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A corrigendum on

milR20 negatively regulates the development of fruit bodies in
Pleurotus cornucopiae

by Qi, Y., Huang, C., Zhao, M., Wu, X., Li, G., Zhang, Y., and Zhang, L. (2023). Front. Microbiol.
14:1177820. doi: 10.3389/fmicb.2023.1177820

In the published article, there was an error in Figure 5 as published. The gene in
Figure 5E was displayed as “g3400”. The correct statement is “g10683”. The gene in Figure 5F
was displayed as “g3400”. The correct statement is “g7031”. The corrected Figure 5 and its
caption appear below.

In the published article, there was an error in the Funding statement. The names of
the first two funding bodies were incorrectly presented as “Fundamental Research Funds
for China Agriculture Research System” and “Central Nonprofit Scientific Institution”. The
correct Funding statement appears below.

Funding

This study was financially supported by the China Agriculture Research System
(CARS20), Fundamental Research Funds for Central Nonprofit Scientific Institution (No.
1610132020004), National Key R&D Program of China (2022YFD1200600), and the Beijing
Agriculture Innovation Consortium (BAICO03).

The authors apologize for this error and state that this does not change the scientific
conclusions of the article in any way. The original article has been updated.
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FIGURE 5
Integrated analyses of mRNA and milRNA data. (A) Venn diagram depicting the DEGs in the different stages of development and DEM targets. (B—F)
Analysis of the expression levels of the DEMs and their targets DEGs.
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