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A Corrigendum on

Understanding Thermostability Factors of Barley Limit Dextrinase by Molecular

Dynamics Simulations

by Du, J., Dong, J., Du, S., Zhang, K., Yu, J., Hu, S., et al. (2020). Front. Mol. Biosci. 7:51.
doi: 10.3389/fmolb.2020.00051

In the original article, there was an error in affiliation 1. Instead of “State Key Laboratory
of Biological Fermentation Engineering of Beer, College of Life Sciences, Qingdao Agricultural
University, Qingdao, China,” it should be “State Key Laboratory of Biological Fermentation
Engineering of Beer, Tsingtao Brewery, Qingdao, China.”

The authors apologize for this error and state that this does not change the scientific conclusions
of the article in any way. The original article has been updated.
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