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A corrigendum on
 Simplified Assay for Epigenetic Age Estimation in Whole Blood of Adults

by Vidal-Bralo, L., Lopez-Golan, Y., and Gonzalez, A. (2016). Front. Genet. 7:126. doi: 10.3389/fgene.2016.00126



In the original article, there was a mistake in Table S1 as published. Sequences of the primers to amplify 4 of the CpG sites were wrong. The corrected Table S1 appears below. The authors apologize for this error and state that this does not change the scientific conclusions of the article in any way.


Table S1. CpGs used in the 8 CpG DmAM, the nearby genes, and the primers and probes used to analyze them.

[image: image]



The original article has been updated.
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Primer forward

TGAGAAATTTAGGAAGATAGTAAATGTTTA
GTTTTGAGGTAAATGGGAT

TTGGGGTAGGGGATTAAGTTAGTT

TAGGAAGGTGGGAAGGGT

AATTATTTGGTGAAATGATTTTTTGTTATA

Primer reverse

AATTTATCCTCCCACCTACAAATTCG
(CCCAACCAATAAACCAACAG

TCCCTTTTTACATCCAATAGAATTTT

CCATCCCCACCAAATTCTC

AATAATTTTAGCTCCAACCCTATTCTCTA

GGGTTTTGTTTAGGGGAGTTTTT

GGAGGTTTTGATGTTTAGTTTGAAG

GAAAGATTTTTGTTTGTGATTAGGG

TTTCCATCCAATCTTTCAAGAATAG

TCCACTCCTTATTTCCTTTACAAA

AATTATCCCATTGTAGCTTTTCCC

Probe

TAACCAAACAACCAAGIAACATCTTCTG
ATAACTAAAAACAAAAACTCAACCAATATCC
"TCAATCCAAAACCTTATAAAACC
gecagegteagacatcatatgcagatacCCAA
TACAATTTTTAAACGTACTCATATTCTAAAG
CTAC JAAACC
GatacCCCTCCAAACCAATCTAAAGACCCTA
AAATAACIACTACAAATAMACAAAMG
GGAGTAT 'GGTTAAGTATTGGTTAGA
GAATGG
attgatcgtggtgatatccgATAAATAATATACTCAAT
ACTATACCTACITATATTAACCCAG
AACATTCAAATCCAACACAAATAAAAATATT
AACTCOITCTCCAAACG
ATAAACCCTAATTCATAATATAA
CTAAAGTAAGACAMATCCG

All sequences are in the 5'~3' direction. Lowercase bases in probes correspond with non-specific tais. Inosines were used for polymorphic positions.





