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Introduction: Rapamycin is an immunosuppressor that acts by inhibiting the
serine/threonine kinase mechanistic target of rapamycin complex 1.
Therapeutic use of rapamycin is limited by its adverse effects. Proteinuria is an
important marker of kidney damage and a risk factor for kidney diseases
progression and has been reported in patients and animal models treated with
rapamycin. However, the mechanism underlying proteinuria induced by
rapamycin is still an open matter. In this work, we investigated the effects of
rapamycin on parameters of renal function and structure and on protein handling
by proximal tubule epithelial cells (PTECs).

Methods: Healthy BALB/c mice were treated with 1.5 mg/kg rapamycin by oral
gavage for 1, 3, or 7 days. At the end of each treatment, the animals were kept in
metabolic cages and renal function and structural parameters were analyzed.
LLC-PK1 cell line was used as a model of PTECs to test specific effect of
rapamycin.

Results: Rapamycin treatment did not change parameters of glomerular structure
and function. Conversely, there was a transient increase in 24-h proteinuria,
urinary protein to creatinine ratio (UPCr), and albuminuria in the groups treated
with rapamycin. In accordance with these findings, rapamycin treatment
decreased albumin-fluorescein isothiocyanate uptake in the renal cortex. This
effect was associated with reduced brush border expression and impaired
subcellular distribution of megalin in PTECs. The effect of rapamycin seems to
be specific for albumin endocytosis machinery because it did not modify renal
sodium handling or (Na++K+)ATPase activity in BALB/c mice and in the LLC-PK1
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cell line. A positive Pearson correlation was found betweenmegalin expression and
albumin uptake while an inverse correlation was shown between albumin uptake
and UPCr or 24-h proteinuria. Despite its effect on albumin handling in PTECs,
rapamycin treatment did not induce tubular injury measured by interstitial space
and collagen deposition.

Conclusion: These findings suggest that proteinuria induced by rapamycin could
have a tubular rather than a glomerular origin. This effect involves a specific change
in protein endocytosis machinery. Our results open new perspectives on
understanding the undesired effect of proteinuria generated by rapamycin.
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1 Introduction

Rapamycin, a macrolide compound, was purified in 1975 from
bacteria isolated in the soil of Rapa Nui Island and described to have
an antifungal effect (Vézina et al., 1975). Later, it was shown that
rapamycin has anti-proliferative and immunosuppressor effects
(Martel et al., 1977). Rapamycin inhibits serine/threonine kinase
mechanistic target of rapamycin (mTOR), which belongs to the
phosphatidylinositol-3 kinase (PI3K)-related protein kinase family
(Sabatini et al., 1994; Sabers et al., 1995). Rapamycin has been
reported to promote specific inhibition of mechanistic target of
rapamycin (mTOR) complex 1 (mTORC1) through its binding to
prolyl-isomerase FK506 binding protein 12 (FKBP12), which
interacts with the FKBP-rapamycin-binding domain in mTOR,
obstructing substrate access to the kinase active site (Liu and
Sabatini, 2020). Nowadays, it is known that chronic use of
rapamycin could also inhibit mTORC2 (Sarbassov et al., 2006).
Due to its immunosuppressor effect, the use of rapamycin was first
approved for the treatment of patients after kidney transplant as an
alternative to the nephrotoxic effect of other immunosuppressors
(Johnson et al., 2001; Chueh and Kahan, 2005; Weir et al., 2011).

The mTOR pathway is involved in the genesis of different
pathologies (Fantus et al., 2016; Gui and Dai, 2020; Liu and
Sabatini, 2020), and the use of rapamycin was proposed for the
treatment of heart, kidney, and autoimmune diseases (McMullen
et al., 2004; Chen et al., 2012; Cui et al., 2015; Shao et al., 2017; Gao
et al., 2020; Peng et al., 2020). Although it has therapeutic effects, the
use of rapamycin is associated with adverse effects (Tedesco-Silva
et al., 2019). Clinical studies investigating the effects of rapamycin
and its analogs in patients after heart and kidney transplant have
reported the development of proteinuria (van den Akker et al., 2006;
Aliabadi et al., 2008; Wiseman et al., 2013; Tedesco-Silva et al., 2019;
Asleh et al., 2021). Development of proteinuria has also been shown
in healthy murine models treated with rapamycin (Stylianou et al.,
2012; Gleixner et al., 2014). Proteinuria is an important marker of
kidney damage and a risk factor for renal disease progression
(Cravedi and Remuzzi, 2013), which limits the therapeutic use of
rapamycin. However, the mechanism underlying the effect of
rapamycin on proteinuria is still an open matter (Rangan, 2006;
Straathof-Galema et al., 2006; van den Akker et al., 2006).

Proteinuria involves changes in glomerular permeability and/or
proximal tubule reabsorption (Haraldsson et al., 2008; Dickson et al.,
2014; Eshbach and Weisz, 2017). Pharmacologic and genetic
approaches to inhibit mTORC1 activation have shown the

involvement of mTOR in the regulation of both glomerular
membrane permeability and protein endocytosis in proximal
tubule epithelial cells (PTECs) (Vollenbroker et al., 2009; Gödel
et al., 2011; Grahammer et al., 2016). Under physiologic conditions,
proteins filtered through the glomerulus are completely reabsorbed
by PTECs through clathrin-dependent receptor-mediated
endocytosis (Christensen et al., 2012; Eshbach and Weisz, 2017).
This endocytic pathway relies on the expression and localization of
megalin, a scavenger receptor that forms a multiligand receptor
complex with cubilin and amnionless at the brush border membrane
(Christensen et al., 2012; Eshbach and Weisz, 2017). Megalin is
crucial for the internalization of this complex with protein targeted
on lysosome degradation and megalin recycled to the surface
membrane (Marzolo and Farfán, 2011; Perez Bay et al., 2016).
The impairment of megalin-mediated protein endocytosis in
PTECs results in tubular proteinuria and is associated with the
development of tubule interstitial injury (Nielsen et al., 2016;
Peruchetti et al., 2020; Peruchetti et al., 2021; Peres et al., 2023).
In addition, it has been shown that the expression of megalin in
PTECs is modulated by the mTOR pathway (Gleixner et al., 2014;
Peruchetti et al., 2014).

Thus, it is plausible to postulate that proteinuria induced by
rapamycin treatment could be associated, at least in part, with
changes in megalin-mediated protein reabsorption in PTECs. In
the present work, we investigated the effects of rapamycin on
parameters of renal function and structure as well as on protein
handling by PTECs. To address this question, BALB/c mice and
LLC-PK1 cells, a model of PTECs, were used. Our results show that
rapamycin treatment reduced megalin-mediated protein
endocytosis in PTECs, leading to tubular proteinuria without any
change in glomerular function. This effect involves a decrease in
megalin expression and cellular distribution.

2 Materials and methods

2.1 Reagents

Acrylamide, ATP (sodium salt), bovine serumalbumin (BSA) fraction
V (#A9647), BSA conjugated to fluorescein isothiocyanate (BSA-FITC),
bromophenol blue, 2-mercaptoethanol, phenylmethylsulfonyl fluoride
(PMSF), D-glucose, protease inhibitor cocktail (ref. I3786), MOPS,
HEPES, EDTA, sucrose, Triton X-100, Tween 20, sodium fluoride,
sodium pyrophosphate, sodium orthovanadate, sodium β-
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glycerophosphate, trichloroacetic acid, tetramethylethylenediamine
(TEMED), periodic acid-Schiff (PAS) reagent, ouabain (O3125), Sirius
red, Harry’s hematoxylin, Folin and Ciocalteu’s phenol reagent were
purchased from Sigma-Aldrich (St. Louis, MO, United States).
Polyvinylidene fluoride (PVDF) membranes and methanol were
purchased from Merck Millipore (Barueri, SP, Brazil). ECL Prime,
sodium dodecyl sulfate, and Tris were purchased from GE Healthcare
(Pittsburgh, PA, United States). Dulbecco’s modified Eagle’s medium
(DMEM), phosphate-buffered saline (PBS), fetal bovine serum (FBS),
antibiotic-antimycotic (100×), 4′,6-diamidino-2-phenylindole (DAPI),
and UltraPure N,N′-methylenebisacrylamide (bisacrylamide) were
purchased from Thermo Fisher Scientific (Waltham, MA,
United States). Sodium deoxycholate, 1-amino-2-hydroxy-4-nathtalene
sulfonic acid, sodium bisulfite, sodium sulfite, sodium chloride, potassium
chloride, magnesium chloride, monosodium phosphate monohydrated,
and disodiumphosphate were purchased fromVETEC (Duque deCaxias,
RJ, Brazil). The LLC-PK1 cell line was purchased from theAmerican Type
Culture Collection (ATCC) (Manassas, VA, United States). 32Pi was
obtained from the Brazilian Institute of Energetic and Nuclear
Research (São Paulo, SP, Brazil). Rapamycin was purchased from
Pfizer (Itapevi, SP, Brazil). Polyclonal Lrp2/megalin (ab76969) and
monoclonal albumin (ab207327) antibodies were purchased from
Abcam (Cambridge, MA, United States). Anti-rabbit IgG HRP (#7074)
was purchased from Cell Signal Technologies (Danvers, MA,
United States). Fluorescent anti-rabbit IgG Alexa Fluor Plus 594
(A32754) and anti-rabbit IgG Alexa Fluor Plus 488 (A32731) were
purchased from Thermo Fisher Scientific.

2.2 Animals

Male BALB/c mice (8–10 weeks old), weighing 20–24 g, were
used in all experiments. All mice were obtained from The Animal
Care Facility of the Health Science Center of the Universidade
Federal do Rio de Janeiro (UFRJ), Rio de Janeiro, Brazil. The
mice were accommodated in an air-conditioned environment
(22°C–24°C) with a regular 12-h light/dark cycle and water and
standard chow ad libitum. The handling and experimental
procedures were conducted in accordance with the National
Institutes of Health (NIH) Guide for the Care and Use of
Laboratory Animals and were approved by the Institutional
Ethics Committee of the UFRJ (CEUA 045/17).

2.3 Rapamycin treatment

Animals were treated with daily doses of rapamycin (1.5 mg/kg) by
oral gavage (200 µL) for different times. The animals were randomly
divided into four experimental groups: (1) CTL (control), animals
received a daily dose of water (used as vehicle); (2) D1, animals
received a single dose of rapamycin; (3) D3, animals received daily
doses of rapamycin for 3 consecutive days; (4) D7, animals received
daily doses of rapamycin for 7 consecutive days. At the end of each
experimental period, the mice were kept in metabolic cages for 24-h
urine collection. The animals were then euthanized using a mixture of
ketamine (240 mg/kg) and xylazine (15 mg/kg), followed by cardiac
puncture for blood collection to obtain plasma. Urine and plasma
samples were used for analysis of renal function. Urine samples were

also used to determine urinary proteins and albuminuria using SDS-
PAGE followed by immunoblotting. The kidneys were perfused with
heparinized saline and extracted for further analysis: (1) histology; (2)
immunofluorescence; (3) in vivo albumin endocytosis; (4) renal
(Na++K+)ATPase activity assay.

2.4 Analysis of renal function

Analysis of renal function was performed according to
previously published studies (Silva-Aguiar et al., 2018; Teixeira
et al., 2020; Peruchetti et al., 2021; Farias et al., 2023; Peres et al.,
2023). Briefly, 24-h urine samples were quantified to determine
urinary volume (mL) and urinary flow (mL/min). Urine samples
were then centrifuged 5 times (10,000 × g for 10 min) to remove
urine sediments. Plasma was obtained by centrifuging whole blood
(2,500 × g for 5 min). All parameters analyzed in urine and plasma
were measured using commercial kits following the manufacturers’
instructions. The levels of creatinine, blood urea nitrogen (BUN),
and urinary proteinuria in both urine and plasma were measured,
respectively, using the creatinine kit (ref. 35-100), urea CE kit (ref.
27-500), and sensiprot kit (ref. 36) purchased from Labtest (Lagoa
Santa, MG, Brazil). The levels of urinary and plasma sodium were
measured using the enzymatic sodium kit (ref. BT1201100)
purchased from BioTecnica (Varginha, MG, Brazil). These results
were then utilized to calculate parameters such as creatinine
clearance (CCr), sodium clearance, renal fractional excretion of
sodium (FENa

+), and urinary protein to creatinine ratio (UPCr).

2.5 Histologic analysis

Histologic analysis was performed according to previously
published studies (Silva-Aguiar et al., 2018; Teixeira et al., 2020;
Peruchetti et al., 2021; Farias et al., 2023; Peres et al., 2023). Briefly,
perfused kidneys were fixed in a 10% formalin buffer solution for
24 h and embedded in paraffin. Slices of paraffin-embedded kidneys
(5–8 µm thick) were stained with periodic acid-Schiff (PAS) and
Picrosirius red. Images of the renal cortex were acquired using a
Nikon 80i eclipse microscope (Nikon, Japan) and analyzed in a
blinded manner using Image-Pro Plus Software (Media Cybernetics,
Rockville, MD, United States). Glomerular area (pixels/area) was
defined as the area delimited by the outer side of Bowman’s capsule.
Glomerular cellularity (cells/tuft area) was determined by counting
stained nuclei in the glomerular tuft area. The cortical tubule
interstitial area was analyzed by directly measuring the area
between cortical tubules divided by the total area of cortical
tubules (% of total area). Collagen deposition (% of total area)
was analyzed by measuring the intensity of red fibers in selected hot
spot areas divided by the total area of tubules in the field.

2.6 Cell culture

LLC-PK1 cells, a well-established porcine PTEC line (Hull et al.,
1976; Takakura et al., 1995; Nielsen et al., 1998) were cultured in
low-glucose DMEM supplemented with 10% FBS and 1% penicillin/
streptomycin at 37°C in humidified air containing 5% CO2, as
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described previously (Teixeira et al., 2019; Peruchetti et al., 2020;
Peruchetti et al., 2021; Silva-Aguiar et al., 2022a,b; Peres et al., 2023).
Cells were seeded in 24-well plates and grown for 2 days until 85%–
90% confluence was reached. Cells were maintained overnight in
serum-depleted medium. When indicated, the cells were incubated
with rapamycin at 10–7, 10–8, and 10–9 M to determine (Na++K+)
ATPase activity in the cell lysate and LDH activity in the cell
supernatant. Lactate dehydrogenase (LDH) was measured using a
LDH liquiform kit (ref. 86-2/30) purchased from Labtest (Lagoa
Santa, MG, Brazil).

The cells were seeded on glass cover slips for analysis of
immunofluorescence. The assessment of albumin endocytosis and
megalin expression was performed in cells incubated with
rapamycin at 10–7 M.

2.7 Immunofluorescence and confocal
microscopy

Immunofluorescence analyses were performed on kidney tissue and
LLC-PK1 cells in accordance with previously published studies (Silva-
Aguiar et al., 2018; Teixeira et al., 2020; Peruchetti et al., 2021; Farias
et al., 2023; Peres et al., 2023). Briefly, immunofluorescence analysis of
megalin was performed using 5-µm-thick kidney slices prepared as
described earlier and LLC-PK1 cells grown on cover slips, fixed with 4%
paraformaldehyde and permeabilized with PBS (136mMNaCl, 2.7 mM
KCl, 8 mM Na2HPO4, 1.76 mM KH2PO4) containing 0.1% Triton X-
100. Samples were blocked with 5% BSA at room temperature for 1 h.
Polyclonal anti-rabbit megalin antibody (1:100) was incubated overnight
at 4°C. Secondary antibody incubation was performed at room
temperature for 1 h with fluorescent anti-rabbit IgG Alexa Fluor 594
(1:200) for kidney samples and anti-rabbit IgG Alexa Fluor 488 (1:200)
for cell samples. Cell nuclei were stained with DAPI (1 μg/mL) for 5 min
at room temperature. The tissue slices and cover slips were mounted
with anti-fade mounting medium. Images were visualized and acquired
by confocal microscopy (Leica TCS SP8, Leica, Wetzlar, Germany) and
analyzed using FIJI software version 2.1.0 (NIH, Bethesda, MD,
United States). To highlight megalin expression in proximal tubules
(PTs), 3D projection was performed with the Interactive 3D Surface Plot
plugin v2.4.1, and the signal intensity was highlighted by applying a
colorized Thermal Look-Up Table on selected PT regions. To analyze
the apical-to-basolateral distribution of megalin, a plot profile of the
signal intensities was generated by drawing a straight line from the apical
to the basolateral side of individual cells on PT segments (Schuh et al.,
2018; Peres et al., 2023). Based on each plot profile curve generated, the
megalin expression in the brush border was quantified by calculating the
area under the curve (AUC) of the apical area. The ratio between brush
border and basolateral megalin expression was calculated by dividing the
apical AUC by the basolateral AUC (brush border/basolateral). Megalin
expression in LLC-PK1 cells was quantified by measuring the signal
intensity corrected by the cell area.

2.8 (Na++K+)ATPase activity

(Na++K+)ATPase activity was measured in renal cortex
homogenates and cell lysates as published previously (Queiroz-
Madeira et al., 2010; Peruchetti et al., 2011; Arnaud-Batista et al.,

2016; Silva et al., 2018; Teixeira et al., 2020). To obtain the tissue
homogenate, the renal cortex of extracted kidneys was isolated and
homogenized in ice-cold Ringer solution (20 mM HEPES-Tris
[pH 7.4], 5 mM D-glucose, 2.7 mM KCl, 140 mM NaCl, 1 mM
MgCl2, 1.8 mM CaCl2) containing 1 mM PMSF and 1× protease
inhibitor cocktail. Next, the samples were clarified by centrifugation
(10,000 × g for 10 min at 4°C) and the supernatant was stored
at −80°C until required. To obtain LLC-PK1 cell lysates, the cells
were washed twice with ice-cold PBS solution and lysed with lysis
buffer (1 mM EGTA, 0.1% sodium deoxycholate, 20 mM HEPES-
Tris [pH 7.0], 250 mM sucrose). The lysates were clarified twice by
centrifugation (10,000 × g for 10 min at 4°C) and the supernatant
was collected to determine the enzyme activity. ATPase activity was
measured in standard reaction medium containing 4 mM MgCl2,
5 mM ATP (specific activity 0.27 μCi/nmol [γ32P]ATP), 20 mM
HEPES-Tris (pH 7.0), 120 mM NaCl, 30 mM KCl. [γ32P]ATP
was used as a tracer. To determine the specific (Na++K+)ATPase
activity, the standard reaction medium was supplemented with
1 mM ouabain, a specific inhibitor of (Na++K+)ATPase. The
reaction was started by adding protein samples to a final
concentration of 0.5 mg/mL kidney homogenate and/or
0.3–0.5 mg/mL cell lysate to the standard reaction medium and
incubating at 37°C for 20 min. The reaction was stopped with ice-
cold charcoal activated by 0.1 N HCl and centrifuged for 5 min at
1,255 × g. The supernatant was collected and the 32Pi released was
measured using a liquid scintillation counter (Packard Tri-Carb
2100 TR). The specific (Na++K+)ATPase activity was calculated by
the difference between the 32Pi released in the reaction with and
without 1 mM ouabain. Results are expressed as nanomoles Pi per
milligram of protein per minute.

2.9 Urine SDS-PAGE and immunoblotting
analysis

Urine SDS-PAGE and immunoblotting were performed as
published previously (Silva-Aguiar et al., 2018; Teixeira et al., 2020;
Peruchetti et al., 2021; Farias et al., 2023; Peres et al., 2023). Briefly, 24-h
urine samples were centrifuged 5 times (10,000 × g for 10 min) to
remove urine sediments. The urinary creatinine concentration was
determined as described above for sample normalization. Then, urine
samples were resolved on 12% SDS-PAGE and transferred to PVDF
membranes. Themembranes were blocked with 5%milk and incubated
with monoclonal anti-albumin antibody overnight at 4°C; secondary
antibodies were incubated for 1 h at room temperature. ECL Prime was
used for detection. Urine SDS-PAGE gels were stained with 0.125%
Coomassie brilliant blue R-250 overnight at 4°C to analyze the urinary
protein profile. All the images were obtained using the Image Quant
LAS4000 Image processing system (GE Healthcare Life Sciences,
Pittsburgh, PA, United States). The images were prepared with FIJI
software version 2.1.0 (NIH, Bethesda, MD, United States).

2.10 Albumin-FITC uptake in vivo

Albumin-FITC uptake in vivo was measured in the renal cortex
as published previously (Silva-Aguiar et al., 2018; Teixeira et al.,
2020; Peruchetti et al., 2021; Farias et al., 2023; Peres et al., 2023).
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Briefly, a solution of BSA-FITC (5 μg/g body weight) was injected
into mice through the tail vein. After 15 min, the animals were
euthanized, and the kidneys were perfused with heparinized saline
and extracted. The renal cortex was isolated and homogenized as
described earlier. Kidney homogenates were centrifuged (10,000 × g
for 10 min) for clarification. The cortex-associated fluorescence was
measured in the supernatant using a SpectraMax M2 microplate
reader (excitation, 480 nm; emission, 520 nm) (Molecular Devices,
San Jose, CA, United States). The total protein concentration of each
sample was determined by the Folin phenol method (Lowry et al.,
1951). The specific cortical albumin-FITC uptake was corrected by
the total protein concentration of each sample.

2.11 Albumin endocytosis in vitro

In vitro albumin endocytosis was performed according to
previous studies (Peruchetti et al., 2018; Peruchetti et al., 2021;
Silva-Aguiar et al., 2022a,b; Peres et al., 2023). After rapamycin
treatment, the cells were washed three times and incubated with
Ringer solution containing 100 μg/mL BSA-FITC at 37°C for
30 min. After incubation, the cells were kept on ice, and
unbound BSA-FITC was removed by washing the cells ten times
with ice-cold Ringer solution. Cells were lysed with a buffered
detergent solution containing 20 mM MOPS (pH 7.4) and 0.1%
Triton X-100. The homogenate was collected to measure the cell-
associated fluorescence using a SpectraMax M2 microplate reader
(Molecular Devices). The specific fluorescence of endocytosed BSA-
FITC was obtained by subtracting non-specific fluorescence of BSA-
FITC uptake determined on cells co-incubated with unlabeled BSA
(100 mg/mL). The specific cell-associated fluorescence was further
normalized to the total protein concentration of each sample.

2.12 Statistical analysis

All results are presented as medians (interquartile range). The
Shapiro-Wilk test was used to evaluate normal data distribution. To
compare differences between groups, one-way analysis of variance
(ANOVA) was used followed by Tukey’s post-test. When indicated,
the t-test was used. Pearson’s coefficient was used to identify
correlations between sets of data. p < 0.05 was considered
statistically significant. The statistical analysis was performed
using GraphPad Prism (version 8; GraphPad Software, San
Diego, CA, United States).

3 Results

3.1 Rapamycin treatment induced no
changes in glomerular function and
structure

To evaluate the possible effects of rapamycin on the renal
function parameters, BALB/c mice were treated with rapamycin
for different times generating four groups: a) control (CTL), animals
did not receive rapamycin; b) D1, D3, and D7, animals received a
daily dose of rapamycin for 1, 3 or 7 days, respectively. Body weight,

kidney weight/body weight ratio, food intake, water intake, urinary
flow, and urinary creatinine did not change between the groups
(Table 1). Markers of glomerular function such as plasma creatinine,
BUN, and creatinine clearance (CCr) showed no difference between
the groups (Figures 1A–C). In addition to the functional analysis, the
assessment of PAS-stained kidney slices showed no differences in
the glomerular area and cellularity between rapamycin-treated
animals and controls (Figures 1D–F). These results suggest that
glomerular function and structure were not changed by rapamycin
treatment.

3.2 Rapamycin treatment induces tubular
proteinuria and albuminuria

To further characterize the effect of rapamycin, the urinary
protein excretion as well as proximal tubule function and
structure were analyzed. Rapamycin treatment resulted in an
increase in 24-h proteinuria and UPCr compared with the
control group (Figures 2A,B). The SDS-PAGE analysis of
urine showed a profile of middle- and low-molecular weight
proteinuria, especially in the D1 and D3 groups compared with
the controls (Figures 2C,D). Consistent with these findings,
immunoblotting for urinary albumin analysis revealed an
increase in albuminuria mainly in the D1 and D3 groups
(Figure 2E). There was a tendency to a reduction in
proteinuria, UPCr, as well as albuminuria in the D7 group,
although they were higher compared with the control group.

Rapamycin treatment did not change renal sodium handling,
measured by urinary sodium excretion, sodium clearance and FENa

+

(Figures 2F–H). In agreement, rapamycin treatment did not change
(Na++K+)ATPase activity (Figure 2I). Furthermore, we also used
LLC-PK1 cells, a model of PTECs, to verify the direct effect of
rapamycin on these cells. Overnight treatment of the cells with
10–7 M rapamycin did not change (Na++K+)ATPase activity and
cellular viability measured by LDH activity in the cell supernatant
(Figures 2J,K).

The possible effect of rapamycin treatment on tubular injury was
assessed using histologic analysis of PAS- and Picrosirius-stained
kidney sections, which showed that rapamycin did not induce
structural changes in renal cortical tubules, including tubule
interstitial space and collagen deposition (Figures 3A–D). These
results suggest that rapamycin has a specific effect on tubular protein
handling.

3.3 Rapamycin treatment reduces albumin-
FITC uptake and megalin expression in
PTECs

We investigated whether rapamycin-induced proteinuria was
associated with impaired protein reabsorption in the PTECs. The
uptake of albumin-FITC in the renal cortex was analyzed. Albumin
uptake was reduced in all treated groups in relation to controls
(Figure 4A). In agreement with proteinuria and albuminuria, there
was a marked decrease in albumin uptake in the D1 and D3 groups;
albumin uptake was also decreased in the D7 group, although to a
lesser degree.
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Proximal tubule protein reabsorption is a process that mainly
relies on receptor-mediated endocytosis (Christensen et al., 2012;
Eshbach and Weisz, 2017). Therefore, we assessed the expression of
megalin in PTECs by immunofluorescence using confocal
microscopy to analyze if rapamycin modulates components of
the receptor-mediated endocytosis pathway. A reduction of
megalin expression was observed in all rapamycin-treated groups
compared with controls (Figures 4B–E). There was an acute
reduction of megalin expression in the D1 and D3 groups and a
mild reduction of megalin expression in the D7 group.

Besides the total expression of megalin in PT cells, its
localization at the apical brush border membrane is essential for
protein reabsorption (Marzolo and Farfán, 2011; Perez Bay et al.,

2016). The expression pattern of megalin was mostly restricted to
the brush border of PTECs in the control group (Figures 4C,D,F).
Rapamycin treatment resulted in a decrease of megalin expression at
this site. Furthermore, the distribution of megalin between the brush
border and intracellular compartments was changed by rapamycin
treatment (Figure 4G). The level of megalin in intracellular
compartments in relation to the brush border increased from day
1 to day 7 after the treatment. These data indicate that rapamycin
treatment changed both total megalin expression and cellular
distribution. Furthermore, a direct correlation between albumin
uptake and megalin expression was found in all rapamycin-
treated groups, and there was an inverse correlation between
albumin uptake and UPCr or 24-h proteinuria (Figures 4H–J).

TABLE 1 Functional parameters (mean ± standard deviation).

Parameters Control (n = 9) Day 1 (n = 9) Day 3 (n = 9) Day 7 (n = 9)

Body weight (g) 23.14 ± 2.26 21.89 ± 1.54 20.70 ± 2.60 22.31 ± 1.77

Kidney weight/body weight (mg/g) 8.67 ± 0.86 9.44 ± 0.44 8.87 ± 0.92 9.53 ± 0.0.83

Food intake (g/24 h) 4.13 ± 0.63 3.32 ± 0.73 4.19 ± 0.90 4.27 ± 0.60

Water intake (mL/24 h) 6.05 ± 2.06 6,04 ± 0.96 4.80 ± 2.11 5.44 ± 1.33

Urinary flow (μL/min) 0.61 ± 0.24 0.62 ± 0.15 0.62 ± 0.14 0.55 ± 0.21

Urinary creatinine (mg/dL) 91.61 ± 13.70 90.39 ± 9.11 75.71 ± 11.01 84.87 ± 18.37

FIGURE 1
Rapamycin treatment does not change glomerular function and structure. Functional and structural analyses were performed on each experimental
group as described in Section 2. (A) Plasma creatinine (n = 9). (B) Blood urea nitrogen (BUN) (n = 9). (C) Creatinine clearance (n = 9). (D) Representative
micrographs of cortical glomerulus in kidney sections stained with periodic acid-Schiff, Scale bar, 50 µm. (E) Quantitative analysis of glomerular area
(pixels/area) (n = 4). (F) Glomerular cellularity (cells/tuft area) (n = 4). In panel (E) and (F), each data point represents the mean value obtained from
measurements of 15 different glomeruli. Data are presented as medians (interquartile range).
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To confirm the direct effect of rapamycin on the PTECs, we analyzed
this parameter in vitro with LLC-PK1 cells. Overnight rapamycin
treatment (0.1 mM) decreased albumin-FITC uptake and megalin
expression (Figures 5A–C).

4 Discussion

The therapeutic use of rapamycin after solid organ
transplantation and for autoimmune diseases has become an
alternative to other conventional immunosuppressive therapies
(Johnson et al., 2001; Weir et al., 2011; Tedesco-Silva et al., 2019;
Peng et al., 2020). However, the development of side effects
including proteinuria and albuminuria in patients and murine

models is an important limitation of rapamycin use (van den
Akker et al., 2006; Aliabadi et al., 2008; Wiseman et al., 2013;
Tedesco-Silva et al., 2019; Asleh et al., 2021). In the present
study, a possible mechanism underlying the proteinuria and
albuminuria induced by rapamycin was revealed. We showed
that rapamycin reduces megalin-mediated protein endocytosis in
PTECs in healthy BALB/c mice. This effect was associated with a
decrease in megalin expression in PTECs without changes in
glomerular function and structure, indicating a tubular origin of
the proteinuria and albuminuria.

One important concern could be the use of creatinine clearance
(CCr) as a marker of glomerular function since creatinine is secreted
in PTECs (Eisner et al., 2010; Vallon et al., 2012). The gold standard
for measuring absolute glomerular flow rate (GFR) is the clearance

FIGURE 2
Rapamycin treatment induces proteinuria and albuminuria without changes in renal sodium handling. (A) 24-h proteinuria (mg/24 h) (n = 9). (B)
Urinary protein creatinine ratio (UPCr) (n = 9). (C) Assessment of urinary proteins by SDS-PAGE stained with Coomassie blue. Representative image of
three independent experiments. (D) Densitometry analysis of urinary protein from SDS-PAGE. (E) Representative immunoblotting image of urinary
albumin (67 kDa). (F)Urinary sodium (n = 6). (G) Sodium clearance (n = 6). (H) Renal fractional excretion of sodium (FENa

+) (n = 6). (I) (Na++K+)ATPase
activity in renal cortex (n = 9). (J) (Na++K+)ATPase activity in LLC-PK1 cells (n = 5). (K) Lactate dehydrogenase (LDH) activity in the supernatant of LLC-PK1
cells (n = 5). Data are presented as medians (interquartile range). *p < 0.05 in relation to the control (CTL) group.
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of inulin. Vallon et al. (2012), using C57Bl/6 mice, demonstrated
that creatinine clearance was higher than inulin clearance. However,
when creatinine secretion in the proximal tubule was abolished in
knockout mice for organic anion transporters (OAT1 and OAT3),
the values became similar. On the other hand, Dunn et al. (2004),
using C57Bl/6 mice, showed that GFR measured by inulin clearance
was very similar to that obtained by CCr using HPLC method.
Despite these contradictory results, CCr has been widely used by
several authors as a marker of glomerular function in experimental
animal model procedures and human clinical tests (Liu et al., 2012;
Barnett et al., 2022; Corremans et al., 2022). Due to the endogenous
nature of creatinine, the use of CCr to assess glomerular function
avoids invasive procedures. In our study, we did not observe any
changes in the urinary excretion of creatinine and estimated GFR
(eGFR), indicating that there were no modifications in the secretion
of creatinine. Therefore, these observations support the use of CCr
as a reliable estimate of glomerular function in our experimental
condition. Furthermore, the CCr values obtained in the present
study were similar to those reported in other works (Abreu et al.,
2014).

Stylianou et al. (2012) observed that rapamycin treatment of
healthy female BALB/c mice with 1.5 mg/kg/day rapamycin for
1 week, presented a slight increase in albuminuria. A more
pronounced effect was observed only when the animals received

3.0 mg/kg/day of rapamycin. In addition, the authors showed
transient peak in albuminuria after 4 weeks of rapamycin
treatment (1.5 mg/kg/day) followed by regression at 8 weeks. We
showed that treatment of healthy male BALB/c mice with the same
concentration and time of treatment was associated with transient
proteinuria and albuminuria that was higher after 3 days of
treatment than after 7 days. These results point to a dynamic and
transient effect of rapamycin on the development of proteinuria,
depending on treatment duration and dosage. Furthermore, our
results revealed that rapamycin treatment induces a specific effect on
the renal handling of protein since it did not apparently change renal
sodium handling as well as cortical (Na++K+)ATPase activity. In
agreement, rapamycin treatment did not change phosphorus/
bicarbonate excretion in asymptomatic kidney transplant patients
(Banhara et al., 2015).

Despite this evidence, the effect of rapamycin treatment on renal
sodium handling is a controversial matter. Haller et al. (2012)
showed that rapamycin treatment (1.5 mg/kg/day) of healthy
Wistar rats for 7 days was associated with increased urinary
excretion of Na+. However, similar to our results, they did not
observe any modification in the expression of the (Na++K+)ATPase
α1subunit in the renal cortex. Therefore, the effects of rapamycin on
renal sodium handling may not be associated with modulation of the
activity and expression of (Na++K+)ATPase in PTECs. On the other

FIGURE 3
Proximal tubule structure and collagen deposition were not changed by rapamycin treatment. (A) Representative micrographs of cortical tubules in
kidney sections stained with periodic acid-Schiff. Scale bar, 20 µm. (B) Quantitative analysis of tubule interstitial space (% of total area) (n = 4). (C)
Representative micrographs of hotspots of collagen deposition in Picrosirius-stained kidney sections. Scale bar, 50 µm. (D) Quantitative analysis of
collagen deposition (% of total area) (n=4). In panel B andD, each data point represents themean value obtained frommeasurements of 20 different
image fields. Data are presented as medians (interquartile range).
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hand, the urinary excretion of Na+ was reduced after rapamycin
treatment (0.4 mg/kg/day, subcutaneously) in Sprague-Dawley rats
(Nielsen et al., 2005). These contradictory results indicate that the
effect of rapamycin depends on the dose, time of treatment, and
route of administration as well as gender, strain, and species (Di

Joseph and Sehgal, 1993; Nielsen et al., 2005; Haller et al., 2012;
Stylianou et al., 2012). Furthermore, the specific modulation of
sodium cotransporters in proximal and distal nephron segments
is not ruled out. In fact, studies have shown that megalin expression
modulates the expression of the Slc34a1 gene, which encodes the

FIGURE 4
Rapamycin treatment decreases proximal tubule megalin-mediated albumin uptake. (A) Albumin-FITC uptake in renal cortex (n = 6). (B)
Representative confocal microscopy images of megalin expression (red) in cortical proximal tubule epithelial cells (PTECs) assessed by
immunofluorescence. Scale bar, 50 µm. (C)Quantification of total megalin expression in PTECs (n = 4). (D) Representative confocal microscopy images
of apical megalin expression in cortical PTECs (upper panel) and 3D projection of tubular megalin expression (lower panel). Scale bar, 12 µm. (E) Plot
profile analysis of apical-to-basolateral membrane distribution of megalin in the PTECs as described in Section 2 (n = 4, curves represent the sum of plot
profile peaks from randomly selected PTECs from different animals). Vertical red dashed lines represent the expected length of the proximal tubule brush
border (~4 µm). (F) Apical megalin expression quantified by the area under the curve (AUC) of representative plot profile peaks from each group (n = 4,
symbols represent the number of different plot profiles analyzed from different cells from each different experimental set). (G) Ratio of apical and
basolateral megalin expression (n = 4, symbols represent the number of different plot profiles analyzed from different cells from each different
experimental set). (H–J) Correlation between cortical albumin uptake and megalin expression (H) or urinary protein to creatinine ratio (UPCr) (I) or 24-h
proteinuria (J). The data used for analysis are from the D1, D3, and D7 groups. The correlation between variables was calculated using Pearson’s
coefficient. The data are presented as medians (interquartile range). *p < 0.05 in relation to the control (CTL) group.
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NaPi cotransporter (Weisz, 2021; Rbaibi et al., 2023). Mutations in
megalin have been associated with Donnai-Barrow syndrome, a
condition characterized by severe impairment of proximal tubule
reabsorption (Kantarci et al., 2007). However, further investigations
are necessary to fully elucidate this issue.

In a case report of a renal transplant recipient, Straathof-Galema
et al. (2006) described nephrotic proteinuria due to use of
rapamycin. Using renal biopsy and the FITC-labeled anti-
albumin technique, the authors demonstrated a reduction in
albumin reabsorption in PTECs. Proteinuria returned to normal
levels after the withdrawal of rapamycin, indicating a transient
effect. Here, we showed that albumin uptake in PTECs is
decreased by rapamycin treatment in both an animal model and
a cell culture. Furthermore, the inhibitory effect of rapamycin on
protein uptake in immortalized PT cell lines has been reported
(Oroszlan et al., 2010; Grahammer et al., 2016; Peruchetti et al.,
2018). These results show that rapamycin treatment may induce
tubular proteinuria and albuminuria by decreasing protein uptake in
PTECs without changes in glomerular function.

By using a genetic approach to inhibit mTORC1 in the PT,
which is the expected pharmacologic effect of rapamycin on PTECs,
Grahammer et al. (2016) observed that transgenic mice presented a
Fanconi-like syndrome and albuminuria due to a reduction in fluid-
phase and receptor-mediated endocytosis. The authors suggest that
this finding was associated with impaired intracellular trafficking
and accumulation of endocytosed albumin despite preserved
expression of megalin and cubilin in PTECs. In a previous work,
our group showed that acute inhibition of the PI3K/PKB pathway,

which promotes activation of mTORC1, halted albumin endocytosis
in early endosomes (Silva-Aguiar et al., 2022a). The present work
shows that rapamycin treatment for 1, 3, and 7 days reduced brush
border expression and cellular distribution of megalin. In
agreement, Gleixner et al. (2014) showed that prolonged
rapamycin treatment (10 mg/kg/day for 6 months) induced
proteinuria associated with decreased renal expression of megalin
in C57BL/6 mice. This effect was mediated by transcriptional
downregulation of megalin mRNA (Gleixner et al., 2014). In line
with these observations, we propose that rapamycin may
compromise megalin expression and cellular localization, which
are essential for the proper functioning of receptor-mediated
endocytosis pathway in PTECs (Marzolo and Farfán, 2011; Perez
Bay et al., 2016; Silva-Aguiar et al., 2022a).

Changes in the protein reabsorption machinery in PTECs are
usually associated with the development of tubule interstitial
injury in subclinical AKI (Peruchetti et al., 2020; Peruchetti et al.,
2021; Peres et al., 2023). However, we did not verify tubular
injury in rapamycin-treated animals. In agreement, Stylianou
et al. (2012) reported no evidence of tubular injury in female
BALB/c mice treated with increasing doses of rapamycin (1.0, 1.5,
and 3.0 mg/kg/day) for 7 days. Even higher doses of rapamycin
(75 mg/kg/day) did not change tubule interstitial morphology in
mice (Di Joseph and Sehgal, 1993). On the other hand, chronic
rapamycin treatment induced cytoplasm vacuolization in the PT
of C57BL/6 mice (Gleixner et al., 2014). Although it is not a
specific histopathologic marker of kidney injury (Cristofori et al.,
2007; Dickenmann et al., 2008; Ding et al., 2020), this finding

FIGURE 5
Rapamycin treatment decreased megalin-mediated albumin uptake in LLC-PK1 cells. (A) Albumin-FITC uptake in LLC-PK1 cells treated with 10–7 M
rapamycin overnight (n = 7). (B) Representative confocal microscopy images of megalin expression (green). Cells nuclei were stained with 4′,6-
diamidino-2-phenylindole (DAPI, blue). Scale bar, 50 µm. (C) Quantification of total megalin expression in LLC-PK1 cells (symbols represent randomly
selected cells per field of three independent experiments, n = 3). Data are presented as medians (interquartile range). *p < 0.05 in relation to the
control (CTL) group.
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could be a consequence of changes in intravesicular trafficking
rather than changes in the ultrastructure of PTs. These data
indicate that rapamycin treatment per se does not induce kidney
injury despite modulation of protein reabsorption in PTECs.

Several studies have shown that the treatment of animal
models affected by kidney disease with rapamycin ameliorates
renal damage and proteinuria (Wu et al., 2006; Chen et al., 2012;
Jiang et al., 2012; Xiao et al., 2014; Cui et al., 2015). Jiang et al.
(2012) reported that rapamycin treatment (1.0 mg/kg) reduced
tubular damage resulting from cisplatin-induced acute kidney
injury in C57BL/6 mice. A similar effect was observed in a mouse
model of tubule interstitial fibrosis and diabetic kidney disease
(DKD) (Wu et al., 2006; Chen et al., 2012; Xiao et al., 2014). Xiao
et al. (2014) showed that rapamycin treatment (2.0 mg/kg/48 h)
reduced albuminuria observed in DKD, which is in contrast to
the effect of rapamycin treatment in a healthy animal. It is well
known that during the development of DKD, there is
overactivation of mTORC1 in glomerular and tubular
structures involved with kidney damage (Gödel et al., 2011;
Inoki et al., 2011; Kogot-Levin et al., 2020). In addition, in a
previous work, it was shown that the balance between the
activities of mTORC1 and mTORC2 is a critical step for
modulation of albumin endocytosis in PTECs (Peruchetti
et al., 2014). Based on this evidence, we postulate that the
possible success with the treatment of renal disease with
rapamycin depends on the previous state of
mTORC1 activation. Whether the beneficial effects of
rapamycin on the tubular damage observed in DKD is
associated with modulation of the megalin-mediated protein
reabsorption in PTECs remains to be elucidated.

Our work has revealed an important action mechanism
underlying the proteinuria induced by rapamycin treatment. This
work demonstrates that rapamycin treatment induces proteinuria
and albuminuria in healthy BALB/c mice without changes in
parameters of glomerular function. This effect seems to be
mediated by a specific decrease in megalin-mediated protein
reabsorption in PTECs, involving a decrease in the expression
and cellular distribution of megalin. These results open new
perspectives on understanding the effects of rapamycin on the
genesis of proteinuria.

Data availability statement

The original contributions presented in the study are included in
the article/supplementary material, further inquiries can be directed
to the corresponding author.

Ethics statement

The animal study was reviewed and approved by Ethics
Committee on the Use of Animals in Research at the Federal
University of Rio de Janeiro (CEUA 045/17).

Author contributions

RP, DP, RS-A, AP, and CC-N designed the study. RP, DP, RS-A,
and DT performed experiments. RP, DP, RS-A, AP, and CC-N
interpreted the results. RP analyzed raw data and produced the final
figures and the table. CT provided valuable advice on the
experimental procedures. RP and CC-N wrote the manuscript.
CG provided valuable advice on writing the manuscript. RP, AP,
and CC-N revised the manuscript. RP and CC-N approved the final
version of the manuscript. AP and CC-N provided resources, project
administration, and funding acquisition. All authors contributed to
the article and approved the submitted version.

Funding

This research was funded by Conselho Nacional de
Desenvolvimento Científico e Tecnológico (https://www.cnpq.br):
40.1700/2020-8 (to CC-N), 44.4194/2018-5 (to CC-N), 309795/
2018-4 (to AP), 42.3724/2018-5 (to AP), 309112/2021-4 (to CC-N);
Fundação Carlos Chagas Filho de Amparo à Pesquisa do Estado do
Rio de Janeiro–FAPERJ (https://www.faperj.br): E- 26/210.181/
2020 (to CC-N), E-26/211.139/2021 (to CC-N), E-26/200.900/
2021 (to CC-N), E- 26/202.556/2019 (to AP), E-26/210.930/2019
(to AP), E-26/200.564/2023 (to AP); Rio Network of Innovation in
Nanosystems for Health (Nanohealth/FAPERJ): E-26/010.000983/
2019 (to AP and CC-N). This study was financed in part by the
Coordenação de Aperfeiçoamento de Pessoal de Nível Superior/
Brasil (CAPES), CAPES/PRINT-23079.205747/2020-04.

Acknowledgments

The authors thank Gislaine de Almeida Pereira (TCT
fellowship/FAPERJ) and Giulianne Serpa (TCT fellowship/
FAPERJ) for their excellent technical support. Graphical abstract
was created with BioRender.com.

Conflict of interest

The authors declare that the research was conducted in the
absence of any commercial or financial relationships that could be
construed as a potential conflict of interest.

Publisher’s note

All claims expressed in this article are solely those of the authors
and do not necessarily represent those of their affiliated
organizations, or those of the publisher, the editors and the
reviewers. Any product that may be evaluated in this article, or
claim that may be made by its manufacturer, is not guaranteed or
endorsed by the publisher.

Frontiers in Pharmacology frontiersin.org11

Peres et al. 10.3389/fphar.2023.1194816

https://www.cnpq.br
https://www.faperj.br
http://BioRender.com
https://www.frontiersin.org/journals/pharmacology
https://www.frontiersin.org
https://doi.org/10.3389/fphar.2023.1194816


References

Abreu, T. P., Silva, L. S., Takiya, C. M., Souza, M. C., Henriques, M. G., Pinheiro, A. A.
S., et al. (2014). Mice rescued from severe malaria are protected against renal injury
during a second kidney insult. PLoS One 9 (4), e93634. doi:10.1371/journal.pone.
0093634

Aliabadi, A. Z., Pohanka, E., Seebacher, G., Dunkler, D., Kammerstätter, D., Wolner,
E., et al. (2008). Development of proteinuria after switch to sirolimus-based
immunosuppression in long-term cardiac transplant patients. Am. J. Transpl. 8 (4),
854–861. doi:10.1111/j.1600-6143.2007.02142.x

Arnaud-Batista, F. J., Peruchetti, D. B., Abreu, T. P., do Nascimento, N. R., Malnic, G.,
Fonteles, M. C., et al. (2016). Uroguanylin modulates (Na++K+)ATPase in a proximal
tubule cell line: Interactions among the cGMP/protein kinase G, cAMP/protein kinase
A, and mTOR pathways. Biochim. Biophys. Acta 1860 (7), 1431–1438. doi:10.1016/j.
bbagen.2016.04.012

Asleh, R., Alnsasra, H., Lerman, A., Briasoulis, A., Pereira, N. L., Edwards, B. S., et al.
(2021). Effects of mTOR inhibitor-related proteinuria on progression of cardiac
allograft vasculopathy and outcomes among heart transplant recipients. Am.
J. Transpl. 21 (2), 626–635. doi:10.1111/ajt.16155

Banhara, P. B., Gonçalves, R. T., Rocha, P. T., Delgado, A. G., Leite, M., Jr., and
Gomes, C. P. (2015). Tubular dysfunction in renal transplant patients using sirolimus or
tacrolimus. Clin. Nephrol. 83 (6), 331–337. doi:10.5414/CN108541

Barnett, A.M., Babcock, M. C., Watso, J. C., Migdal, K. U., Gutiérrez, O. M., Farquhar,
W. B., et al. (2022). High dietary salt intake increases urinary NGAL excretion and
creatinine clearance in healthy young adults. Am. J. Physiol. Ren. Physiol. 322 (4),
F392–F402. doi:10.1152/ajprenal.00240.2021

Chen, G., Chen, H., Wang, C., Peng, Y., Sun, L., Liu, H., et al. (2012). Rapamycin
ameliorates kidney fibrosis by inhibiting the activation of mTOR signaling in interstitial
macrophages and myofibroblasts. PLoS One 7, e33626. doi:10.1371/journal.pone.
0033626

Christensen, E. I., Birn, H., Storm, T., Weyer, K., and Nielsen, R. (2012). Endocytic
receptors in the renal proximal tubule. Physiol. (Bethesda) 27 (4), 223–236. doi:10.1152/
physiol.00022.2012

Chueh, S. C., and Kahan, B. D. (2005). Clinical application of sirolimus in renal
transplantation: An update. Transpl. Int. 18 (3), 261–277. doi:10.1111/j.1432-2277.2004.
00039.x

Corremans, R., Neven, E., Maudsley, S., Leysen, H., De Broe, M. E., D’Haese, P. C.,
et al. (2022). Progression of established non-diabetic chronic kidney disease is halted by
metformin treatment in rats. Kidney Int. 101 (5), 929–944. doi:10.1016/j.kint.2022.
01.037

Cravedi, P., and Remuzzi, G. (2013). Pathophysiology of proteinuria and its value as
an outcome measure in chronic kidney disease. Br. J. Clin. Pharmacol. 76 (4), 516–523.
doi:10.1111/bcp.12104

Cristofori, P., Zanetti, E., Fregona, D., Piaia, A., and Trevisan, A. (2007). Renal
proximal tubule segment-specific nephrotoxicity: An overview on biomarkers and
histopathology. Toxicol. Pathol. 35 (2), 270–275. doi:10.1080/01926230601187430

Cui, J., Bai, X. Y., Sun, X., Cai, G., Hong, Q., Ding, R., et al. (2015). Rapamycin protects
against gentamicin-induced acute kidney injury via autophagy in mini-pig models. Sci.
Rep. 5, 11256. doi:10.1038/srep11256

Di Joseph, J. F., and Sehgal, S. N. (1993). Functional and histopathologic effects of
rapamycin on mouse kidney. Immunopharmacol. Immunotoxicol. 15 (1), 45–56. doi:10.
3109/08923979309066932

Dickenmann, M., Oettl, T., and Mihatsch, M. J. (2008). Osmotic nephrosis: Acute
kidney injury with accumulation of proximal tubular lysosomes due to administration
of exogenous solutes. Am. J. Kidney Dis. 51 (3), 491–503. doi:10.1053/j.ajkd.2007.10.044

Dickson, L. E., Wagner, M. C., Sandoval, R. M., and Molitoris, B. A. (2014). The
proximal tubule and albuminuria: Really. J. Am. Soc. Nephrol. 25 (3), 443–453. doi:10.
1681/ASN.2013090950

Ding, L., Li, L., Liu, S., Bao, X., Dickman, K. G., Sell, S. S., et al. (2020). Proximal
tubular vacuolization and hypersensitivity to drug-induced nephrotoxicity in male mice
with decreased expression of the NADPH-cytochrome P450 reductase. Toxicol. Sci. 173
(2), 362–372. doi:10.1093/toxsci/kfz225

Dunn, S. R., Qi, Z., Bottinger, E. P., Breyer, M. D., and Sharma, K. (2004). Utility of
endogenous creatinine clearance as a measure of renal function in mice. Kidney Int. 65
(5), 1959–1967. doi:10.1111/j.1523-1755.2004.00600.x

Eisner, C., Faulhaber-Walter, R., Wang, Y., Leelahavanichkul, A., Yuen, P. S., Mizel,
D., et al. (2010). Major contribution of tubular secretion to creatinine clearance in mice.
Kidney Int. 77 (6), 519–526. doi:10.1038/ki.2009.501

Eshbach, M. L., and Weisz, O. A. (2017). Receptor-mediated endocytosis in the
proximal tubule. Annu. Rev. Physiol. 79, 425–448. doi:10.1146/annurev-physiol-
022516-034234

Fantus, D., Rogers, N. M., Grahammer, F., Huber, T. B., and Thomson, A. W. (2016).
Roles of mTOR complexes in the kidney: Implications for renal disease and
transplantation. Nat. Rev. Nephrol. 12 (10), 587–609. doi:10.1038/nrneph.2016.108

Farias, R. S., Silva-Aguiar, R. P., Teixeira, D. E., Gomes, C. P., Pinheiro, A. A. S.,
Peruchetti, D. B., et al. (2023). Inhibition of SGLT2 co-transporter by dapagliflozin
ameliorates tubular proteinuria and tubule-interstitial injury at the early stage of
diabetic kidney disease. Eur. J. Pharmacol. 942, 175521. doi:10.1016/j.ejphar.2023.
175521

Gao, G., Chen, W., Yan, M., Liu, J., Luo, H., Wang, C., et al. (2020). Rapamycin
regulates the balance between cardiomyocyte apoptosis and autophagy in chronic heart
failure by inhibiting mTOR signaling. Int. J. Mol. Med. 45 (1), 195–209. doi:10.3892/
ijmm.2019.4407

Gleixner, E. M., Canaud, G., Hermle, T., Guida, M. C., Kretz, O., Helmstädter, M.,
et al. (2014). V-ATPase/mTOR signaling regulates megalin-mediated apical
endocytosis. Cell Rep. 8 (1), 10–19. doi:10.1016/j.celrep.2014.05.035

Gödel, M., Hartleben, B., Herbach, N., Liu, S., Zschiedrich, S., Lu, S., et al. (2011). Role
of mTOR in podocyte function and diabetic nephropathy in humans and mice. J. Clin.
Invest. 121 (6), 2197–2209. doi:10.1172/JCI44774

Grahammer, F., Ramakrishnan, S. K., Rinschen, M. M., Larionov, A. A., Syed, M.,
Khatib, H., et al. (2016). mTOR regulates endocytosis and nutrient transport in
proximal tubular cells. J. Am. Soc. Nephrol. 28 (1), 230–241. doi:10.1681/ASN.
2015111224

Gui, Y., and Dai, C. (2020). mTOR signaling in kidney diseases. Kidney360 1 (11),
1319–1327. doi:10.34067/KID.0003782020

Haller, M., Amatschek, S., Wilflingseder, J., Kainz, A., Bielesz, B., Pavik, I., et al.
(2012). Sirolimus induced phosphaturia is not caused by inhibition of renal apical
sodium phosphate cotransporters. PLoS One 7 (7), e39229. doi:10.1371/journal.pone.
0039229

Haraldsson, B., Nyström, J., and Deen, W. M. (2008). Properties of the glomerular
barrier and mechanisms of proteinuria. Physiol. Rev. 88 (2), 451–487. doi:10.1152/
physrev.00055.2006

Hull, R. N., Cherry,W. R., andWeaver, G.W. (1976). The origin and characteristics of
a pig kidney cell strain, LLC-PK. Vitro 12 (10), 670–677. doi:10.1007/BF02797469

Inoki, K., Mori, H., Wang, J., Suzuki, T., Hong, S., Yoshida, S., et al. (2011).
mTORC1 activation in podocytes is a critical step in the development of diabetic
nephropathy in mice. J. Clin. Invest. 121 (6), 2181–2196. doi:10.1172/JCI44771

Jiang, M., Wei, Q., Dong, G., Komatsu, M., Su, Y., and Dong, Z. (2012). Autophagy in
proximal tubules protects against acute kidney injury. Kidney Int. 82 (12), 1271–1283.
doi:10.1038/ki.2012.261

Johnson, R. W., Kreis, H., Oberbauer, R., Brattström, C., Claesson, K., and Eris, J.
(2001). Sirolimus allows early cyclosporine withdrawal in renal transplantation
resulting in improved renal function and lower blood pressure. Transplantation 72
(5), 777–786. doi:10.1097/00007890-200109150-00007

Kantarci, S., Al-Gazali, L., Hill, R. S., Donnai, D., Black, G. C., Bieth, E., et al. (2007).
Mutations in LRP2, which encodes the multiligand receptor megalin, cause Donnai-
Barrow and facio-oculo-acoustico-renal syndromes.Nat. Genet. 39 (8), 957–959. doi:10.
1038/ng2063

Kogot-Levin, A., Hinden, L., Riahi, Y., Israeli, T., Tirosh, B., Cerasi, E., et al. (2020).
Proximal tubule mTORC1 is a central player in the pathophysiology of diabetic
nephropathy and its correction by SGLT2 inhibitors. Cell Rep. 32 (4), 107954.
doi:10.1016/j.celrep.2020.107954

Liu, G. Y., and Sabatini, D. M. (2020). mTOR at the nexus of nutrition, growth, ageing
and disease. Nat. Rev. Mol. Cell Biol. 21 (4), 183–203. doi:10.1038/s41580-019-0199-y

Liu, Y., El-Achkar, T. M., and Wu, X. R. (2012). Tamm-Horsfall protein regulates
circulating and renal cytokines by affecting glomerular filtration rate and acting as a
urinary cytokine trap. J. Biol. Chem. 287 (20), 16365–16378. doi:10.1074/jbc.M112.
348243

Lowry, O. H., Rosebrough, N. J., Farr, A. L., and Randall, R. J. (1951). Protein
measurement with the Folin phenol reagent. J. Biol. Chem. 193 (1), 265–275. doi:10.
1016/s0021-9258(19)52451-6

Martel, R. R., Klicius, J., and Galet, S. (1977). Inhibition of the immune response by
rapamycin, a new antifungal antibiotic. Can. J. Physiol. Pharmacol. 55 (1), 48–51. doi:10.
1139/y77-007

Marzolo, M. P., and Farfán, P. (2011). New insights into the roles of megalin/
LRP2 and the regulation of its functional expression. Biol. Res. 44 (1), 89–105. doi:10.
4067/S0716-97602011000100012

McMullen, J. R., Sherwood, M. C., Tarnavski, O., Zhang, L., Dorfman, A. L., Shioi, T.,
et al. (2004). Inhibition of mTOR signaling with rapamycin regresses established cardiac
hypertrophy induced by pressure overload. Circulation 109 (24), 3050–3055. doi:10.
1161/01.CIR.0000130641.08705.45

Nielsen, F. T., Starklint, H., and Dieperink, H. (2005). Impaired glomerular and
tubular function as a short-term effect of sirolimus treatment in the rat. Am. J. Nephrol.
25 (4), 411–416. doi:10.1159/000087275

Nielsen, R., Birn, H., Moestrup, S. K., Nielsen, M., Verroust, P., and Christensen, E. I.
(1998). Characterization of a kidney proximal tubule cell line, LLC-PK1, expressing

Frontiers in Pharmacology frontiersin.org12

Peres et al. 10.3389/fphar.2023.1194816

https://doi.org/10.1371/journal.pone.0093634
https://doi.org/10.1371/journal.pone.0093634
https://doi.org/10.1111/j.1600-6143.2007.02142.x
https://doi.org/10.1016/j.bbagen.2016.04.012
https://doi.org/10.1016/j.bbagen.2016.04.012
https://doi.org/10.1111/ajt.16155
https://doi.org/10.5414/CN108541
https://doi.org/10.1152/ajprenal.00240.2021
https://doi.org/10.1371/journal.pone.0033626
https://doi.org/10.1371/journal.pone.0033626
https://doi.org/10.1152/physiol.00022.2012
https://doi.org/10.1152/physiol.00022.2012
https://doi.org/10.1111/j.1432-2277.2004.00039.x
https://doi.org/10.1111/j.1432-2277.2004.00039.x
https://doi.org/10.1016/j.kint.2022.01.037
https://doi.org/10.1016/j.kint.2022.01.037
https://doi.org/10.1111/bcp.12104
https://doi.org/10.1080/01926230601187430
https://doi.org/10.1038/srep11256
https://doi.org/10.3109/08923979309066932
https://doi.org/10.3109/08923979309066932
https://doi.org/10.1053/j.ajkd.2007.10.044
https://doi.org/10.1681/ASN.2013090950
https://doi.org/10.1681/ASN.2013090950
https://doi.org/10.1093/toxsci/kfz225
https://doi.org/10.1111/j.1523-1755.2004.00600.x
https://doi.org/10.1038/ki.2009.501
https://doi.org/10.1146/annurev-physiol-022516-034234
https://doi.org/10.1146/annurev-physiol-022516-034234
https://doi.org/10.1038/nrneph.2016.108
https://doi.org/10.1016/j.ejphar.2023.175521
https://doi.org/10.1016/j.ejphar.2023.175521
https://doi.org/10.3892/ijmm.2019.4407
https://doi.org/10.3892/ijmm.2019.4407
https://doi.org/10.1016/j.celrep.2014.05.035
https://doi.org/10.1172/JCI44774
https://doi.org/10.1681/ASN.2015111224
https://doi.org/10.1681/ASN.2015111224
https://doi.org/10.34067/KID.0003782020
https://doi.org/10.1371/journal.pone.0039229
https://doi.org/10.1371/journal.pone.0039229
https://doi.org/10.1152/physrev.00055.2006
https://doi.org/10.1152/physrev.00055.2006
https://doi.org/10.1007/BF02797469
https://doi.org/10.1172/JCI44771
https://doi.org/10.1038/ki.2012.261
https://doi.org/10.1097/00007890-200109150-00007
https://doi.org/10.1038/ng2063
https://doi.org/10.1038/ng2063
https://doi.org/10.1016/j.celrep.2020.107954
https://doi.org/10.1038/s41580-019-0199-y
https://doi.org/10.1074/jbc.M112.348243
https://doi.org/10.1074/jbc.M112.348243
https://doi.org/10.1016/s0021-9258(19)52451-6
https://doi.org/10.1016/s0021-9258(19)52451-6
https://doi.org/10.1139/y77-007
https://doi.org/10.1139/y77-007
https://doi.org/10.4067/S0716-97602011000100012
https://doi.org/10.4067/S0716-97602011000100012
https://doi.org/10.1161/01.CIR.0000130641.08705.45
https://doi.org/10.1161/01.CIR.0000130641.08705.45
https://doi.org/10.1159/000087275
https://www.frontiersin.org/journals/pharmacology
https://www.frontiersin.org
https://doi.org/10.3389/fphar.2023.1194816


endocytotic active megalin. J. Am. Soc. Nephrol. 9 (10), 1767–1776. doi:10.1681/ASN.
V9101767

Nielsen, R., Christensen, E. I., and Birn, H. (2016). Megalin and cubilin in proximal
tubule protein reabsorption: From experimental models to human disease. Kidney Int.
89 (1), 58–67. doi:10.1016/j.kint.2015.11.007

Oroszlán, M., Bieri, M., Ligeti, N., Farkas, A., Meier, B., Marti, H. P., et al. (2010).
Sirolimus and everolimus reduce albumin endocytosis in proximal tubule cells via an
angiotensin II-dependent pathway. Transpl. Immunol. 23 (3), 125–132. doi:10.1016/j.
trim.2010.05.003

Peng, L., Wu, C., Hong, R., Sun, Y., Qian, J., Zhao, J., et al. (2020). Clinical efficacy and
safety of sirolimus in systemic lupus erythematosus: A real-world study and meta-
analysis. Ther. Adv. Musculoskelet. Dis. 12, 1759720X20953336. doi:10.1177/
1759720X20953336

Peres, R. A. S., Silva-Aguiar, R. P., Teixeira, D. E., Peruchetti, D. B., Alves, S. A. S., Leal,
A. B. C., et al. (2023). Gold nanoparticles reduce tubule-interstitial injury and
proteinuria in a murine model of subclinical acute kidney injury. Biochim. Biophys.
Acta Gen. Subj. 1867 (4), 130314. doi:10.1016/j.bbagen.2023.130314

Perez Bay, A. E., Schreiner, R., Benedicto, I., Marzolo, M. P., Banfelder, J., Weinstein,
A. M., et al. (2016). The fast-recycling receptor Megalin defines the apical recycling
pathway of epithelial cells. Nat. Commun. 7, 11550. doi:10.1038/ncomms11550

Peruchetti, D. B., Barahuna-Filho, P. F. R., Silva-Aguiar, R. P., Abreu, T. P., Takiya, C.
M., Cheng, J., et al. (2021). Megalin-mediated albumin endocytosis in renal proximal
tubules is involved in the antiproteinuric effect of angiotensin II type 1 receptor blocker
in a subclinical acute kidney injury animal model. Biochim. Biophys. Acta Gen. Subj.
1865 (9), 129950. doi:10.1016/j.bbagen.2021.129950

Peruchetti, D. B., Cheng, J., Caruso-Neves, C., andGuggino,W. B. (2014).Mis-regulation of
mammalian target of rapamycin (mTOR) complexes induced by albuminuria in proximal
tubules. J. Biol. Chem. 289 (24), 16790–16801. doi:10.1074/jbc.M114.549717

Peruchetti, D. B., Pinheiro, A. A., Landgraf, S. S., Wengert, M., Takiya, C. M.,
Guggino, W. B., et al. (2011). (Na+ + K+)-ATPase is a target for phosphoinositide 3-
kinase/protein kinase B and protein kinase C pathways triggered by albumin. J. Biol.
Chem. 286 (52), 45041–45047. doi:10.1074/jbc.M111.260737

Peruchetti, D. B., Silva-Aguiar, R. P., Siqueira, G. M., Dias, W. B., and Caruso-Neves,
C. (2018). High glucose reduces megalin-mediated albumin endocytosis in renal
proximal tubule cells through protein kinase B O-GlcNAcylation. J. Biol. Chem. 293
(29), 11388–11400. doi:10.1074/jbc.RA117.001337

Peruchetti, D. B., Silva-Filho, J. L., Silva-Aguiar, R. P., Teixeira, D. E., Takiya, C. M.,
Souza, M. C., et al. (2020). IL-4 receptor α chain protects the kidney against tubule-
interstitial injury induced by albumin overload. Front. Physiol. 11, 172. doi:10.3389/
fphys.2020.00172

Queiroz-Madeira, E. P., Lara, L. S., Wengert, M., Landgraf, S. S., Líbano-Soares, J. D.,
Zapata-Sudo, G., et al. (2010). Na+-ATPase in spontaneous hypertensive rats: Possible
AT1 receptor target in the development of hypertension. Biochim. Biophys. Acta. 1798
(3), 360–366. doi:10.1016/j.bbamem.2009.06.018

Rangan, G. K. (2006). Sirolimus-associated proteinuria and renal dysfunction. Drug
Saf. 29 (12), 1153–1161. doi:10.2165/00002018-200629120-00006

Rbaibi, Y., Long, K. R., Shipman, K. E., Ren, Q., Baty, C. J., Kashlan, O. B., et al. (2023).
Megalin, cubilin, and Dab2 drive endocytic flux in kidney proximal tubule cells. Mol.
Biol. Cell 34 (7), ar74. doi:10.1091/mbc.E22-11-0510

Sabatini, D. M., Erdjument-Bromage, H., Lui, M., Tempst, P., and Snyder, S. H.
(1994). RAFT1: A mammalian protein that binds to FKBP12 in a rapamycin-dependent
fashion and is homologous to yeast TORs. Cell 78 (1), 35–43. doi:10.1016/0092-
8674(94)90570-3

Sabers, C. J., Martin, M. M., Brunn, G. J., Williams, J. M., Dumont, F. J., Wiederrecht,
G., et al. (1995). Isolation of a protein target of the FKBP12-rapamycin complex in
mammalian cells. J. Biol. Chem. 270 (2), 815–822. doi:10.1074/jbc.270.2.815

Sarbassov, D. D., Ali, S. M., Sengupta, S., Sheen, J. H., Hsu, P. P., Bagley, A. F., et al.
(2006). Prolonged rapamycin treatment inhibits mTORC2 assembly and Akt/PKB.Mol.
Cell 22 (2), 159–168. doi:10.1016/j.molcel.2006.03.029

Schuh, C. D., Polesel, M., Platonova, E., Haenni, D., Gassama, A., Tokonami, N., et al.
(2018). Combined structural and functional imaging of the kidney reveals major axial
differences in proximal tubule endocytosis. J. Am. Soc. Nephrol. 29 (11), 2696–2712.
doi:10.1681/ASN.2018050522

Shao, P., Ma, L., Ren, Y., and Liu, H. (2017). Modulation of the immune response in
rheumatoid arthritis with strategically released rapamycin. Mol. Med. Rep. 16 (4),
5257–5262. doi:10.3892/mmr.2017.7285

Silva, L. S., Peruchetti, D. B., Silva-Aguiar, R. P., Abreu, T. P., Dal-Cheri, B. K. A.,
Takiya, C. M., et al. (2018). The angiotensin II/AT1 receptor pathway mediates malaria-

induced acute kidney injury. PLoS One 13 (9), e0203836. doi:10.1371/journal.pone.
0203836

Silva-Aguiar, R. P., Bezerra, N. C. F., Lucena, M. C., Sirtoli, G. M., Sudo, R. T., Zapata-
Sudo, G., et al. (2018). O-GlcNAcylation reduces proximal tubule protein reabsorption
and promotes proteinuria in spontaneously hypertensive rats. J. Biol. Chem. 293 (33),
12749–12758. doi:10.1074/jbc.RA118.001746

Silva-Aguiar, R. P., Peruchetti, D. B., Florentino, L. S., Takiya, C. M., Marzolo, M. P.,
Dias, W. B., et al. (2022a). Albumin expands albumin reabsorption capacity in proximal
tubule epithelial cells through a positive feedback loop between AKT and megalin. Int.
J. Mol. Sci. 23 (2), 848. doi:10.3390/ijms23020848

Silva-Aguiar, R. P., Teixeira, D. E., Peruchetti, D. B., Florentino, L. S., Peres, R. A. S.,
Gomes, C. P., et al. (2022b). SARS-CoV-2 spike protein inhibits megalin-mediated
albumin endocytosis in proximal tubule epithelial cells. Biochim. Biophys. Acta Mol.
Basis Dis. 1868 (12), 166496. doi:10.1016/j.bbadis.2022.166496

Straathof-Galema, L., Wetzels, J. F., Dijkman, H. B., Steenbergen, E. J., and Hilbrands,
L. B. (2006). Sirolimus-associated heavy proteinuria in a renal transplant recipient:
Evidence for a tubular mechanism. Am. J. Transpl. 6 (2), 429–433. doi:10.1111/j.1600-
6143.2005.01195.x

Stylianou, K., Petrakis, I., Mavroeidi, V., Stratakis, S., Kokologiannakis, G., Lioudaki,
E., et al. (2012). Rapamycin induced ultrastructural and molecular alterations in
glomerular podocytes in healthy mice. Nephrol. Dial. Transpl. 27 (8), 3141–3148.
doi:10.1093/ndt/gfr791

Takakura, Y., Morita, T., Fujikawa, M., Hayashi, M., Sezaki, H., Hashida, M., et al.
(1995). Characterization of LLC-PK1 kidney epithelial cells as an in vitro model for
studying renal tubular reabsorption of protein drugs. Pharm. Res. 12 (12), 1968–1972.
doi:10.1023/a:1016256325921

Tedesco-Silva, H., Pascual, J., Viklicky, O., Basic-Jukic, N., Cassuto, E., Kim, D. Y.,
et al. (2019). Safety of everolimus with reduced calcineurin inhibitor exposure in de
novo kidney transplants: An analysis from the randomized TRANSFORM study.
Transplantation 103 (9), 1953–1963. doi:10.1097/TP.0000000000002626

Teixeira, D. E., Peruchetti, D. B., Silva, L. S., Silva-Aguiar, R. P., Oquendo, M. B., Silva-
Filho, J. L., et al. (2019). Lithium ameliorates tubule-interstitial injury through activation
of the mTORC2/protein kinase B pathway. PLoS One 14 (4), e0215871. doi:10.1371/
journal.pone.0215871

Teixeira, D. E., Peruchetti, D. B., Souza, M. C., das Graças Henriques, M. G., Pinheiro,
A. A. S., and Caruso-Neves, C. (2020). A high salt diet induces tubular damage
associated with a pro-inflammatory and pro-fibrotic response in a hypertension-
independent manner. Biochim. Biophys. Acta Mol. Basis Dis. 1866 (11), 165907.
doi:10.1016/j.bbadis.2020.165907

Vallon, V., Early, S. A., Rao, S. R., Gerasimova, M., Rose, M., Nagle, M., et al. (2012). A
role for the organic anion transporter OAT3 in renal creatinine secretion in mice. Am.
J. Physiol. Ren. Physiol. 302 (10), F1293–F1299. doi:10.1152/ajprenal.00013.2012

van den Akker, J. M., Wetzels, J. F., and Hoitsma, A. J. (2006). Proteinuria following
conversion from azathioprine to sirolimus in renal transplant recipients. Kidney Int. 70
(7), 1355–1357. doi:10.1038/sj.ki.5001792

Vézina, C., Kudelski, A., and Sehgal, S. N. (1975). Rapamycin (AY-22,989), a new
antifungal antibiotic. I. Taxonomy of the producing streptomycete and isolation of the
active principle. J. Antibiot. (Tokyo) 28 (10), 721–726. doi:10.7164/antibiotics.28.721

Vollenbröker, B., George, B., Wolfgart, M., Saleem, M. A., Pavenstädt, H., andWeide,
T. (2009). mTOR regulates expression of slit diaphragm proteins and cytoskeleton
structure in podocytes. Am. J. Physiol. Ren. Physiol. 296 (2), F418–F426. doi:10.1152/
ajprenal.90319.2008

Weir, M. R., Mulgaonkar, S., Chan, L., Shidban, H., Waid, T. H., Preston, D., et al.
(2011). Mycophenolate mofetil-based immunosuppression with sirolimus in renal
transplantation: A randomized, controlled spare-the-nephron trial. Kidney Int. 79
(8), 897–907. doi:10.1038/ki.2010.492

Weisz, O. A. (2021). Endocytic adaptation to functional demand by the kidney
proximal tubule. J. Physiol. 599 (14), 3437–3446. doi:10.1113/JP281599

Wiseman, A. C., McCague, K., Kim, Y., Geissler, F., and Cooper, M. (2013). The effect
of everolimus versus mycophenolate upon proteinuria following kidney transplant and
relationship to graft outcomes. Am. J. Transpl. 13 (2), 442–449. doi:10.1111/j.1600-
6143.2012.04334.x

Wu, M. J., Wen, M. C., Chiu, Y. T., Chiou, Y. Y., Shu, K. H., and Tang, M. J. (2006).
Rapamycin attenuates unilateral ureteral obstruction-induced renal fibrosis. Kidney Int.
69 (11), 2029–2036. doi:10.1038/sj.ki.5000161

Xiao, T., Guan, X., Nie, L., Wang, S., Sun, L., He, T., et al. (2014). Rapamycin promotes
podocyte autophagy and ameliorates renal injury in diabetic mice. Mol. Cell. Biochem.
394 (1–2), 145–154. doi:10.1007/s11010-014-2090-7

Frontiers in Pharmacology frontiersin.org13

Peres et al. 10.3389/fphar.2023.1194816

https://doi.org/10.1681/ASN.V9101767
https://doi.org/10.1681/ASN.V9101767
https://doi.org/10.1016/j.kint.2015.11.007
https://doi.org/10.1016/j.trim.2010.05.003
https://doi.org/10.1016/j.trim.2010.05.003
https://doi.org/10.1177/1759720X20953336
https://doi.org/10.1177/1759720X20953336
https://doi.org/10.1016/j.bbagen.2023.130314
https://doi.org/10.1038/ncomms11550
https://doi.org/10.1016/j.bbagen.2021.129950
https://doi.org/10.1074/jbc.M114.549717
https://doi.org/10.1074/jbc.M111.260737
https://doi.org/10.1074/jbc.RA117.001337
https://doi.org/10.3389/fphys.2020.00172
https://doi.org/10.3389/fphys.2020.00172
https://doi.org/10.1016/j.bbamem.2009.06.018
https://doi.org/10.2165/00002018-200629120-00006
https://doi.org/10.1091/mbc.E22-11-0510
https://doi.org/10.1016/0092-8674(94)90570-3
https://doi.org/10.1016/0092-8674(94)90570-3
https://doi.org/10.1074/jbc.270.2.815
https://doi.org/10.1016/j.molcel.2006.03.029
https://doi.org/10.1681/ASN.2018050522
https://doi.org/10.3892/mmr.2017.7285
https://doi.org/10.1371/journal.pone.0203836
https://doi.org/10.1371/journal.pone.0203836
https://doi.org/10.1074/jbc.RA118.001746
https://doi.org/10.3390/ijms23020848
https://doi.org/10.1016/j.bbadis.2022.166496
https://doi.org/10.1111/j.1600-6143.2005.01195.x
https://doi.org/10.1111/j.1600-6143.2005.01195.x
https://doi.org/10.1093/ndt/gfr791
https://doi.org/10.1023/a:1016256325921
https://doi.org/10.1097/TP.0000000000002626
https://doi.org/10.1371/journal.pone.0215871
https://doi.org/10.1371/journal.pone.0215871
https://doi.org/10.1016/j.bbadis.2020.165907
https://doi.org/10.1152/ajprenal.00013.2012
https://doi.org/10.1038/sj.ki.5001792
https://doi.org/10.7164/antibiotics.28.721
https://doi.org/10.1152/ajprenal.90319.2008
https://doi.org/10.1152/ajprenal.90319.2008
https://doi.org/10.1038/ki.2010.492
https://doi.org/10.1113/JP281599
https://doi.org/10.1111/j.1600-6143.2012.04334.x
https://doi.org/10.1111/j.1600-6143.2012.04334.x
https://doi.org/10.1038/sj.ki.5000161
https://doi.org/10.1007/s11010-014-2090-7
https://www.frontiersin.org/journals/pharmacology
https://www.frontiersin.org
https://doi.org/10.3389/fphar.2023.1194816

	Rapamycin treatment induces tubular proteinuria: role of megalin-mediated protein reabsorption
	1 Introduction
	2 Materials and methods
	2.1 Reagents
	2.2 Animals
	2.3 Rapamycin treatment
	2.4 Analysis of renal function
	2.5 Histologic analysis
	2.6 Cell culture
	2.7 Immunofluorescence and confocal microscopy
	2.8 (Na++K+)ATPase activity
	2.9 Urine SDS-PAGE and immunoblotting analysis
	2.10 Albumin-FITC uptake in vivo
	2.11 Albumin endocytosis in vitro
	2.12 Statistical analysis

	3 Results
	3.1 Rapamycin treatment induced no changes in glomerular function and structure
	3.2 Rapamycin treatment induces tubular proteinuria and albuminuria
	3.3 Rapamycin treatment reduces albumin-FITC uptake and megalin expression in PTECs

	4 Discussion
	Data availability statement
	Ethics statement
	Author contributions
	Funding
	Acknowledgments
	Conflict of interest
	Publisher’s note
	References


