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Introduction

Cardiac mechano-electrical feedback is the effect of cardiac muscle contraction on its
electrical activity (Quinn et al., 2014). Mechano-electrical feedback is a contour of regulation
of cardiac muscle function. Mechanical heterogeneity or mechanical ventricular
dyssynchrony of the heart is accompanied by electrical remodeling and an increase in
myocardial electrical heterogeneity (Kamkin and Iu, 2012; Jeyaraj et al., 2007). The
magnitude of mechanical load on cardiac muscle significantly affects not only the nature
of mechanical activity of cardiomyocytes, but also their electrical activity. The risk of heart
rhythm disturbances development as a reflection of total processes of myocardial electrical
excitation desynchronization in practically healthy subjects from the group of special
contingent (cosmonauts, volunteer testers) makes the study of blood proteomic
composition peculiarities relevant to regulation of myocardial repolarization and
depolarization processes. The common prevalence of atrial fibrillation in active
astronauts is ≈5%, similar to the general population but at a younger age. Risk factors
for atrial fibrillation are left atrial enlargement, increased number of premature atrial
complexes, and certain electrocardiogram parameters: P waveform duration, RMS
voltage at the last 20 ms of the P waveform with signal averaging, and P waveform amplitud.

According to Khine H.W. et al. in thirty astronauts who flew in space missions of
6 months’ duration, transient changes in the structure of the left atrium and changes in atrial
electrophysiology, which increase the risk of atrial fibrillation, were detected. However, no
definite signs of increased supraventricular arrhythmias and no detectable episodes of AF
were found (Khine et al., 2018).

It is known that subjects in the state of dry immersion (DI) register the same reactions as
astronauts in the first week on the ISS (Tomilovskaya et al., 2018). DI contributes to the
development of rapid gravitational deconditioning of the somatosensory, cardiovascular,
and other systems (Navasiolava et al., 2011; Tomilovskaya et al., 2021).

It has been noted that 7-day DI causes changes in autonomic regulation and changes in
myocardial state, which are manifested in the growth of sympathetic regulation activity,
decrease in the functional reserve of regulatory systems, decrease in systolic blood pressure
and deterioration of myocardial electrophysiological characteristics. All these shifts are signs
of adaptive restructuring of regulatory mechanisms, which leads, among other things, to a
decrease in orthostatic stability (Larina et al., 2011).
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In the experiment with 21-day DI it was shown that model
conditions sharply changed hemodynamic and baroreflex response
both at rest and during special tests (Borovik et al., 2020).

However, studies of blood proteome dynamics reflecting
myocardial electrical excitation using the DI model in women
have never been performed. Taking into account that excitation
processes are regulated by anatomically localized structures in the
atrial walls and other (see anatomy) structures, we believe that
changes in distensibility on the one hand, and in electrolyte balance
on the other hand, are reflected in the proteomic composition.

Therefore, the aim of the work was to search for the relationship
between proteome changes and some indices of myocardial
electrical excitation under conditions of 3-day DI.

Materials and methods

The experiment with female DI (NAJADA-2020) was conducted
at the Institute of Biomedical Problems of the Russian Academy of
Sciences from September 7 to 30 November 2020. Six healthy
women (age 30.17 ± 5.5 years) participated in the experiment.
Each participant had two menstrual cycles (MC) during the
study period, including the pre-immersion period and the post-
experiment follow-up period. The mean duration of MC was 28.4 ±
2.8 days. In order to unify the influence of hormonal status on the
investigated clinical-instrumental and laboratory parameters, the
start of baseline studies was timed to the first day of the second cycle.
The start of immersion in all participants was on the 7th day of the
cycle and its completion was on the 10th day.

The conducted studies were approved by the Bioethical
Commission of the Institute of Medical and Biological Problems
of the Russian Academy of Sciences (protocol No. 544 of 16 July
2020) and were in full compliance with the principles of the
1964 Helsinki Declaration of Human Rights. Each study
participant voluntarily signed an informed consent after the
potential risks, tasks, and nature of the upcoming study were
explained to her (Pastushkova et al., 2012).

Background examinations were performed on day 5 of the cycle
(2 days before immersion), and post-immersion examinations on day
12 (the second day after leaving the immersion). Thus, all blood samples
were collected during the follicular phase of the menstrual cycle.

The capillary blood (40 µL) was extracted by puncturing the
phalanx of the finger using an automatic scarifier. Sampling was
performed with an automatic micropipette with further transfer to
filter paper, which was dried and later stored at −20°C. Sample
preparation included the following steps: recovery, incubation,
trypsin inactivation, deoxycholate precipitation and extraction.

The obtained mixture of tryptic peptides was analyzed by liquid
chromatography-mass spectrometry based on a Dionex
Ultimate3000 nano HPLC system (Thermo Fisher Scientific,
USA) and a timsTOF Pro mass spectrometer (Bruker Daltonics,
USA). The mass spectrometric analysis was carried out by parallel
accumulation sequential fragmentation (PASEF) data acquisition
method. It was measured in the m/z range from 100 to 1700 Th.
Ionic mobility were in the range of 0.60–1.60 V - s/cm2. Functional
annotation of proteins was performed using the String web resource
(https://string-db.org) (Pastushkova et al., 2023).

To assess bioelectrical processes in myocardium, an
electrocardiogram (ECG) was recorded in the supine position for
5 min in 3 standard leads from the limbs, followed by analysis of
microvibrations characterizing electrophysiological properties of
myocardium by the method of dispersion mapping (ECG DC)
(Ivanov and Sula et al., 2009).

ECG was recorded and analyzed using the hardware-software
complex “Cardiovisor” (Russia). To obtain signals of low-
amplitude fluctuations of the ECG complex, several consecutive
cardiac cycles were synchronized in 30-second segments of a 5-
minute recording.

The variance characteristics were calculated for 9 groups (G1-
G9), which reflect the degree of severity and localization of
electrophysiological disturbances in the atrial and ventricular
myocardium during the phases of de- and repolarization (G1 -
right atrial depolarization, G2 - left atrial depolarization, G3 - end of
right ventricular depolarization, G4 - end of left ventricular
depolarization, G5 - right ventricular repolarization, G6 - left
ventricular repolarization, G7 - symmetry of ventricular
depolarization, G8 - intraventricular blockades, G9 - electrical
symmetry of leads).

The total value of all groups of dispersion deviations is the
integral “index of microalternations” (IM), which varies from 0% to
100%. The greater its values, the greater the deviations from the
norm. Values not exceeding 15% are considered normal. The
amplitude of microvariations of the T wave (T-tooth alternation)
was also calculated.

To analyze the data set characterizing bioelectrical processes in
the myocardium, we used the methods of cluster, discriminant and
factor analysis. The t-test (p-value <0.05) has been used to detect
significant protein concentration differences between the
experiment points. The whole calculations were performed with
the help of STATISTICA 12 statistical program package.

Results

ECG DC, in our opinion, is one of the most informative
techniques used to screen the functional state of the heart muscle
during DI. Changes in dispersion characteristics can be detected
earlier than in standard ECG analysis.

The variance mapping scores were analyzed using factor
analysis. The obtained factor loading pattern revealed the most
significant factor in the analyzed sample (describing 65% of the total
variance) - “synchrony of myocardial electrical excitation,” which
was formed by indicators with the corresponding correlation
coefficients: IM (−0.7), T-tooth alternation (−0.7) and G9 (−0.9),
reflecting synchrony of depolarization and repolarization in the
corresponding heart sections.

All dry blood spot (DBS) samples were analyzed using the
PASEF method implemented on timsTOF Pro instruments.
Altogether 1256 different proteins were identified in the samples
(Pastushkova et al., 2023). Two proteins CAN1_HUMAN and
THRB_HUMAN, significantly correlating with ECG dispersion
mapping, which reflects electrical processes in the myocardium,
were identified when analyzing the protein composition of blood
spots of volunteers (Table 1).
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Factor analysis in this study did not reveal a significant effect of
3-day dry immersion on biological processes of atrial repolarization
and depolarization.

For this purpose, an attempt was made to graphically depict the
biological relationship between calpain1 and the process of cardiac
ventricular repolarization using AndVisio software (Figure 1A)
(Ivanisenko et al., 2015). It turned out that calpain 1 through

one protein mediator angiotensin 2 regulates the process of
ventricular repolarization.

Repolarization is the phase during which the original resting
potential of the nerve cell membrane is restored after the passage of a
nerve impulse. Ventricular repolarization can be significantly altered
by many factors. In the context of this work, it is a change in the
mechanoelectrical feedback loop during thoracocranial

FIGURE 1
(A) Calpain binding via one mediator protein to the process of ventricular repolarization. (B) Connection of prothrombin protein through two
mediators (angiontensin 2 and caldesmon) with the process of ventricular repolarization Blue line – regulation, Red line-involvement, Black
line – association. (C) Directionality of calpain and prothrombin dynamics under the influence of DI. (D) Dynamics of DC ECG parameters (IM, T-tooth
alternation, G9).
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redistribution of blood and reduction of cardiac output
accompanied by myocardial structural rearrangement.

Calpains are known to be a family of cysteine proteases directly
activated by Ca2+ and regulated by the endogenous specific
inhibitor calpastatin. Among them, calpain-1 and calpain-2 are
the most abundant and well-known isoforms (Sorimachi et al.,
2011). Calpain-1 - calcium-regulated non-lysosomal thiol-
protease which catalyzes limited proteolysis of substrates involved
in cytoskeletal remodeling and signal transduction. Overexpression
of calpain-1 in cardiomyocytes leads to increased global calpain
activity and cardiac remodeling even in the absence of significant
changes in intracellular Ca2+ (Galvez et al., 2007). The calpain/
calpastatin system is involved in the development of maladaptive
hypertrophy triggered by numerous pathologic stimuli (Wang et al.,
2018; Aluja et al., 2019) and as indicated in several studies, leads to
platelet aggregation, myocardial ischemia, and ultimately heart
failure (Zatz and Starling et al., 2005; Wang et al., 2021). It was
shown that in ventricular cardiomyocytes of newborn rats
angiotensin II increased the expression of calpain 1 (Cao et al.,
2022).

Prothrombin, one of the most important factors of the blood
coagulation system, which showed a connection with ventricular
repolarization, tended to decrease by the end of the experiment. It
has been shown that experiments on modeling microgravity
conditions do not cause activation of coagulation, although an
increase in the peak and rate of thrombin formation was
observed after the end of the experiments (Cvirn et al., 2015;
Waha et al., 2015). Accordingly, prothrombin may be associated
with observable phenotypic and functional changes post DI.
Figure 1B shows the relationship of prothrombin protein through
the mediator angiontensin 2 and the second mediator caldesmon
with the process of ventricular repolarization.

During this study, the dynamics of calpain 1 and prothrombin
changes were identical. This fact led us to focus on common
mediators for the effects of these two proteins. The significant
change in the mediator of both proteins, angiotensin II, is
noteworthy (Figures 1A, B). These data are consistent with the
changes in angiotensin levels and hemodynamic changes known
from literature data under DI conditions of different duration
(Pastushkova et al., 2012).

There is increasing evidence that angiotensin II (Ang II) is
associated with the occurrence of ventricular arrhythmias. However,
little is known about the electrophysiological effects of Ang II on
ventricular repolarization. It is known that the fast component of the
K(+) delayed rectifier current (I(Kr)) plays a critical role in cardiac
repolarization, and Ang II via the protein kinase C pathway-
associated AT(1) receptors in ventricular myocytes exerts an
inhibitory effect on I(Kr)/hERG currents. This is thought to be a
potential mechanism that elevated levels of Ang II are involved in

the occurrence of arrhythmias in cardiac hypertrophy and heart
failure (Wang et al., 2008).

The second intermediary (Figure 1B) is the actin- and myosin-
binding protein Caldesmon (CALD1 gene). This protein is implicated
in the regulation of actomyosin interactions in smooth muscle and
non-muscle cells. Caldesmon promotes actin binding of tropomyosin,
which enhances the stabilization of actin filament structure. It inhibits
actomyosin ATPase in muscle tissues by binding to F-actin. The effect
is reduced by calcium-calmodulin and increased by tropomyosin. It
was shown that saldesmon cooperates with actin, myosin, two
molecules of tropomyosin and with calmodulin (Huber et al., 1993).

Discussion

Disturbance of synchronization of electrical excitation of the
heart as a reflection of the state of the circuit of mechano-electrical
regulation of the heart under conditions of hemodynamic influence
of DI was investigated for the first time. Proteomic regulation of
atrial and ventricular depolarization and repolarization processes
and ECG DC parameters were evaluated. Factor analysis excluded a
reliable influence of DI on biological processes of atrial
repolarization and depolarization.

Ventricular repolarization disorders in the population are
frequent, asymptomatic, and have multiple causes. Ventricular
repolarization disorders are based on congenital individual
features of electrophysiological processes in the myocardium,
leading to early repolarization of its subepicardial layers, such as:
1. Additional conduction pathways.2. Uneven course of the
processes of de- and repolarization of the ventricles. 3.
Dysfunction of the autonomic nervous system. 4. Electrolyte
disturbances (hypercalcemic theory) (Shulenin et al., 2007).

In DI conditions, in which the state of synchronization of
electrical excitation of the heart was assessed, such factors were
changes in the structure of cardiac muscle and volume of heart
chambers in DI (Westby et al., 2015; Perhonen et al., 2001).

Studying the changes in the cardiovascular system during DI
showed the gradual engagement of electrical (an increase in the
amplitude of the QRS complex) and then energetometabolic (a
decrease in the heart rate and alteration of the water-electrolyte
balance) processes in the myocardium; the most pronounced
changes were detected on the 5th day of DI (Ivanov et al., 2011).
The correlation between changes in hydro-electrolyte balance and its
regulation and modifications of electrophysiologic propagation of
myocardial excitation, increase in dispersion of intrinsic small
oscillations of cardiac potential were described. Changes in
hydro-electrolyte balance could cause protein and energy shifts
that were reflected, especially, in the rate of ventricular
repolarization. The significant (more than 2-fold) growth of the

TABLE 1 ECG DC indices included in the factor “synchronization of myocardial electrical excitation” and their correlations with CAN1_HUMAN (calpain) and THRB_
HUMAN (prothrombin) proteins.

Variable SS Effect Df Effect MS Effect SS Error dF Error MS Error F p

CAN1_HUMAN 2.492143 1 2.492143 12.9127 28 0.461169 5.403975 0.027566

THRB_HUMAN 4.038610 1 4.038610 24.3395 28 0.869267 4.645995 0.039870

Protein annotation was performed by investigating the physiological processes that are regulated with the participation of calpain and prothrombin (Dewitt and Hallett et al., 2020).
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centralization index at the end of SI indicates that the inclusion of
the central regulation mechanisms in the processes of adaptation
was an appropriate response aimed at compensating the primary
changes in the water-electrolyte balance and hemodynamics (Larina
et al., 2011). The multi-factor genesis of changes in ventricular
repolarization requires more profound studies of proteomic and
electrolyte parameters which affect the regulation of the functional
state of the heart under simulated and real extreme conditions.

Thus, for the first time the regulation of synchronization of
electrical excitation of the heart under conditions of 3 days DI with
the participation of women was evaluated at the level of changes in
the proteomic composition of blood. Factor analysis in this study
excluded a significant effect of dry immersion for 3 days on
biological processes of atrial repolarization and depolarization. By
bioinformatic analysis of ANDvisio proteomics data from the total
list of blood proteins in DI, two proteins related to the biological
process of ventricular repolarization through two mediators
(angiotensin II and caldesmon) were identified. These data
correlate with the results of the DC ECG on changes in
ventricular repolarization in all participants during DI. The
multifactorial genesis of changes in ventricular repolarization
requires further in-depth studies of proteomic and electrolyte
circuits of cardiac regulation during DI of different durations to
confirm this hypothesis, including gender differences.

Data availability statement

The datasets presented in this study can be found in online
repositories. The names of the repository/repositories and accession
number(s) can be found below: http://www.proteomexchange.org/,
PXD027654.

Ethics statement

The studies involving humans were approved by Bioethical
Commission of the Institute of Medical and Biological Problems
of the Russian Academy of Sciences (protocol No. 544 of 16 July

2020) . The studies were conducted in accordance with the local
legislation and institutional requirements. The participants provided
their written informed consent to participate in this study.

Author contributions

LP: Conceptualization, Writing–original draft. AG:
Conceptualization, Writing–original draft. VR: Conceptualization,
Writing–original draft. AN: Data curation, Formal Analysis,
Writing–review and editing. DK: Methodology, Software,
Visualization, Writing–review and editing. OP: Formal Analysis,
Methodology, Software, Writing–review and editing. IL:
Conceptualization, Writing–review and editing.

Funding

The author(s) declare financial support was received for the
research, authorship, and/or publication of this article. This research
was funded by the Russian Science Foundation grant No. 22-74-
00069, https://rscf.ru/project/22-74-00069/.

Conflict of interest

The authors declare that the research was conducted in the
absence of any commercial or financial relationships that could be
construed as a potential conflict of interest.

Publisher’s note

All claims expressed in this article are solely those of the authors
and do not necessarily represent those of their affiliated
organizations, or those of the publisher, the editors and the
reviewers. Any product that may be evaluated in this article, or
claim that may be made by its manufacturer, is not guaranteed or
endorsed by the publisher.

References

Aluja, D., Inserte, J., Penela, P., Ramos, P., Ribas, C., Iñiguez, M. Á., et al. (2019).
Calpains mediate isoproterenol-induced hypertrophy through modulation of GRK2.
Basic Res. Cardiol. 114, 21. doi:10.1007/s00395-019-0730-5

Borovik, A. S., Orlova, E. A., Tomilovskaya, E. S., Tarasova, O. S., and Vinogradova,O. L.
(2020). Phase coupling between baroreflex oscillations of blood pressure and heart rate
changes in 21-day dry immersion. Front. Physiol. 11, 455. doi:10.3389/fphys.2020.00455

Cao, Y., Wang, Q., Liu, C., Wang, W., Lai, S., Zou, H., et al. (2022). Capn4 aggravates
angiotensin II-induced cardiac hypertrophy by activating the IGF-AKT signalling
pathway. J. Biochem. 171, 53–61. doi:10.1093/jb/mvab100

Cvirn, G., Waha, J. E., Ledinski, G., Schlagenhauf, A., Leschnik, B., Koestenberger, M.,
et al. (2015). Bed rest does not induce hypercoagulability. Eur. J. Clin. Invest. 45 (1),
63–69. doi:10.1111/eci.12383

Dewitt, S., and Hallett, M. B. (2020). Calpain activation by Ca2+ and its role in
phagocytosis. Adv. Exp. Med. Biol. 1246, 129–151. doi:10.1007/978-3-030-40406-2_8

Galvez, A. S., Diwan, A., Odley, A. M., Hahn, H. S., Osinska, H., Melendez, J. G., et al.
(2007). Cardiomyocyte degeneration with calpain deficiency reveals a critical role in
protein homeostasis. Circ. Res. 100, 1071–1078. doi:10.1161/01.RES.0000261938.
28365.11

Huber, P. A., Redwood, C. S., Avent, N. D., Tanner, M. J., and Marston, S. B. (1993).
Identification of functioning regulatory sites and a new myosin binding site in the
C-terminal 288 amino acids of caldesmon expressed from a human clone. J. Muscle Res.
Cell Motil. 14, 385–391. doi:10.1007/BF00121289

Ivanisenko, V. A., Saik, O. V., Ivanisenko, N. V., Tiys, E. S., Ivanisenko, T. V.,
Demenkov, P. S., et al. (2015). ANDSystem: an Associative Network Discovery System
for automated literature mining in the field of biology. BMC Syst. Biol. 9 Suppl 2, S2.
doi:10.1186/1752-0509-9-S2-S2

Ivanov, G. G., Baevsky, R. M., Bersenev, E. Y., et al. (2011). ECG dispersion mapping
indices during exposure to 5-day "dry" immersion Aviakosmicheskaya i ekologicheskaya
meditsina. Med 45 (6), 44–47.

Ivanov, G. G., and Sula, A. S. (2009). Dispersive ECG mapping: theoretical
foundations and clinical practice. Mosc. Tekhnos.,

Jeyaraj, D., Wilson, L. D., Zhong, J., Flask, C., Saffitz, J. E., Deschênes, I., et al. (2007).
Mechanoelectrical feedback as novel mechanism of cardiac electrical remodeling.
Circulation 2007, 3145–3155. doi:10.1161/CIRCULATIONAHA.107.688317

Kamkin, A. G., and Iu, M. E. (2012). Mechanically gated cardiac ion channels and
their regulation by cytokines. Usp. Fiziol. Nauk. 43 (4), 3–44.

Frontiers in Physiology frontiersin.org05

Pastushkova et al. 10.3389/fphys.2023.1285802

http://www.proteomexchange.org/
https://rscf.ru/project/22-74-00069/
https://doi.org/10.1007/s00395-019-0730-5
https://doi.org/10.3389/fphys.2020.00455
https://doi.org/10.1093/jb/mvab100
https://doi.org/10.1111/eci.12383
https://doi.org/10.1007/978-3-030-40406-2_8
https://doi.org/10.1161/01.RES.0000261938.28365.11
https://doi.org/10.1161/01.RES.0000261938.28365.11
https://doi.org/10.1007/BF00121289
https://doi.org/10.1186/1752-0509-9-S2-S2
https://doi.org/10.1161/CIRCULATIONAHA.107.688317
https://www.frontiersin.org/journals/physiology
https://www.frontiersin.org
https://doi.org/10.3389/fphys.2023.1285802


Khine, H. W., Steding-Ehrenborg, K., Hastings, J. L., Kowal, J., Daniels, J. D., Page, R.
L., et al. (2018). Effects of prolonged spaceflight on atrial size, atrial electrophysiology,
and risk of atrial fibrillation. Circ. Arrhythm. Electrophysiol. 11, e005959. doi:10.1161/
CIRCEP.117.005959

Larina, I. M., Baevsky, R. M., Pastushkova, L. H., Novoselova, N. M., et al. (2011).
Relationship between changes in water-electrolyte balance and reactions of the
cardiovascular system in the experiment with 7-day "dry immersion. Hum. Physiol.
5, 100–107.

Navasiolava, N. M., Custaud, M. A., Tomilovskaya, E. S., Larina, I. M., Mano, T.,
Gauquelin-Koch, G., et al. (2011). Long-term dry immersion: review and prospects. Eur.
J. Appl. Physiol. 111, 1235–1260. doi:10.1007/s00421-010-1750-x

Pastushkova, L. H., Goncharova, A. G., Rusanov, V. B., Kashirina, D. N.,
Brzhozovskiy, A. G., Popova, O. V., et al. (2023). Connection of dried blood spot
proteomic composition dynamics and heart rate variability in 3-day female dry
immersion. Microgravity Sci. Technol. 35, 19. doi:10.1007/s12217-023-10047-y

Pastushkova, L. H., Pakharukova, N. A., Novoselova, N. M., Dobrokhotov, I. V.,
Valeeva, O. A., Kusto, M.-A., et al. (2012). Direct proteomic profiling of human urine
and blood serum in experiment with 5-day "dry" immersion Aerospace and
Environmental Medicine. Med. 46.

Perhonen, M. A., Zuckerman, J. H., and Levine, B. D. (2001). Deterioration of left
ventricular chamber performance after bed rest: "cardiovascular deconditioning" or
hypovolemia? Circulation 103, 1851–1857. doi:10.1161/01.cir.103.14.1851

Quinn, T. A., Kohl, P., and Ravens, U. (2014). Cardiac mechano-electric coupling
research: fifty years of progress and scientific innovation. Prog. Biophys. Mol. Biol. 115,
71–75. doi:10.1016/j.pbiomolbio.2014.06.007

Shulenin, S. N., Boitsov, S. A., and Bobrov, A. L. (2007). Clinical significance of early
ventricular repolarization syndrome, algorithm of patient examination. Arrhythmology
Bull. (50), 33–39.

Sorimachi, H., Hata, S., and Ono, Y. (2011). Impact of genetic insights into calpain
biology. J. Biochem. 150, 23–37. doi:10.1093/jb/mvr070

Tomilovskaya, E., Amirova, L., Nosikova, I., Rukavishnikov, I., Chernogorov, R.,
Lebedeva, S., et al. (2021). The first female dry immersion (NAIAD-2020): design and
specifics of a 3-day study. Front. Physiol. 12, 661959. doi:10.3389/fphys.2021.661959

Tomilovskaya, E., Shigueva, T., Sayenko, D., Rukavishnikov, I., and Kozlovskaya, I.
(2019). Dry immersion as a ground-based model of microgravity physiological effects.
Front. Physiol. 10, 284. doi:10.3389/fphys.2019.00284

Waha, J. E., Goswami, N., Schlagenhauf, A., Leschnik, B., Koestenberger, M.,
Reibnegger, G., et al. (2015). Effects of exercise and nutrition on the coagulation
system during bedrest immobilization. Med. Baltim. 94 (38), e1555. doi:10.1097/MD.
0000000000001555

Wang, J., Ciampa, G., Zheng, D., Shi, Q., Chen, B., Abel, E. D., et al. (2021). Calpain-2
specifically cleaves Junctophilin-2 at the same site as Calpain-1 but with less efficacy.
Biochem. J. 478, 3539–3553. doi:10.1042/BCJ20210629

Wang, Y., Chen, B., Huang, C. K., Guo, A., Wu, J., Zhang, X., et al. (2018). Targeting
calpain for heart failure therapy: implications frommultiple murine models. JACC Basic
Transl. Sci. 3, 503–517. doi:10.1016/j.jacbts.2018.05.004

Wang, Y. H., Shi, C. X., Dong, F., Sheng, J. W., and Xu, Y. F. (2008). Inhibition of the
rapid component of the delayed rectifier potassium current in ventricular myocytes by
angiotensin II via the AT1 receptor. Br. J. Pharmacol. 154, 429–439. doi:10.1038/bjp.
2008.95

Westby, C. M., Martin, D. S., Lee, S. M., Stenger, M. B., and Platts, S. H. (2015). Left
ventricular remodeling during and after 60 days of sedentary head-down bed rest.
J. Appl. Physiol. 2016, 956–964. doi:10.1152/japplphysiol.00676.2015

Zatz, M., and Starling, A. (2005). Calpains and disease. N. Engl. J. Med. 352,
2413–2423. doi:10.1056/NEJMra043361

Frontiers in Physiology frontiersin.org06

Pastushkova et al. 10.3389/fphys.2023.1285802

https://doi.org/10.1161/CIRCEP.117.005959
https://doi.org/10.1161/CIRCEP.117.005959
https://doi.org/10.1007/s00421-010-1750-x
https://doi.org/10.1007/s12217-023-10047-y
https://doi.org/10.1161/01.cir.103.14.1851
https://doi.org/10.1016/j.pbiomolbio.2014.06.007
https://doi.org/10.1093/jb/mvr070
https://doi.org/10.3389/fphys.2021.661959
https://doi.org/10.3389/fphys.2019.00284
https://doi.org/10.1097/MD.0000000000001555
https://doi.org/10.1097/MD.0000000000001555
https://doi.org/10.1042/BCJ20210629
https://doi.org/10.1016/j.jacbts.2018.05.004
https://doi.org/10.1038/bjp.2008.95
https://doi.org/10.1038/bjp.2008.95
https://doi.org/10.1152/japplphysiol.00676.2015
https://doi.org/10.1056/NEJMra043361
https://www.frontiersin.org/journals/physiology
https://www.frontiersin.org
https://doi.org/10.3389/fphys.2023.1285802

	Correlation between proteome changes and synchrony of cardiac electrical excitation under 3-day «dry immersion» conditions
	Introduction
	Materials and methods
	Results
	Discussion
	Data availability statement
	Ethics statement
	Author contributions
	Funding
	Conflict of interest
	Publisher’s note
	References


