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Editorial on the Research Topic

Legume root diseases
Legume crop development is a major challenge worldwide for sustainable agriculture

and food security. In particular, legume root diseases are economically important, affecting

large areas of crop production in many countries worldwide. Root rots, caused by

Aphanomyces euteiches, Rhizoctonia solani, Fusarium species, and wilts, caused by

several formae speciales of Fusarium oxysporum, are some of the most destructive soil-

borne diseases of cultivated legumes including pea, chickpea, lentil, soybean, bean, faba

bean, lupin, and alfalfa. A number of control strategies have been developed including

resistance breeding, cultural practices and chemical control. However, root diseases

management remains challenging, especially due to difficult accessibility to the soil

horizon and implementation of most control methods has been hard to achieve or

resulted in incomplete protection. Collaborative and multidisciplinary research is needed

to develop effective integrated control strategies against these diseases.

International Workshop meetings were initiated on legume root diseases, with the first

held in 2002 in Rennes, France. As the community interest in this topic has grown, the

meetings have performed an important role in the international promotion and discussion

of results on the research and scientific achievements in this field. They have also been

important in supporting the scientific community and helping breeders and stakeholders

with funding applications and partnerships. The eighth International Legume Root

Diseases (ILRD8) workshop was held online on August 23-26, 2022 (https://

workshop.inrae.fr/ilrd8/) and gathered nearly 100 scientists from different continents of

the world. The workshop provided the opportunity to develop this Frontiers Research

Topic bringing together a collection of the latest quality articles that report on recent

advances in research on legume root diseases. Manuscripts of this Research Topic address

the various areas of legume root diseases research, including disease survey, pathogen

identification and diversity (four articles), disease resistance and breeding (four articles),

plant-pathogen-microbe interactions (three articles) and integrated disease management

(five articles).

Root disease survey, pathogen identification and diversity were reported on faba bean,

chickpea and pea. In China, Long et al. first reported black root rot on faba bean caused by

Berkeleyomyces rouxiae. These authors confirmed and expanded the broad host range of B.

rouxiae in legumes and identified moderately resistant faba bean cultivars. In a survey
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undertaken across Germany from 2016-2019, Šisǐć et al. identified

significantly higher frequencies of Fusarium redolens and Didymella

pinodella in roots of faba bean from organic fields compared with

conventional fields, and lower frequencies of F. avenaceum, F.

tricinctum and F. culmorum. These differences in frequency of

isolation of several species were linked to the presence of legumes

in organic field rotations compared to their absence in conventional

fields. In a two year-survey in Saskatchewan, Canada, Armstrong-

Cho et al. identified prevalence of Fusarium species, including F.

redolens, F. solani and F. avenaceum obtained by root isolations and

molecular tests, associated with root rot of chickpea. Isolates of F.

avenaceum were the most aggressive of the Fusarium isolates

identified on chickpea. In France and in the United States,

Moussart et al. characterized pathotypes of pea-infecting isolates

of Aphanomyces euteiches recovered from pea breeding nurseries.

The authors identified a reduced virulence diversity and a higher vs.

lower aggressiveness on pea vs. Medicago truncatula of French

isolates compared to American isolates, suggesting the role of

legume crop history as a driver of pathogen population evolution.

Studies on disease resistance and breeding for root diseases were

addressed on chickpea, pea and Medicago spp. Bithell et al. showed

that Phytophthora medicaginis soil DNA concentrations, as a

parameter for quantifying pathogen proliferation, was correlated

to disease severity and yield loss and thus could be used to screen for

partial resistance in chickpea. In pea, Kälin et al. analyzed the level

of partial resistance to Aphanomyces euteiches from the landrace PI

180693 in back-crossed pea breeding lines. They identified

variability in pea responses to Aphanomyces euteiches isolates in

controlled condition tests, that depended on their virulence levels.

They reported that partial resistance could to be less effective

towards root rot caused by Phytophthora pisi in field assays.

Leprévost et al. provided a meta-analysis of the diversity of

Quantitative Trait Loci (QTL) for resistance to Aphanomyces

euteiches in different sources of resistance in pea, by integrating a

novel QTL mapping study in two advanced backcross populations

with previous QTL analyses and genome-wide association study

(GWAS). The authors identified ten consistent genetic regions and

a diversity of resistance haplotypes in new sources of resistance

which will be helpful to support breeding efforts for resistant pea

varieties. In a Medicago truncatula collection, Fartash et al.

identified by GWAS new genetic loci associated with resistance

towards an Iranian strain of Verticillium alfalfae adapted to higher

temperature (25°C), compared to loci identified previously with

another strain adapted to lower temperature (20°C). The authors

suggested that a simple shift in temperature combined with a new

pathogen strain could change the architecture of genetic control of

resistance to the pathogen.

Research advances on plant-pathogen-microbe interactions

were also reported in this Research Topic with a special

application to legume-Aphanomyces euteiches interactions. Fortier

et al. reviewed the role of the root border cells in plant root defense

against soilborne pathogens, with a focus on root rot disease caused

by Aphanomyces euteiches. The root extracellular trap, a thick

mucilage layer at the interface between the soil and the root, was

reported to be enriched in antimicrobial compounds including

defense-related proteins, secondary metabolites and glycan-
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containing molecules. In vitro assays showed that arabinogalactan

proteins isolated from pea root cap and border cells were able to

attract zoospores of Aphanomyces euteiches and inhibit subsequent

cyst germination. Kiselev et al. identified 35 active extracellular

microbial proteases using Activity Based Protein Profiling and mass

spectrometry (ABPP-MS) on apoplastic fluids isolated from pea

roots infected by Aphanomyces euteiches. These novel active

modular extracellular eukaryotic proteases are relevant targets as

potential pathogenicity factors in the Aphanomyces genus. Hashemi

et al. reported that Pythium oligandrum, a soilborne oomycete used

as a biological control agent, promoted plant growth in pea and

Medicago truncatula and protected them against infection by

Aphanomyces euteiches. P. oligandrum also activated plant

immunity in M. truncatula roots, notably upregulating genes

involved in the biosynthesis of antimicrobial compounds and

enhancing the production of phytoalexins, medicarpin and

formononetin, but it did not impair symbiotic interactions.

Integrated root disease management was reported in several

studies on pea, lentil, faba bean, bean and lucerne. For prophylactic

management, Chatterton et al. developed molecular methods for

quantifying soil inoculum to assess the risk of pea root rot in field

soil samples. A significant linear relationship was determined

between DNA concentrations of Aphanomyces euteiches measured

in soil by digital droplet PCR and quantitative PCR and oospore

inoculum concentration, although it was dependent on soil types

and other pathogens. For biological management, Hubbard et al.

examined the impacts of nitrogen fertilization and a commercial

arbuscular mycorrhizal fungal (AMF) inoculant on pea and lentil

plant health and production in three fields in Canada. The authors

identified no impact of the AMF on pea and lentil Aphanomyces

and Fusarium root rot severity. Nitrogen fertilization showed

variable effects on root rot for pea and lentil crops, depending on

field trial sites. Pisarčik et al. reported that application of the

mycoparasitic oomycete Pythium oligandrum as a biocontrol

agent, in both the autumn and intensive schedules in the field,

showed no effect on lucerne root disease score when attacked by

Fusarium and Verticillium. All these authors suggested that both

environmental and soil characteristics can affect biological

treatment efficacy substantially. For integrated disease

management, Yu et al. reviewed disease management methods for

root rots on faba bean in China, caused by multiple pathogens

among which Fusarium spp. were the most prevalent. These

methods include intercropping with non-host crops, the most

widely utilized control method, applying rational nitrogen, and

treating seeds with chemical or bio-seed treatments. Naseri and

Kakhki evaluated and modeled the effect of different cultivars,

planting dates and weed control methods on progression of

common bean growth, Rhizoctonia root rot and weed

development in a two-year trial in Iran. The authors showed that

late planting restricted Rhizoctonia root rot progress, thus

improving bean yield, and identified model parameters for

monitoring bean-disease-weed development and predicting

bean productivity.

All of these research results clearly illustrate the need and

opportunities to both deepen knowledge in targeted disciplines

and integrate them into a more comprehensive, multidisciplinary
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system, so that they translate into impactful plant protection

innovations in the field. Further communications within the

scientific community through international legume root disease

workshops, such as the ILRD9 hosted on September 18, 2023 in

Granada, Spain, and the upcoming ILRD10, will be very useful in

accelerating progress towards the development of integrated,

effective, sustainable and environment-friendly management

methods for legume root diseases worldwide.
Author contributions

M-LP-N: Writing – original draft. CC: Writing – review &

editing. CM: Writing – review & editing. SB: Writing – review

& editing.
Funding

The author(s) declare financial support was received for the

research, authorship, and/or publication of this article. We thank

Institut National de Recherche pour l’Agriculture, l’alimentation et

l’Environnement. (INRAE, France), Institut Agro Rennes-Angers

(France), United States Department of Agriculture ARIS Project

#2090-21000-037-00D (USDA, USA) and University of

Saskatchewan (Canada) for supporting our research. We are

thankful to INRAE, Departments of Biology and Plant Breeding
Frontiers in Plant Science 03
and Plant Health and Environment (France), as well as the Brittany

region (France), for financial support of the ILRD8 workshop.
Acknowledgments

We thank all the authors who have contributed to this Research

Topic and the reviewer who have provided valuable feedback to

enhance the quality of the articles. We also thank the Frontiers

teams for their support.
Conflict of interest

The authors declare that the research was conducted in the

absence of any commercial or financial relationships that could be

construed as a potential conflict of interest.
Publisher’s note

All claims expressed in this article are solely those of the authors

and do not necessarily represent those of their affiliated

organizations, or those of the publisher, the editors and the

reviewers. Any product that may be evaluated in this article, or

claim that may be made by its manufacturer, is not guaranteed or

endorsed by the publisher.
frontiersin.org

https://doi.org/10.3389/fpls.2024.1393326
https://www.frontiersin.org/journals/plant-science
https://www.frontiersin.org

	Editorial: Legume root diseases
	Author contributions
	Funding
	Acknowledgments
	Conflict of interest
	Publisher’s note



<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /PageByPage
  /Binding /Left
  /CalGrayProfile (Dot Gain 20%)
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (U.S. Web Coated \050SWOP\051 v2)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Warning
  /CompatibilityLevel 1.4
  /CompressObjects /Tags
  /CompressPages false
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages true
  /CreateJDFFile false
  /CreateJobTicket false
  /DefaultRenderingIntent /Default
  /DetectBlends true
  /DetectCurves 0.0000
  /ColorConversionStrategy /sRGB
  /DoThumbnails false
  /EmbedAllFonts true
  /EmbedOpenType false
  /ParseICCProfilesInComments true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 1048576
  /LockDistillerParams false
  /MaxSubsetPct 1
  /Optimize true
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage true
  /PreserveDICMYKValues true
  /PreserveEPSInfo true
  /PreserveFlatness false
  /PreserveHalftoneInfo false
  /PreserveOPIComments true
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts true
  /TransferFunctionInfo /Apply
  /UCRandBGInfo /Preserve
  /UsePrologue false
  /ColorSettingsFile ()
  /AlwaysEmbed [ true
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /CropColorImages false
  /ColorImageMinResolution 300
  /ColorImageMinResolutionPolicy /OK
  /DownsampleColorImages false
  /ColorImageDownsampleType /Bicubic
  /ColorImageResolution 300
  /ColorImageDepth -1
  /ColorImageMinDownsampleDepth 1
  /ColorImageDownsampleThreshold 1.50000
  /EncodeColorImages true
  /ColorImageFilter /DCTEncode
  /AutoFilterColorImages true
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.40
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /ColorImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasGrayImages false
  /CropGrayImages false
  /GrayImageMinResolution 300
  /GrayImageMinResolutionPolicy /OK
  /DownsampleGrayImages false
  /GrayImageDownsampleType /Bicubic
  /GrayImageResolution 300
  /GrayImageDepth -1
  /GrayImageMinDownsampleDepth 2
  /GrayImageDownsampleThreshold 1.50000
  /EncodeGrayImages true
  /GrayImageFilter /DCTEncode
  /AutoFilterGrayImages true
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.40
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /GrayImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasMonoImages false
  /CropMonoImages false
  /MonoImageMinResolution 1200
  /MonoImageMinResolutionPolicy /OK
  /DownsampleMonoImages false
  /MonoImageDownsampleType /Bicubic
  /MonoImageResolution 1200
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.50000
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects false
  /CheckCompliance [
    /None
  ]
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile ()
  /PDFXOutputConditionIdentifier ()
  /PDFXOutputCondition ()
  /PDFXRegistryName ()
  /PDFXTrapped /False

  /Description <<
    /ENU (T&F settings for black and white printer PDFs 20081208)
  >>
  /ExportLayers /ExportVisibleLayers
  /Namespace [
    (Adobe)
    (Common)
    (1.0)
  ]
  /OtherNamespaces [
    <<
      /AsReaderSpreads false
      /CropImagesToFrames true
      /ErrorControl /WarnAndContinue
      /FlattenerIgnoreSpreadOverrides false
      /IncludeGuidesGrids false
      /IncludeNonPrinting false
      /IncludeSlug false
      /Namespace [
        (Adobe)
        (InDesign)
        (4.0)
      ]
      /OmitPlacedBitmaps false
      /OmitPlacedEPS false
      /OmitPlacedPDF false
      /SimulateOverprint /Legacy
    >>
    <<
      /AddBleedMarks false
      /AddColorBars false
      /AddCropMarks false
      /AddPageInfo false
      /AddRegMarks false
      /BleedOffset [
        0
        0
        0
        0
      ]
      /ConvertColors /NoConversion
      /DestinationProfileName ()
      /DestinationProfileSelector /DocumentCMYK
      /Downsample16BitImages true
      /FlattenerPreset <<
        /ClipComplexRegions true
        /ConvertStrokesToOutlines false
        /ConvertTextToOutlines false
        /GradientResolution 300
        /LineArtTextResolution 1200
        /PresetName ([High Resolution])
        /PresetSelector /HighResolution
        /RasterVectorBalance 1
      >>
      /FormElements false
      /GenerateStructure true
      /IncludeBookmarks true
      /IncludeHyperlinks true
      /IncludeInteractive false
      /IncludeLayers false
      /IncludeProfiles false
      /MarksOffset 6
      /MarksWeight 0.250000
      /MultimediaHandling /UseObjectSettings
      /Namespace [
        (Adobe)
        (CreativeSuite)
        (2.0)
      ]
      /PDFXOutputIntentProfileSelector /DocumentCMYK
      /PageMarksFile /RomanDefault
      /PreserveEditing true
      /UntaggedCMYKHandling /LeaveUntagged
      /UntaggedRGBHandling /UseDocumentProfile
      /UseDocumentBleed false
    >>
    <<
      /AllowImageBreaks true
      /AllowTableBreaks true
      /ExpandPage false
      /HonorBaseURL true
      /HonorRolloverEffect false
      /IgnoreHTMLPageBreaks false
      /IncludeHeaderFooter false
      /MarginOffset [
        0
        0
        0
        0
      ]
      /MetadataAuthor ()
      /MetadataKeywords ()
      /MetadataSubject ()
      /MetadataTitle ()
      /MetricPageSize [
        0
        0
      ]
      /MetricUnit /inch
      /MobileCompatible 0
      /Namespace [
        (Adobe)
        (GoLive)
        (8.0)
      ]
      /OpenZoomToHTMLFontSize false
      /PageOrientation /Portrait
      /RemoveBackground false
      /ShrinkContent true
      /TreatColorsAs /MainMonitorColors
      /UseEmbeddedProfiles false
      /UseHTMLTitleAsMetadata true
    >>
  ]
>> setdistillerparams
<<
  /HWResolution [2400 2400]
  /PageSize [612.000 792.000]
>> setpagedevice


