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A Corrigendum on

In-depth analysis of IS6110 genomic variability in the Mycobacterium

tuberculosis complex

by Comín, J., Otal, I., and Samper, S. (2022). Front. Microbiol. 13:767912.

doi: 10.3389/fmicb.2022.767912

In the published article, there was an error in the Funding statement. The article

should contain the name of FEDER, the European Regional Development Funds of the

European Commission, and the sentence: “A way of making Europe.”

Original Text: This work was supported by the Carlos III Health Institute in the

context of a Grant (FIS18/0336), and JC was awarded a scholarship by the Government

of Aragon/European Social Fund, “Building Europe from Aragon.”

The correct Funding statement appears below:

Funding

This work was supported by the Carlos III Health Institute (ISCIII), AES2018 program,

in the context of a Grant (FIS18/0336), co-financed by European Regional Development

Funds of the European Commission: “A way of making Europe.” JC was awarded a

scholarship by the Government of Aragon/European Social Fund, “Building Europe

from Aragon.”

The authors apologize for this error and state that this does not change the scientific

conclusions of the article in any way. The original article has been updated.

Publisher’s note

All claims expressed in this article are solely those of the authors and do not necessarily

represent those of their affiliated organizations, or those of the publisher, the editors and

the reviewers. Any product that may be evaluated in this article, or claim that may be made

by its manufacturer, is not guaranteed or endorsed by the publisher.
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