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A Corrigendum on

Emergence of IncX3 Plasmid-Harboring blaNDM–5 Dominated by Escherichia coli ST48 in a

Goose Farm in Jiangsu, China

by Liu, Z., Xiao, X., Li, Y., Liu, Y., Li, R., and Wang, Z. (2019). Front. Microbiol. 10:2002.
doi: 10.3389/fmicb.2019.02002

In the original article, we neglected to include the funder “The Postgraduate Research and Practice
Innovation Program of Jiangsu Province (Yangzhou University), XKYCX18_117 to ZL.”

The authors apologize for this error and state that this does not change the scientific conclusions
of the article in any way. The original article has been updated.
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