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A Corrigendum on

Organization, phylogenetic marker exploitation, and gene evolution in
the plastome of Thalictrum (Ranunculaceae)

by Xiang K-L, Mao W, Peng H-W, Erst AS, Yang Y-X, He W-C and Wu Z-Q (2022) Front. Plant
Sci. 13:897843. doi: 10.3389/fpls.2022.897843.
Error in Author List

In the published article, there was an error in the author list. Authors Ying-Xue Yang,

Wen-Chuang He and Zhi-Qiang Wu did not have an indication of equal contribution.

The corrected author list appears below:
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The authors apologize for this error and state that this does not

change the scientific conclusions of the article in any way. The

original article has been updated.
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