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A Corrigendum on

Differential co-expression network analysis reveals key hub-high traffic
genes as potential therapeutic targets for COVID-19 pandemic

By Hasankhani A, Bahrami A, Sheybani N, Aria B, Hemati B, Fatehi F, Ghaem Maghami Farahani
H, Javanmard G, Rezaee M, Kastelic JP and Barkema HW (2021) Front. Immunol. 12:789317.
doi: 10.3389/fimmu.2021.789317
In the published article, there was an error in affiliation 2. Instead of “Biomedical

Center for Systems Biology Science Munich, Ludwig-Maximilians-University, Munich,

Germany”, it should be “Nuclear Agriculture Research School, Nuclear Science and

Technology Research Institute, Karaj, Iran”.

The authors apologize for this error and state that this does not change the scientific

conclusions of the article in any way. The original article has been updated.
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