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In the published article, there was an error in the Funding

statement within theAcknowledgements section (funding from

the European Union was omitted). The Acknowledgments

and Funding sec t ions have now been sp l i t as we l l .

The correct Acknowledgments and Funding statements

appear below.
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contribution to generating neutralization data and for their advice.

We also thank the virology departments of Saint-Antoine and

Avicenne Universitary hospitals who gently shared the clinical

specimen allowing us to isolate the Gamma/P.1 and Delta/B.1.617.2

variants, respectively. We also thank Prof. Jincun Zhao and Yanqun

Wang for providing us the adenovirus that carries the human ACE-2.

The authors apologize for this error and state that this does not

change the scientific conclusions of the article in any way. The

original article has been updated.

Publisher’s note

All claims expressed in this article are solely those of the authors

and do not necessarily represent those of their affiliated organizations,

or those of the publisher, the editors and the reviewers. Any product

that may be evaluated in this article, or claim that may be made by its

manufacturer, is not guaranteed or endorsed by the publisher.
frontiersin.org

https://doi.org/10.3389/fimmu.2023.1208705
https://www.frontiersin.org/journals/immunology
https://www.frontiersin.org

	Corrigendum: XAV-19, a swine glyco-humanized polyclonal antibody against SARS-CoV-2 spike receptor-binding domain, targets multiple epitopes and broadly neutralizes variants
	Funding
	Acknowledgments


