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A Corrigendum on

Fungal Community, Not Substrate Quality, Drives Soil Microbial Function in Northeastern

U.S. Temperate Forests

by Fitch, A. A., Lang, A. K., Whalen, E. D., Geyer, K., and Hicks Pries, C. (2020). Front. For. Glob.
Change 3:569945. doi: 10.3389/ffgc.2020.569945

In the original article, we neglected to include the funders U.S. Department of Energy Genomic
Science Program (DE-S0016590) and U.S. Department of Agriculture National Institute of Food
and Agriculture through the New Hampshire Agricultural Experiment Station (Hatch 1003421) to
S. D. Frey. The acknowledgments and funding statement should now read:
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Fitch et al. Corrigendum: Fungal Community Drives Microbial Function

In the published article, there was an error regarding the
affiliation(s) for Kevin Geyer. As well as having affiliation(s) 3,
they should also have 2 as the primary affiliation.

The authors apologize for this error and state that this does
not change the scientific conclusions of the article in any way.
The original article has been updated.
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