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A Corrigendum on
Codon usage is influenced by compositional constraints in genes
associated with dementia

by Alqahtani T, Khandia R, Puranik N, Alqahtani AM, Chidambaram K and Kamal MA (2022). Front.
Genet. 13:884348. doi: 10.3389/fgene.2022.884348

In the published article, there was an error in the Author list, and authors Yahia
Alghazwani and Saad Ali Alshehri were erroneously excluded. The corrected author list
appears below:

“Taha Alqahtani, Rekha Khandia, Nidhi Puranik, Ali M Alqahtani, Yahia Alghazwani,
Saad Ali Alshehri, Kumarappan Chidambaram and Mohammad Amjad Kamal.”

The authors apologize for this error and state that this does not change the scientific
conclusions of the article in any way. The original article has been updated.
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