus disease (COVID-19) in Xinjiang 
from August 6 to September 28, 2022.
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Moreover, the number of daily new cases increases with time 
(Figure  4). When Λ is decreased and K is fixed, the local 
maximum daily new cases reduce at an earlier time than that for 
the baseline. Over time, a further decrease in the number of daily 
new cases is observed.

When the number of Λ is fixed at baseline and the K number 
is increased, the local maximum daily new cases are reduced at an 
earlier time. Moreover, the degree of decrease in the daily new 
cases is larger than when the number of Λ is decreased and the 
number of K is fixed (Figure 4). When the number of Λ is fixed 
and that of K decreases, the daily new cases increase compared to 
the baseline, which indicates that the higher the population 
number, the higher the number of infected cases.

3.2.2 Scenario analysis of COVID-19 in Xinjiang 
with different percentage rates of Λ and K for 
different populations

During the COVID-19 pandemic, population mobility increases 
when the exposed population E is added, including the asymptomatic 
population. Therefore, the percentages of different populations in the 
input population Λ and output population K have serious impacts on 
COVID-19 transmission. In this section, μi (i = 1, 2, 3, 4) and ωi (i = 1, 
2, 3, 4) represent the percentage rates of S, E, A, and I for Λ and K, 
respectively. Assuming Λ = 20,000 and K = 12,000 at baseline, when 
the percentage values of different populations for K are fixed, changing 
the percentage μ and ω values results in the variation of daily new 
cases (Figure 5). Figure 5A shows the variations in daily new cases, 

FIGURE 4

Scenario analyses of daily new cases with different input and output population numbers (A), fixed the input population Λ number and changing the 
output population K number;fixed the output population K number and changing the output population Λ number (B).

FIGURE 5

Scenario analyses of daily new cases of coronavirus disease (COVID-19) with different percentage parameters μ and ω values (B). In (A), the baseline 

with 1 1 5
2iµ = − =∑ μi = 0.9488, μ2 = 0.05, μ3 = 0.001, μ4 = 0.0001, μ5 = 0.0001; In (B), the baseline with same values as in (A), but for ω.
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with the percentage parameter μ larger than the baseline. When the 
percentage rates μi (i = 2, 3, 4) of E, A, and I for Λ are increased, the 
daily new cases also increase compared to baseline.

Among μ2, μ3, and μ4, the percentage μ2 of E has the largest impact 
on COVID-19 transmission. A larger percentage μ2 of Λ can result in 
a larger infected population. When the percentage values of different 
populations for Λ are fixed and ωi (i = 2, 3, 4) are decreased, the daily 
new cases increase compared to baseline (Figure 5B). In addition, the 
percentage of the exposed population E is suggested to have the largest 
impact compared with the percentage of the other populations.

3.2.3 Scenario analysis of COVID-19 in Xinjiang 
with different quarantined rates

In the past 3 years, the dynamic zero COVID-19 strategy has been 
employed in Xinjiang to prevent and control COVID-19. Therefore, 
adjusting quarantine strategies has a significant impact on COVID-19 
transmission. In this section, different scenarios are explored by 
adjusting the strength of the quarantine strategy compared to the 
baseline, assuming no input or output populations.

Adjusting quarantine rates can change the peak values and peak 
value times, as shown in Figure 6. In particular, when the quarantine 
rates decrease, the peak values reduce and are reached earlier than the 
baseline (Figure 6A). When the quarantine rates are increased, the 
peak values also increase, and the peak value times are delayed more 
than the baseline (Figure 6B). Moreover, the impacts of quarantine on 
S and A are greater than those on E and I, indicating that quarantine 
is more effective for S and A than for E and I.

3.2.4 Scenario analysis of COVID-19 in Xinjiang 
with different return rates

Given the dynamic zero COVID-19 strategy, the quarantine 
strategy is adjusted, allowing the quarantined population to return to 
the non-quarantined population. Therefore, we set different return 
rates to explore their impact on COVID-19 transmission with 
non-population mobility. Figure 7 shows that return rate variations 
have a weak impact on disease transmission, with small changes in the 

peak values of daily new cases. Compared with the quarantine rates, 
the influence of the return rates was smaller (Figures 6, 7).

4 Discussion

During the past years, how the environmental factors (i.e., mainly 
including natural factors and social factors) impacting the COVID-19 
variations has obtained lots of attention. For the natural factors (e.g., 
climate factors), our previous work suggested that temperate and cold 
climate regions had a larger transmission rate than arid and tropical 
climate regions (17). The daily death counts of COVID-19 were 
negatively influenced by the absolute humidity (25). For the social 
factors, the large total population number with high population 
density can cause large infected cases of COVID-19 in large cities (26). 
To boost vaccine effectiveness, infection control measures can 
minimize the COVID-19 infection for the at-risk populations (27).

Many factors have a significant impact on the incidence, 
transmission, and outbreak of human infectious diseases. The One 
Health concept seeks to integrate all the elements of environmental, 
animal, and human health and track the entire disease process from 
incidence to extinction. Environmental, animal, and human health 
interact closely and influence disease occurrence.

Generally, environmental factors include natural (e.g., temperature, 
precipitation, and wind) and social environmental elements (e.g., 
population mobility, population density, and government measures). As 
a zoonotic disease, the outbreak and transmission of COVID-19 are 
influenced closely by environmental and animal factors (6, 16, 17). 
Understanding the impact of environmental factors on COVID-19 plays 
a key role in controlling and preventing its transmission. The NPIs 
employed by the government and local population comprise adjustments 
to social and environmental factors.

Numerous studies have focused on the influence of social and 
environmental factors on COVID-19 (9–11, 15). The roadmap policy 
can successfully offset the increased transmission resulting from the 
lifting of NPIs (11). The early detection and isolation of cases 

FIGURE 6

Scenario analysis of daily new cases with different quarantined rates, rates decrease (A), and rates increse (B).
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prevented more infections than travel restrictions and contact 
reduction, and the combination of NPIs achieved the strongest and 
most rapid effect (9). This study suggests that strict management of 
population movement plays a significant role in reducing the risk of 
COVID-19 transmission, which is consistent with our previous results 
(21, 22). However, Walker et al. (3) pointed out that increasing the 
income of low- and middle-income countries should be  a global 
priority for controlling and preventing disease transmission.

In model (2.1), most parameters are estimated by the least square 
method using the limited real-world data, which may result in some 
uncertainties about the simulation and prediction results. However, 
the limited real-world data are restricted by the data management 
policy. Another limitation of this study is the constant value of the 
transmission incidence rate. The transmission incidence rate is mostly 
determined by the contact rate and the probability of transmission per 
contact. To address these limitations, we wish more special real-world 
data can be obtained in the future.

Other interesting topics related to COVID-19 in Xinjiang should 
be  considered. For example, the impact of vaccination on disease 
transmission, the age structure of the infected population, and multiple 
wave simulation can be explored for in-depth analysis. These topics will 
be studied in the future when the relevant datasets become available.

5 Conclusion

In this study, the impacts of major social environmental factors, 
particularly population mobility, quarantine measures, and return 
rates, on COVID-19 in Xinjiang have been analyzed comprehensively 
using a dynamic epidemic model.

The major conclusions are as follows:

 1 The established dynamic SEAIR model can capture COVID-19 
variations in Xinjiang with high accuracy. The SEAIR model 
weakly overestimates cumulative and new daily cases, with an 
AE of approximately zero. The CC values between the OBS 
and simulated data were greater than 0.95. The DISO values 

were smaller than 0.5, indicating the high overall performance 
of the model.

 2 For population mobility, when the input population Λ is 
increased with the output population K fixed, the infected 
population increases, and the disease transmission is 
strengthened. When the output population K is decreased with 
the input population Λ fixed, the infected population also 
increases. These findings suggest that decreasing the input 
population and increasing the output population are useful for 
controlling disease transmission.

 3 The percentages of different populations in the input and 
output populations play important roles in controlling and 
preventing diseases. Decreasing the percentages of S and E in 
the input population can reduce the infected population.

 4 When there is no external population mobility, quarantine 
measures, especially for susceptible and asymptomatic 
populations, have a large impact on disease transmission. In 
other words, the return rates of different populations have 
similar impacts on disease transmission as quarantine rates do.

The above analyses comprehensively explored the impact of major 
social and environmental factors on disease transmission. These results 
provide insight into the control and prevention of COVID-19 in Xinjiang 
and can be useful in managing outbreaks of other infectious diseases.

Data availability statement

The original contributions presented in the study are included in 
the article/supplementary material; further inquiries can be directed 
to the corresponding author.

Author contributions

RF: Conceptualization, Writing – original draft, Writing – review 
& editing. WL: Conceptualization, Visualization, Writing – review & 

FIGURE 7

Scenario analysis of daily new cases with different return rates, rates decrease (A), and rates increase (B).

https://doi.org/10.3389/fpubh.2024.1297007
https://www.frontiersin.org/journals/public-health
https://www.frontiersin.org


Fu et al. 10.3389/fpubh.2024.1297007

Frontiers in Public Health 09 frontiersin.org

editing. SW: Data curation, Writing – original draft. JZ: Data curation, 
Investigation, Writing – original draft. QC: Data curation, Writing – 
original draft. ZH: Writing – original draft, Writing – review & 
editing. LZ: Conceptualization, Data curation, Investigation, Writing 
– original draft, Writing – review & editing. FW: Writing – original 
draft, Writing – review & editing.

Funding

The author(s) declare financial support was received for the 
research, authorship, and/or publication of this article. This study 
was supported by the Key Research and Development Plan Project 
of the Xinjiang Uyghur Autonomous Region (Grant no. 
2021B03003-1).

Conflict of interest

The authors declare that the research was conducted in the 
absence of any commercial or financial relationships that could 
be construed as a potential conflict of interest.

Publisher’s note

All claims expressed in this article are solely those of the 
authors and do not necessarily represent those of their affiliated 
organizations, or those of the publisher, the editors and the 
reviewers. Any product that may be evaluated in this article, or 
claim that may be made by its manufacturer, is not guaranteed or 
endorsed by the publisher.

 

References
 1. Hsu CC, Chau KY, Chien F. Natural resource volatility and financial development 

during Covid-19: implications for economic recovery. Res Policy. (2023) 81:103343. doi: 
10.1016/j.resourpol.2023.103343

 2. Nicola M, Alsafi Z, Sohrabi C, Kerwan A, Al-Jabir A, Iosifidis C, et al. The socio-
economic implications of the coronavirus pandemic (Covid-19): a review. Int J Surg. 
(2020) 78:185–93. doi: 10.1016/j.ijsu.2020.04.018

 3. Walker PGT, Whittaker C, Watson OJ, Baguelin M, Winskill P, Hamlet A, 
et al. The impact of COVID-19 and strategies for mitigation and suppression in 
low- and middle-income countries. Science. (2020) 369:413–22. doi: 10.1126/
science.abc0035

 4. Cooper MJ, Martin RV, Hammer MS, Levelt PF, Veefkind P, Lamsal LN, et al. Global 
fine-scale changes in ambient no2 during COVID-19 lockdowns. Nature. (2022) 
601:380–7. doi: 10.1038/s41586-021-04229-0

 5. Peng S, Lin X, Thompson RL, Xi Y, Liu G, Hauglustaine D, et al. Wetland emission 
and atmospheric sink changes explain methane growth in 2020. Nature. (2022) 
612:477–82. doi: 10.1038/s41586-022-05447-w

 6. Baker RE, Yang W, Vecchi GA, Metcalf CJE, Grenfell BT. Assessing the influence of 
climate on wintertime sars-cov-2 outbreaks. Nat Commun. (2021) 12:846. doi: 10.1038/
s41467-021-20991-1

 7. Gössling S, Scott D, Hall CM. Pandemics, tourism, and global change: a rapid 
assessment of Covid-19. J Sustain Tour. (2021) 29:1–20. doi: 
10.1080/09669582.2020.1758708

 8. Hsiang S, Allen D, Annan-Phan S, Bell K, Bolliger I, Chong T, et al. The effect of 
large-scale anti-contagion policies on the Covid-19 pandemic. Nature. (2020) 584:262–7. 
doi: 10.1038/s41586-020-2404-8

 9. Lai S, Ruktanonchai NW, Zhou L, Prosper O, Luo W, Floyd JR, et al. Effect of non-
pharmaceutical interventions to contain COVID-19 in China. Nature. (2020) 585:410–3. 
doi: 10.1038/s41586-020-2293-x

 10. Brauner JM, Mindermann S, Sharma M, Johnston D, Salvatier J, Gavenčiak T, et al. 
Inferring the effectiveness of government interventions against Covid-19. Science. (2021) 
371:eabd9338. doi: 10.1126/science.abd9338

 11. Sonabend R, Whittles LK, Imai N, Perez-Guzman PN, Knock ES, Rawson T, et al. 
Non-pharmaceutical interventions, vaccination, and the sars-cov-2 delta variant in 
England: a mathematical modeling study. Lancet. (2021) 398:1825–35. doi: 10.1016/
S0140-6736(21)02276-5

 12. Chinazzi M, Davis JT, Ajelli M, Gioannini C, Litvinova M, Merler S, et al. The 
effect of travel restrictions on the spread of the 2019 novel coronavirus (Covid-19) 
outbreak. Science. (2020) 368:395–400. doi: 10.1126/science.aba9757

 13. Giordano G, Blanchini F, Bruno R, Colaneri P, Di Filippo A, Di Matteo A, et al. 
Modeling the Covid-19 epidemic and implementation of population-wide interventions 
in Italy. Nat Med. (2020) 26:855–60. doi: 10.1038/s41591-020-0883-7

 14. Kissler SM, Tedijanto C, Goldstein E, Grad YH, Lipsitch M. Projecting the 
transmission dynamics of sars-cov-2 through the post-pandemic period. Science. (2020) 
368:860–8. doi: 10.1126/science.abb5793

 15. He D, Lin L, Artzy-Randrup Y, Demirhan H, Cowling BJ, Stone L. Resolving the 
enigma of Iquitos and Manaus: a modeling analysis of multiple Covid-19 epidemic 
waves in two Amazonian cities. Proc Natl Acad Sci USA. (2023) 120:e2211422120. doi: 
10.1073/pnas.2211422120

 16. Hale VL, Dennis PM, McBride DS, Nolting JM, Madden C, Huey D, et al. Sars-
cov-2 infection in free-ranging white-tailed deer. Nature. (2022) 602:481–6. doi: 
10.1038/s41586-021-04353-x

 17. Wang X, Yin G, Hu Z, He D, Cui Q, Feng X, et al. Dynamical variations of the 
global COVID-19 pandemic based on a SEICR disease model: a new approach of Yi Hua 
Jie Mu. GeoHealth. (2021) 5:e2021. doi: 10.1029/2021GH000455

 18. Hu Z, Chen D, Chen X, Zhou Q, Peng Y, Li J, et al. Cchz-diso: a timely new 
assessment system for data quality or model performance from da dao zhi jian. Geophys 
Res Lett. (2022) 49:e2022. doi: 10.1029/2022GL100681

 19. Hu Z, Chen X, Zhou Q, Chen D, Li J. Diso: a rethink of Taylor diagram. Int J 
Climatol. (2019) 39:2825–32. doi: 10.1002/joc.5972

 20. Cui Q, Hu Z, Li Y, Han J, Teng Z, Qian J. Dynamic variations of the Covid-19 
disease at different quarantine strategies in Wuhan and mainland China. J Infect Public 
Health. (2020) 13:849–55. doi: 10.1016/j.jiph.2020.05.014

 21. Cui Q, Shi Z, Li S, Yimamaidi D, Hu B, Zhang Z, et al. (2022). Dynamical variations 
of the COVID-19 with the SARS-CoV-2 omicron of Kazakhstan and Pakistan. Research 
Square [Preprint]. doi: 10.21203/rs.3.rs-2357824/v1

 22. Hu Z, Cui Q, Han J, Wang X, Sha WEI, Teng Z. Evaluation and prediction of the 
Covid-19 variations at different input population and quarantine strategies, a case study in 
Guangdong province, China. Int J Infect Dis. (2020) 95:231–40. doi: 10.1016/j.ijid.2020.04.010

 23. Zhou Q, Chen D, Hu Z, Chen X. Decompositions of Taylor diagram and disco 
performance criteria. Int J Climatol. (2021) 41:5726–32. doi: 10.1002/joc.7149

 24. Hu Z, Teng Z, Jiang H. Stability analysis in a class of discrete sirs epidemic models. 
Nonlinear Anal Real World Appl. (2012) 13:2017–33. doi: 10.1016/j.nonrwa.2011.12.024

 25. Ma Y, Zhao Y, Liu J, He X, Wang B, Fu S, et al. Effects of temperature variation and 
humidity on the death of COVID-19  in Wuhan, China. Sci Total Environ. (2020) 
724:138226. doi: 10.1016/j.scitotenv.2020.138226

 26. Ni X, Sun B, Hu Z. Dynamic variations in and prediction of COVID-19 with 
omicron in the four first-tier cities of mainland China, Hong Kong, and Singapore. Front 
Public Health. (2023) 11:1228564. doi: 10.3389/fpubh.2023.1228564

 27. Antonelli M, Penfold R, Merino J, Sudre CH, Molteni E, Berry S, et al. Risk factors 
and disease profile of post-vaccination SARS-CoV-2 infection in UK users of the 
COVID symptom study app: a prospective, community-based, nested, case-control 
study. Lancet Infect Dis. (2022) 22:43–55. doi: 10.1016/S1473-3099(21)00460-6

https://doi.org/10.3389/fpubh.2024.1297007
https://www.frontiersin.org/journals/public-health
https://www.frontiersin.org
https://doi.org/10.1016/j.resourpol.2023.103343
https://doi.org/10.1016/j.ijsu.2020.04.018
https://doi.org/10.1126/science.abc0035
https://doi.org/10.1126/science.abc0035
https://doi.org/10.1038/s41586-021-04229-0
https://doi.org/10.1038/s41586-022-05447-w
https://doi.org/10.1038/s41467-021-20991-1
https://doi.org/10.1038/s41467-021-20991-1
https://doi.org/10.1080/09669582.2020.1758708
https://doi.org/10.1038/s41586-020-2404-8
https://doi.org/10.1038/s41586-020-2293-x
https://doi.org/10.1126/science.abd9338
https://doi.org/10.1016/S0140-6736(21)02276-5
https://doi.org/10.1016/S0140-6736(21)02276-5
https://doi.org/10.1126/science.aba9757
https://doi.org/10.1038/s41591-020-0883-7
https://doi.org/10.1126/science.abb5793
https://doi.org/10.1073/pnas.2211422120
https://doi.org/10.1038/s41586-021-04353-x
https://doi.org/10.1029/2021GH000455
https://doi.org/10.1029/2022GL100681
https://doi.org/10.1002/joc.5972
https://doi.org/10.1016/j.jiph.2020.05.014
https://doi.org/10.21203/rs.3.rs-2357824/v1
https://doi.org/10.1016/j.ijid.2020.04.010
https://doi.org/10.1002/joc.7149
https://doi.org/10.1016/j.nonrwa.2011.12.024
https://doi.org/10.1016/j.scitotenv.2020.138226
https://doi.org/10.3389/fpubh.2023.1228564
https://doi.org/10.1016/S1473-3099(21)00460-6

	Scenario analysis of COVID-19 dynamical variations by different social environmental factors: a case study in Xinjiang
	1 Introduction
	2 Constructing a susceptible-exposed- asymptomatic-infectious-recovered epidemic model of COVID-19 in Xinjiang
	3 Results
	3.1 Simulation and prediction of COVID-19 in Xinjiang based on model (2.1)
	3.2 Scenario analysis of COVID-19 in Xinjiang with different key parameters
	3.2.1 Scenario analyses of COVID-19 in Xinjiang with different population mobilities
	3.2.2 Scenario analysis of COVID-19 in Xinjiang with different percentage rates of Λ and K for different populations
	3.2.3 Scenario analysis of COVID-19 in Xinjiang with different quarantined rates
	3.2.4 Scenario analysis of COVID-19 in Xinjiang with different return rates

	4 Discussion
	5 Conclusion
	Data availability statement
	Author contributions

	References

