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A Corrigendum on

Molecular Serotype-Specific Identification of Non-type b Haemophilus influenzae by

Loop-Mediated Isothermal Amplification

by Takano, C., Seki, M., Kim, D. W., Kilgore, P. E., Fuwa, K., Takahashi, K., Inazaki, T., and
Hayakawa, S. (2017). Front. Microbiol. 8:1877. doi: 10.3389/fmicb.2017.01877

In the original article there was an error. In Table 2A, in the section Serotype c, Line 3, a nucleotide
“A” should have been inserted at the 40th of Hic_FIP sequences and should read “Hic_FIP GGC
TTG CCC ACC ATT TTC TTT ATC TAA GAT TAT TAA AAA ATG GCA GCG 48.”

In the original article there was an error. In Supplementary Figure 1B, an arrow of B2 should be
from position 1840 to 1816; and in Supplementary Figure 1D, an arrow of LB should be from 3470
to 3494. Supplementary Figure 1 has been corrected and the supplementary material updated.

The authors apologize for this error and state that this does not change the scientific conclusions
of the article in any way. The original article has been updated.
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Takano et al. Corrigendum: LAMP for H. influenzae Serotyping

TABLE 2A | LAMP Primer sequences in this study.

Serotyping primer name LAMP primer sequence (sequence 5′–3′; reaction temperature, 63◦C) Length (base pairs)

Serotype a

Hia_F3 ACT CAT TGC AGC ATT TGC 18

Hia_B3 AGA CAC AAT GAA TAT CTT CTG G 22

Hia_FIP CGT GAA CAG GAA TAG TCC ACT CGA AAA TGC GGA TTA TAT TTA CGG 45

Hia_BIP CCT ACA AGG AAC AAA GAC CAT CGG TGA CCG ATG TAT TAA TTT TGC C 46

Hia_LF TTC TTT ATT AAA TTT TTT GAT GCC A 25

Hia_LB AAC TAT TTT TAT CAA TGT CTC CTG G 25

Serotype c

Hic_F3 TGG TTC AGT AGA TGA CTC AG 20

Hic_B3 CTG ATA TTT GTT TAT CGA CTT CAG 24

Hic_FIP GGC TTG CCC ACC ATT TTC TTT ATC TAA GAT TAT TAA AAA ATG GCA GCG 48

Hic_BIP TCT GCA AGA AAT GTT GGA ATT GAG CTT TTA CTA ACA AAA TCA TCA GGG TC 50

Hic_LF AGA TAT ATG TGA TAT TTT TAG GAT 24

Hic_LB ACG TTC AAA CCG AAT G 16

Serotype d

Hid_F3 TCG ATA TTT CGT TAG AAC ATC TC 23

Hid_B3 CTA AGA AGA GTT TTA CAA CCA TTC 24

Hid_FIP CTG AAA TGC AGA GGT TAA TTG CAT CCA ACT GCT TTT AAT TCA GAG CC 47

Hid_BIP TCA AAG AAC TCT TTC TTC TTG GGA ATA AAC AGG TTG TAT CGG TCA TC 47

Hid_LB GTA TGA TTA CCT TGT GAT TGA T 22

Serotype e

Hie_F3 ATT GGA AAG GTC GCC GTA 18

Hie_B3 GTA ATA GCT GCC AGT GCT 18

Hie_FIP CTC CAC TGC GAA AAG CTC AAC AAT GGA CAA GTC TAC CTC AA 41

Hie_BIP GAG GGT TCT TTC AAA CTA TTG CTT GGC TTA GGG GTT TCT TCA CT 44

Hie_LB GAC CAA CTT GTC TTA TCA ATC AAC A 25

Serotype f

Hif_F3 TGA GTT ATA CAG TAT CGA TCT C 22

Hif_B3 TGT CAT CTG AAA AAT TTC TAA CGT 24

Hif_FIP ACC CAA GAT AAG AAT TCT CTC TAA TTT ATA TCA ACT TGC TGT TCA A 46

Hif_BIP TTG GAC TTG ATA GTA CCA AAA ACA GTT AGC AAC TAA ATT ACT ACC ATA 48

Hif_LF CAT TCA TCA TTT TAA GTT GGC GTT 24

Hif_LB GGC CTA TTT TTA TGA TAA ACA ACA C 25
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