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In the published article, there was an error in Figure 1D as

published. The labels of feature plots in Figure 1D were

misleadingly described. The original labels for “osteoblastic OS

cells” should switch with “CAFs”, as well as “Osteoclasts” should

switch with “Plasmocytes”. The corrected Figure 1D and its

caption appear below.
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In the published article, there was an error in Figure 1E as

published. The label of “Patient 1” in Figure 1E was incorrectly

described, which should be changed to “Patient 3”. The corrected

Figure 1E and its caption appear below.

In the published article , there was an error in

Supplementary Figure 1A as published. The labels of
B

C

D

E

F

A

FIGURE 1

Overview of single cells derived from OS tissues. (A) Workflow depicting collection and processing of specimens of OS tumors for scRNA-seq.
(B) UMAP plot of all the single cells, with each color-coded for the 9 major cell types. (C) Pie chart, indicating the cell composition of OS.
(D) UMAP plots of the normalized marker expression of the 9 major cell types. (E) The large-scale chromosomal landscape in patient 3 was
calculated using reference cells (myeloid cells 1/2, NK/T cells, plasmocytes and B cells); the red color represents an increased copy number,
whereas the blue color represents a decreased copy number. (F) UMAP plot of all the single cells, with each cell color-coded for different
patients. OS, osteosarcoma; UMAP, uniform manifold approximation and projection; scRNA-seq, single-cell RNA sequencing; NK, natural killer.
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“Patient 1” in Supplementary Figure 1A were incorrectly

d e s c r i b ed . The s i x “Pa t i en t 1 ” i n i n f e rCNV of

Supplementary Figure 1A should need to be corrected

in order.

The authors apologize for this error and state that this does

not change the scientific conclusions of the article in any way.

The original article has been updated.
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Publisher’s note
All claims expressed in this article are solely those of the

authors and do not necessarily represent those of their affiliated

organizations, or those of the publisher, the editors and the

reviewers. Any product that may be evaluated in this article, or

claim that may be made by its manufacturer, is not guaranteed

or endorsed by the publisher.
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