
                1       10         20         30         40                   X        X          X          X          X   
LADA_Geobacillus_thermodenitrificans_WP_011888513                   A A DEEF DF A  A A DEF DF        A  A DF DEF                  K I INAF MN V  H   GLW HP        Y  L YW ELA................MT K H    E  C .G IAH   R  EN.QRHR. TD N  T   
Geobacillus_sp._LEMMY01_WP_079935807.1:1-440                       B B KddG KG B  B B KdG KG        B  B KG KdG                  K I INAF MN V  H   GLW HP        Y  L YW ELA................MT K H    E  C .G IAH   R  EN.QRHR. TD N  T   
Geobacillus_stearothermophilus_ABV66256.1:1-440                    B B KddG KG B  B B KdG KG        B  B KG KdG                  K I INAF  N V  H   GLW HP        Y  L YW ELA................MT E H    EK C .G IAH   R  EN.QRHR. TD N  T   
Geobacillus_sp._B4113_201601_WP_061912600.1:1-440                   B B KddG KG B  B B KdG KG        B  B KG KdG                  K I INAF MN V  H   GLW HP        Y  L YW ELA................MV K Y    E  C .G IAH   R  EN.QRHR. TD N  V   
Geobacillus_sp._B4113_201601_5WP_061912600.1:1-44                   B B KddG KG B  B B KdG KG        B  B KG KdG                  K I INAF MN V  H   GLW HP        Y  L YW ELA................MV K Y    E  C .G IAH   R  EN.QRHR. TD N  V   
Bacillus_thuringiensis_6WP_029441578.1:1-435                       B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF MN V  H S GLW HP        Y  L YW ELA................MK K Y    E  C .G I H   A  DN.QRHR. TD N  T   
Lysinibacillus_sphaericus_WP_103976887.1:2-422                     B B KddG KG B  B B KdG KG        B  B KG KdG                  K I  NAF MN V  H N GLW  P        Y  L YW ELA.................. K YW   E  C .G I H   KI GN.KRIN. KN N  T   
Lysinibacillus_sphaericus_WP_069508309.1:2-422                     B B KddG KG B  B B KdG KG        B  B KG KdG                  K I  NAF MN V  H N GLW  P        Y  L YW ELA.................. K FW   E  C .G I H   KI GN.KRIN. KN N  T   
Rummeliibacillus_sp._SL167_10_WP_146551437.1:2-42                   B B KddG KG B  B B KdG KG        B  B KG KdG                  K I  NAF MN V  H N GLW  P        Y  L YW DLA.................. R YW   E  C .G I H   KI GN.KRAH. KN E  T   
Paenibacillus_sp._DXL2_WP_110843609.1:1-459                        B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF MN V  H   GLW HP        Y  L YW ELA................MA K H    E  C .G LAH   R  DN.NRHR. TD D  T   
Paenibacillus_naphthalenovorans_WP_074730028.1:1-                   B B KddG KG B  B B KdG KG        B  B KG KdG                  K M LNAF MN V  H   GLW HP        Y  I YW ELA................MP K H    E  C .G LAH   R  DN.TRHR. TD T  T   
Cohnella_sp._HS21_WP_130606586.1:1-453                             B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF MN A  H   GLW HP        Y  L YW ELA................MG K L    D  T .M GAH   K  AN.QRHR. KD N  V   
Streptosporangium_subroseum_15_WP_089205784.1:1-4                   B B KddG KG B  B B KdG KG        B  B KG KdG                    I  NLF MN V  H Q GLW HP        Y  L YW ELA................MTDI HF   E  C .G I H   T  DN.NRHR. TD E  T   
Arthrobacter_sp._Hz2_WP_120147654.1:1-455                          B B KddG KG B  B B KdG KG        B  B KG KdG                  R I  NLF MN V  H S GLW HP        F  L FW E A................MT Q AF   E  C .G I H   V  EN.NRHR. ND D  V T 
Nonomuraea_solani_WP_103963668.1:1-453                             B B KddG KG B  B B KdG KG        B  B KG KdG                    I  NLF MN V  H Q GLW HP        Y  L YW DLA................MSGI HF   E  C .G I H   T  AN.NRHR. TD D  T   
Arthrobacter_ruber_WP_105030338.1:1-455                            B B KddG KG B  B B KdG KG        B  B KG KdG                  R I  NLF MN V  H S GLW HP        F  L FW E A................MT Q AF   E  C .G I H   V  EN.NRHR. ND D  T T 
Bacillus_aciditolerans_20_WP_121446947.1:1-456                     B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNVF MT A  H S GLW HP        Y  L YW ELA................MT Q R    D  S .V N H   K  NS.ERHTR KD D  I   
WP_137163763.1:1-458                                               B B KddG KG B  B B KdG KG        B  B KG KdG                  R I  NAF MN A  H S GLW HP        F  L YW DLA................MP P RF   S  A .S Q P   R  RN.TSVA. NR G  T   
Aeribacillus_pallidus_WP_130157503.1:4-457                         B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LN F MN V  H S GLW HP        Y  I YW ELA.................. R Y  S D  C .A Q P   V  ED.QSYR. KD E  V   
Bacillus_megaterium_24WP_098602848.1:4-460                         B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF MN V  H S GLW HP        Y  I YW ELA.................. R Y    D  C .A Q P   L  ED.QSHR. ND E  I   
Streptomyces_sp._150FB_WP_078877664.1:5-455                        B B KddG KG B  B B KdG KG        B  B KG KdG                  K L VNLF MN V  H S GLW HP        F  I FW ELA.................. K H    E  C .G I H   V  DN.NRHR. ND D  L   
Arthrobacter_sp._DWC3_WP_104051071.1:1-454                         B B KddG KG B  B B KdG KG        B  B KG KdG                  R I  NLF MN V  H S GLW HP        F  L FW E A................MT Q AF   E  C .G I H   V  EN.NRHR. ND D  V T 
Cohnella_thermotolerans_WP_027093898.1:1-456                       B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF MT A    S GLW HP        Y  L YY ELA................MA Q R    E  S .MLN H   K  DNVRTRR. KD D  T   
Paenibacillus_bovis_28WP_144921429.1:1-452                         B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF MN A  H S GLW HP        Y    YW ELA...............MTK R Y    E  C .G Q P   T  DD.RSHQ. KDSE  I   
Bacillus_aciditolerans_WP_121447760.1:1-452                        B B KddG KG B  B B KdG KG        B  B KG KdG                  K M LNAF MN V  H S GLW HP        Y    YW ELA...............MTK R Y    D  C .G Q P   T  ED.QSHR. KDSE  I   
Leifsonia_sp._ALI-44-B_30_WP_077053645.1:1-455                     B B KddG KG B  B B KdG KG        B  B KG KdG                    I  NLF MN V  H S GLW HP        F  L FW E A................MTDN AF   E  C .G I H   R  DN.NRHR. ND D  V E 
Parageobacillus_thermoglucosidasius_WP_064552269.                   B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF M  A  H S GLW HP        Y  I YW  MA................MA Q I    E AS .M N H   K  ES.KRQRG KD D  IK  
Geobacillus_sp._Y4.1MC1_WP_013399886.1:1-459                       B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF M  A  H S GLW HP        Y  I YW  MA................MA Q I    E AS .M N H   K  ES.KRQRG KD E  IK  
Bacillus_methanolicus_35WP_004434428.1:1-462                       B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF MT A  H S GLW HP        Y  L YW EMA................MG Q I    E  S .M N H   K  ES.KRQRR KD D  I   
Terribacillus_halophilus_WP_077309754.1:1-448                      B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF MN V  H S GLW HP        Y  L YW ELA...............MTK R Y    D  C .G Q P   T  ED.QAHR. KD D  T   
Paraburkholderia_kururiensis_WP_017777532.1:1-453                   B B KddG KG B  B B KdG KG        B  B KG KdG                  R I LNAF MN V  H S GLW HP        Y  L YW ELA................MT Q R    D  C .G Q P   A  RD.ASWR. RE G  T   
Gracilibacillus_massiliensis_WP_058308419.1:1-456                   B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF MT A  H S GLW HP        Y  L YW DLA................MT E I    E  S .M N H   K  KS.ERHRQ KD D  I   
Streptomyces_yanglinensis_WP_103888551.1:5-452                     B B KddG KG B  B B KdG KG        B  B KG KdG                  K L VNLF MN V  H S GLW HP        F  I FW ELA.................. K H    E  C .G I H   V  DN.NRHR. ND E  L   
Trinickia_sp._7GSK02_40_WP_136896361.1:1-452                       B B KddG KG B  B B KdG KG        B  B KG KdG                  R I LNAF MN V  H S GLW HP        Y  L YW DLA................MT Q R    D  C .G Q P   A  RD.SSWR. RE G  T   
Cryobacterium_sp._NEAU-85_WP_123045138.1:1-448                     B B KddG KG B  B B KdG KG        B  B KG KdG                    L  N F MN    H N GLW HP        Y  L YW D A................MSQI HF G E  TP.S I H   T  DN.RRHE. TD R  T T 
Alicyclobacillus_acidoterrestris_WP_021298468.1:4                   B B KddG KG B  B B KdG KG        B  B KG KdG                  R M LNAF MN I  H S GLW HP        Y  M YW ELA.................. R Y    D  C .G Q P   T  ED.QAYR. TD E  V   
Oceanobacillus_senegalensis_WP_085994229.1:1-452                   B B KddG KG B  B B KdG KG        B  B KG KdG                    I LNAF IN A  H S GLW HP        Y  M YW ELA...............MTKQR Y    E  S .G Q P   T  DD.QSHR. KD D  T   
Bacillus_sinesaloumensis_WP_077620983.1:1-449                      B B KddG KG B  B B KdG KG        B  B KG KdG                           MN    H S G W HP        Y  L YW ELA...........................  SS.M N H F K  KN.QRHRR KD D  V   
Halopenitus_persicus_WP_021074147.1:6-457                          B B KddG KG B  B B KdG KG        B  B KG KdG                    I LN F MN V  H S GLW HP        Y  L YW DLA.................... H  G T  C .G Q P   K  DD.NSDA. TD E  T   
Microbacteriaceae_bacterium                                        B B KddG KG B  B B KdG KG        B  B KG KdG                  R L  N F MN    H N GLW HP        Y  L YW E A................MA E HF G E  TP.S I H   R  GN.NRHR. TD S  T T 
Lysinibacillus_sinduriensis_WP_036201100.1:1-458                   B B KddG KG B  B B KdG KG        B  B KG KdG                  K L LNLF M  A  H S GLW HP        Y  L YW EL ................MA Q I    D AG .M N H   K  QN.KRHLV ND N  I  G
Bacillus_endophyticus_WP_113749053.1:5-457                         B B KddG KG B  B B KdG KG        B  B KG KdG                    I LNAF MN V  H S GLW HP        Y  I YW ELA...................R Y    D  C .V Q P   T  DD.QSHR. ND N  I   
Pseudomonas_monteilii_WP_119371117.1:1-455                         B B KddG KG B  B B KdG KG        B  B KG KdG                  R I LNAF MN V  H S GLW HP        Y  L YW DLA................MP E R    E  C .G Q P   R  KD.RAWQ. KD D  T   
Bacillus_endophyticus_50_WP_061801645.1:5-457                      B B KddG KG B  B B KdG KG        B  B KG KdG                    I LNAF MN V  H S GLW HP        Y  I YW ELA...................R Y    D  C .V Q P   T  DD.QSHR. ND N  I   
Planococcus_maitriensis_WP_112233285.1:1-457                       B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF M  A  H S GLW H         Y    YW ELA...............MTK R Y    E VC GG Q P   L EDD.RSHT. KDSE  I   
Oceanobacillus_profundus_WP_118889880.1:1-447                      B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF MN    H S GLW HP        Y    YW ELA...............MTK R F    D  TP.G Q P   T  DD.QSHR. KDSA  T   
Burkholderia_pseudomallei_WP_141404579.1:1-452                     B B KddG KG B  B B KdG KG        B  B KG KdG                  R I  NAF MN V  H S GLW HP        Y  L YW  LA................MT Q RF   D  C .G Q P   A  RD.ESWR. RE S  TG  
Terribacillus_saccharophilus_WP_095261886.1:1-455                   B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF MN A  H S GLW HP        Y  L YW DLA................MG Q I    D  S .M N H   K  ES.KRHRQ KD N  I   
Sediminibacillus_albus_WP_093212831.1:4-453                        B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF MN A  H S GLW HP        Y    YW ELA.................. R Y    D  C .G Q P   T  ED.QSHK. KDSD  I   
Sciscionella_marina_WP_020496929.1:1-448                           B B KddG KG B  B B KdG KG        B  B KG KdG                  R L  N F MN    H N GLW HP        Y  I YW D A................MA I HF G E  TP.S I H   V  GN.RRHE. TD G  L T 
Mycetocola_saprophilus_WP_043321267.1:1-452                        B B KddG KG B  B B KdG KG        B  B KG KdG                  K L  NAF MN V  H N GLW HP        Y  I YW E A................MS Q HF   E  T .S I H   V  DN.RRHE. TD E  V T 
Lysinibacillus_macroides_WP_053993569.1:4-460                      B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF MN V  H S GLW HP        Y  I YW ELA.................. R Y    D  C .A Q P   R  DD.QAWR. KD E  V   
Pseudomonas_putida_WP_086978777.1:1-458                            B B KddG KG B  B B KdG KG        B  B KG KdG                  R I LNAF MN V  H S GLW HP        Y  L YW DLA................MP E R    E  C .G Q P   R  KD.RAWQ. KD D  T   
Sediminibacillus_halophilus_60_WP_074598704.1:4-4                   B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF MN A  H S GLW HP        Y    YW ELA.................. R Y    D  C .G Q P   T  DD.QSHK. KDSE  I   
Rhizobium_oryzae_WP_085420425.1:1-450                              B B KddG KG B  B B KdG KG        B  B KG KdG                  R I  NAF MN V  H Q GLW HP        Y  L YW D A................MA E WF   D  C .G I Q   T  RD.QSHR. AE R  T Y 
Pseudomonas_extremorientalis_WP_071491956.1:1-455                   B B KddG KG B  B B KdG KG        B  B KG KdG                  R I LNAF MN V  H S GLW HP        Y  L YW DLA................MS E R    D  C .G Q P   A  RD.RSWQ. KD E  T   
Pseudomonas_fluorescens_WP_016977452.1:1-454                       B B KddG KG B  B B KdG KG        B  B KG KdG                  R I LNAF MN V  H S GLW HP        Y  L YW DLA................MS E R    D  C .G Q P   A  RD.RSWQ. KD E  T   
Neorhizobium_sp._T25_27_WP_105419890.1:1-450                       B B KddG KG B  B B KdG KG        B  B KG KdG                  R I  NAF MN V  H Q GLW HP        Y  L YW D A................MT E RF   D  C .G I Q   A  RD.QSHR. GQ R  T Y 
Pseudomonas_extremaustralis_WP_078833627.1:1-457                   B B KddG KG B  B B KdG KG        B  B KG KdG                  R I LNAF MN V  H S GLW HP        Y  L YW DLA................MA E R    D  C .G Q P   A  RD.RSWQ. KD E  T   
Fictibacillus_aquaticus_WP_094253544.1:1-455                       B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF MT A  H S GLW HP        Y  L YW EMA................MT Q I    E  S .M N H   K  KS.KRHRG KD N  I   
Pseudomonas_extremaustralis_KAA8559760.1:1-456                     B B KddG KG B  B B KdG KG        B  B KG KdG                  R I LNAF MN V  H S GLW HP        Y  L YW DLA................MS E R    D  C .G Q P   A  RD.RSWQ. KD E  T   
Mycobacterium_sp._ACS1612_WP_067812332.1:1-454                     B B KddG KG B  B B KdG KG        B  B KG KdG                  R I LNAF MN V  H   G W HP        Y  L YW DLA................MT Q H    D  C .T IVA T R  ES.QAAR. KD E  T   
Bacillus_megaterium_WP_116075167.1:1-455                           B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF MN V  H T GLW  P        Y  L YW  LA................ME H Y    D  C .V Q P   TY SD.QAAE. KT D  VK  
Pseudomonas_frederiksbergensis_70_WP_123409596.1:                   B B KddG KG B  B B KdG KG        B  B KG KdG                  R I LNAF MN V  H S GLW HP        Y  L YW DLA................MA E R    D  C .G Q P   A  RD.RSWQ. KD E  T   
Pseudomonas_citronellolis_SFC61163.1:1-452                         B B KddG KG B  B B KdG KG        B  B KG KdG                  K L VNLF MN V  H   GLW HP        F  I YW ELA................MS P H    E  C .S IVH   A  EN.QRHR. ND D  T   
Herbaspirillum_chlorophenolicum_WP_050468599.1:4-                   B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF MN V  H N GLW HP        Y  I YW  LA.................. Q R    N  C .N I H   T  RD.RSQD. TD A  TH  
Arthrobacter_crystallopoietes_WP_074700854.1:1-45                   B B KddG KG B  B B KdG KG        B  B KG KdG                  K I  N F MN V  H N GLW HP        Y  I YW E A................MS E HF G E  T .S I H   V  DN.RRHE. TD E  T T 
Terribacillus_goriensis_WP_038558686.1:1-438                       B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LQAF MT A  H   GLW HP        Y  L YW ELA................MT Q I    D  A .N NAH   K  EN.RRHRE KS E  M   
Bacillus_megaterium_WP_025749753.1:1-455                           B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF MN V  H T GLW  P        Y  L YW ELA................MG H Y    D  C .V Q P   TY SD.QASE. KT D  V   
Neorhizobium_sp._T7_12_WP_105403044.1:1-451                        B B KddG KG B  B B KdG KG        B  B KG KdG                  R I  NAF MN V  H Q GLW HP        Y  L YW   A................MT E RF   D  C .G I Q   A  RD.QSHR. AQ R  TAY 
Rummeliibacillus_sp._SL167_WP_146553619.1:4-459                    B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF MN V  H S GLW HP        Y  I YW  LA.................. R Y    D  C .G Q P   R  KD.RSST. NT E  VN  
Burkholderia_sp._PAMC                                              B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF MN V  H N GLW HP        Y  L YW DLA.................. K L    D  C .G I H   T  RD.RSTD. RK S  T   
Pseudomonas_koreensis_WP_064585463.1:4-449                         B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF MN I  H N GLW HP        Y  L YW ELA.................. K L    N  C .G I H   T  RD.TSTR. NT E  T   
Pseudomonas_fluorescens_80_WP_064116961.1:6-451                    B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF MN I  H N GLW HP        Y  I YW ELA.................. K L    N  C .G I H   T  RD.TSTR. NT E  T   
Pseudomonas_rhodesiae_WP_040265276.1:4-450                         B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF MN I  H N GLW HP        Y  L YW DLA.................. K L    N  C .G I H   T  RD.TSTQ. KT A  T   
Collimonas_sp._OK412_WP_092393355.1:4-454                          B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF MN V  H N GLW HP        Y  I YW E A.................. Q R    N  C .G I H   T  RD.RSSD. TS A  T Q 
Pseudomonas_marginalis_WP_058415544.1:1-456                        B B KddG KG B  B B KdG KG        B  B KG KdG                  R I LNAF MN V  H S GLW HP        Y  L YW DLA................MS E R    D  C .G Q P   A  RD.RSWQ. KD E  T   
Pseudomonas_antarctica_WP_064452947.1:1-458                        B B KddG KG B  B B KdG KG        B  B KG KdG                  R I LNAF MN V  H S GLW HP        Y  L YW DLA................MS E R    D  C .G Q P   A  RD.RSWQ. KD E  T   
Pseudomonas_protegens_WP_041115159.1:9-454                         B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF MN V  H N GLW HP        Y  L YW ELA.................. K L    N  C .G I H   T  RD.NSTQ. KT E  T   
Pseudomonas_synxantha_WP_057024776.1:4-449                         B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF MN I  H N GLW HP        Y  L YW ELA.................. K L    N  C .G I H   T  RD.NSTQ. KT E  T   
Rhizobium_leguminosarum_WP_128409501.1:2-451                       B B KddG KG B  B B KdG KG        B  B KG KdG                  K I I AF MN V  H N GLW HP        Y  L YW ELA.................. T Q Y  D  C .G I H   T  RD.RSAH. TD D  T   
Pseudomonas_chlororaphis_WP_038359779.1:6-451                      B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF MN I  H N GLW HP        Y  L YW ELA.................. K L    N  C .G I H   T  RD.TSTR. NT E  T   
Pseudomonas_syringae_90_WP_024642725.1:1-456                       B B KddG KG B  B B KdG KG        B  B KG KdG                  R I LNAF MN V  H S GLW HP        Y  L YW DLA................MS Q R    D  C .G Q P   A  RD.RSWQ. KD E  T   
Collimonas_fungivorans_WP_061540754.1:4-453                        B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF MN V  H N GLW HP        Y  I YW E A.................. Q R    N  C .G I H   T  RD.RSSD. TS E  T Q 
Rhizobium_leguminosarum_WP_116409027.1:2-451                       B B KddG KG B  B B KdG KG        B  B KG KdG                  K M I AF MN V  H N GLW HP        Y  L YW E A.................. T Q Y  D  C .G I H   T  RD.QSMR. TD D  T F 
Microvirga_ossetica_WP_099511173.1:1-454                           B B KddG KG B  B B KdG KG        B  B KG KdG                  K I I AF MN V  H N GLW HP        Y  L YW  LA................MT K N Y  D  C .G I H   T  RD.LSSS. TS D  VN  
Pseudomonas_caspiana_WP_087268376.1:4-451                          B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF MN I  H N GLW HP        Y  L YW ELA.................. K L    N  C .G I H   T  RD.NSTQ. NT E  T   
Pseudomonas_lundensis_WP_048375063.1:4-451                         B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF MN I  H N GLW HP        F  L YW ELA.................. K L    N  C .G I H   T  RD.NSTA. NT E  T   
Caballeronia_mineralivorans_WP_047894899.1:4-456                   B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF MN V  H N GLW HP        Y  L YW DLA.................. K L    N  C .G I H   T  RD.RSQD. RK S  T   
Pseudomonas_paralactis_WP_057702387.1:4-450                        B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF MN I  H N GLW HP        Y  L YW ELA.................. K L    N  C .G I H   T  RD.NSTE. KT Q  T   
Pseudomonas_taetrolens_WP_048381143.1:4-453                        B B KddG KG B  B B KdG KG        B  B KG KdG                  K I  NAF MN I  H N GLW HP        F  L YW ELA.................. K LF   N  C .G I H   T  RD.TSTR. NT E  T   
Pseudomonas_psychrophila_WP_123750761.1:4-450                      B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF MN I  H N GLW HP        Y  L YW ELA.................. K L    N  C .G I H   T  RD.TSTR. NT E  T   
Collimonas_arenae_100_WP_061532973.1:4-454                         B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF MN V  H N GLW HP        Y  L YW D A.................. Q R    N  C .G I H   T  RD.RSTD. TS E  T Q 
Pseudomonas_viridiflava_WP_122210720.1:4-451                       B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF MN I  H N GLW HP        F  L YW DLA.................. K L    N  C .G I H   T  RD.TSTQ. NR E  T   
Kocuria_varians_WP_068470402.1:1-454                               B B KddG KG B  B B KdG KG        B  B KG KdG                  K I VNAF MT V  H S GLW HP        Y  L YW  LA................MS R S    D  C .D Q F   R  RS.RATE. NT E  TN  
Pseudomonas_wadenswilerensis_WP_115084816.1:4-455                   B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF MN V  H N GLW HP        Y  L YW ELA.................. K L    N  C .G I H   T  RD.NSSQ. KT E  T   
Pseudomonas_syringae_WP_011266344.1:4-452                          B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF MN I  H N GLW HP        F  L YW ELA.................. K L    N  C .G I H   T  RD.TSTQ. NS E  T   
Pseudomonas_sp._286_105WP_122415793.1:4-453                        B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF MN I  H N GLW HP        F  L YW DLA.................. K L    N  C .G I H   T  RD.TSTQ. NS E  T   
Geobacillus_vulcani_WP_031406843.1:1-461                           B B KddG KG B  B B KdG KG        B  B KG KdG                    L  NAF M  A  H   GLW HP        Y  L YW EMA................MDQP LF   E AS .M NAH   K  DS.ERHRR KE H  I   
Geobacillus_icigianus_WP_033018365.1:1-461                         B B KddG KG B  B B KdG KG        B  B KG KdG                    L  NAF M  A  H   GLW HP        Y  L YW EMA................MDQP LF   E AS .M NAH   K  DS.ERHRR KE H  I   
Pseudomonas_floridensis_WP_083182568.1:4-453                       B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF MN I  H N GLW HP        F  L YW DLA.................. K L    N  C .G I H   T  RD.TSTQ. NS E  T   
Pseudomonas_asturiensis_WP_073167523.1:4-451                       B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF MN I  H N GLW HP        F  L YW DLA.................. K L    N  C .G I H   T  RD.TSTQ. NS E  T   
Geobacillus_vulcani_110_WP_031406843.1:1-461                       B B KddG KG B  B B KdG KG        B  B KG KdG                    L  NAF M  A  H   GLW HP        Y  L YW EMA................MDQP LF   E AS .M NAH   K  DS.ERHRR KE H  I   

Supplementary Figure 1. Two hundred and sixty amino acid sequences with percentage identities ranging from 99% to 20% at E-scores <10−10 and bit score >50 
carrying bacterial luciferase family domain (PF00296) aligned by MUSCLE. 



Pseudomonas_syringae_WP_024682626.1:4-452                          B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF MN I  H N GLW HP        F  L YW DLA.................. K L    N  C .G I H   T  RD.TSTQ. NS E  T   
LadAalpha_Geobacillus_thermoleovorans_BAM76377.1                   B B KddG KG B  B B KdG KG        B  B KG KdG                                 H   GLW HP        Y  L YW EMA................................. NAH   K  DS.ERHRR KE H  I   
Tsukamurella_pseudospumae_WP_068746786.1:1-457                     B B KddG KG B  B B KdG KG        B  B KG KdG                  R I  NAF MN V  H S GLW HP        Y  L YW DLA................MT Q RF   D  C .A Q P   R  ED.QSHR. KE S  T   
Kocuria_sp._Marseille-P3598_WP_085529073.1:5-456                   B B KddG KG B  B B KdG KG        B  B KG KdG                  K I INAF MT V  H S  LW HP        Y  L YW DLA.................. R A    D  C .G Q FD  R  RS.RATE. NT E  T   
Microvirga_aerophila_WP_114188789.1:1-456                          B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF MN V  H Q GLW HP        Y  I YW  LA................MK Q R    D  C .G I H   T  RD.RSTA. NT E  QH  
Burkholderia_ubonensis_WP_071760483.1:5-455                        B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF MN V  H N GLW HP        Y  L YW DLA.................. K L    N  C .G I H   T  RD.RSAH. TD D  A   
Achromobacter_marplatensis_WP_006226823.1:4-450                    B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF MN V  H N GLW HP        Y  L YW DLA.................. Q L    N  C .G I H   T  RD.TSTQ. KT D  T   
Acinetobacter_baumannii_WP_070165746.1:1-443                       B B KddG KG B  B B KdG KG        B  B KG KdG                           MN I  H S GLW HP        Y  L YW DLA...........................  C .A Q P   R  QD.RSVE. KD E  T   
Labedella_phragmitis_WP_128496094.1:1-453                          B B KddG KG B  B B KdG KG        B  B KG KdG                  K I  NAF MN V  H   GMW HP        Y  L YW  LA................MP Q RF   D  C .A QAS   R  DD.RSSE. TD A  TS  
Nocardia_cyriacigeorgica_120_WP_130918184.1:1-453                   B B KddG KG B  B B KdG KG        B  B KG KdG                  R I  NAF MN V  H S GLW HP        Y  L YW ELA................MS R RF   D  C .A Q P   R  ED.QSHR. KD S  T   
Nocardia_cyriacigeorgica_WP_130918184.1:1-453                      B B KddG KG B  B B KdG KG        B  B KG KdG                  R I  NAF MN V  H S GLW HP        Y  L YW ELA................MS R RF   D  C .A Q P   R  ED.QSHR. KD S  T   
Mycobacterium_sp._1164985.4_WP_067298521.1:1-453                   B B KddG KG B  B B KdG KG        B  B KG KdG                  R I  NAF MN V  H S GLW HP        Y  L YW ELA................MT V RF   D  C .A Q P   K  DD.QSWR. KD E  T   
Rhodococcus_sp._1R11_WP_135042739.1:1-449                          B B KddG KG B  B B KdG KG        B  B KG KdG                  R I  NAF MN V  H S GLW HP        Y  L YW DLA................MP E RF   D  C .A Q P   R  LD.QSWR. KE G  T   
Erwinia_amylovora_WP_004157587.1:5-459                             B B KddG KG B  B B KdG KG        B  B KG KdG                  R I LNAF MN V  H S GLW HP        Y  L YW DLA.................. E R    D  C .G Q P   A  RD.RSWQ. KD S  T   
Ralstonia_mannitolilytica_WP_102079134.1:4-451                     B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF MN V  H N GLW HP        Y  L YW D A.................. R L    N  C .G I H   T  RD.RSAD. NT E  T Q 
Leifsonia_flava_WP_135120808.1:15-465                              B B KddG KG B  B B KdG KG        B  B KG KdG                  R I  NAF MN V  H S GMW HP        Y  I YW ELA.................. Q RF   D  C .A Q S   R  QD.QSYR. KE G  T   
Cryobacterium_roopkundense_WP_084141147.1:1-453                    B B KddG KG B  B B KdG KG        B  B KG KdG                  R I  NAF MN V  H S GLW HP        Y  L YW DLA................MP Q RF   D  C .A Q A   R  DD.QGWR. KD R  T   
Cupriavidus_pauculus_WP_101681197.1:1-455                          B B KddG KG B  B B KdG KG        B  B KG KdG                  R I LNAF M  V  H Q GMW HP        Y  L YW D A................MP E R    D HC .G I Q   T  RD.QSHR. AE Q  I Y 
Rhizobium_sp._BK333_130_WP_133704837.1:2-454                       B B KddG KG B  B B KdG KG        B  B KG KdG                  K M I AF MN V  H N GLW HP        Y  L YW D A.................. P Q Y  D  C .G I H   T  RD.TSLS. TD D  V F 
Caballeronia_mineralivorans_WP_047846789.1:1-454                   B B KddG KG B  B B KdG KG        B  B KG KdG                  K I  NAF MN V  H S GLW HP        Y  L YW DLA................MS T HF   E  C .G Q P   S  RD.RSSQ. KD E  T   
Nocardia_altamirensis_WP_069163049.1:1-454                         B B KddG KG B  B B KdG KG        B  B KG KdG                  R I  NAF MN V  H S GLW HP        Y  L YW DLA................MT R RF   D  C .A Q P   R  DD.QSHR. KE S  T   
Cupriavidus_sp._P-10_WP_116322758.1:1-452                          B B KddG KG B  B B KdG KG        B  B KG KdG                  K I INAF MN    H S GLW HP        Y  L YW DLA................MK E R    D  TG.V Q Q   R  RD.RSSE. TT R  Q   
Serratia_sp._S1B_WP_116726564.1:1-452                              B B KddG KG B  B B KdG KG        B  B KG KdG                  K I  NAF MN I  H S GLW HP        Y  L YW DLA................MS R SF   E  C .A Q P   R  QD.RSTE. KD E  T   
Pseudomonas_putida_WP_043864435.1:1-452                            B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF MN V  H S GLW HP        Y  I YW ELA................MP Q R    A  T .G L P   R  RD.QATR. TD H  T   
Pseudomonas_aeruginosa_WP_023084248.1:4-453                        B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF MN V  H N GLW HP        Y  L  W ELA.................. Q L    S  C .G I H   T  RD.RSSD. RK RH T   
Pseudomonas_mucidolens_WP_084381795.1:9-455                        B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF MN I  H N GLW HP        Y  L YW ELA.................. K L    N  C .G I H   T  RD.TSTQ. KN E  V   
Pseudomonas_poae_WP_060549803.1:4-450                              B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF MN I  H N GLW HP        Y  I YW DLA.................. K L    N  C .G I H   T  RD.TSTH. KT E  T   
Pseudomonas_chlororaphis_WP_123573412.1:9-454                      B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF MN I  H N GLW HP        Y  I YW ELA.................. K L    N  C .G I H   T  RD.TSTQ. KT E  T   
Janthinobacterium_lividum_140_WP_072454679.1:1-44                   B B KddG KG B  B B KdG KG        B  B KG KdG                  K I  NAF MN V  H S GLW H         Y     W ELA................MA T RF   Q  S .G Q P   T ARD.RSHR. TDPAH T   
Haladaptatus_cibarius_WP_049970513.1:4-446                         B B KddG KG B  B B KdG KG        B  B KG KdG                    I  NLF MN V  H T G W  P        Y  M YW EVA..................EN HF   T  A .E V A N RT GD.QSHR. TD D  Q   
Arthrobacter_luteolus_WP_066298473.1:1-443                         B B KddG KG B  B B KdG KG        B  B KG KdG                           MT    H S GLW HP        Y  L YW  LA...........................  TP.T Q P   R  EN.RADS. NT S  TG  
Geobacillus_sp._ZGt-1_WP_047758532.1:1-436                         B B KddG KG B  B B KdG KG        B  B KG KdG                                          P        Y  L YW EMA.......................................... DS.ERHRR KE H  I   
Lysinibacillus_composti_WP_124766485.1:4-458                       B B KddG KG B  B B KdG KG        B  B KG KdG                  R I LNAF MN    H S GLW HP        Y    YW ELA.................. R Y    D  TP.G Q P   A  DD.RSHR. KDSE  I   
Microcella_putealis_WP_130486201.1:20-474                          B B KddG KG B  B B KdG KG        B  B KG KdG                  R I  NAF MN V  H S GLW HP        Y  L YW ELA.................. R RF   D  C .A Q S   R  SD.QSHR. TE S  T   
Pseudomonas_nitroreducens_WP_037016976.1:1-453                     B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF MN V  H S GLW HP        Y  I YW ELA................MS Q R    A  C .G L P   R  RDQQAAR. TD H  I   
Acinetobacter_wuhouensis_WP_130168784.1:1-453                      B B KddG KG B  B B KdG KG        B  B KG KdG                  K I  NAF MN I  H S GLW HP        Y  I YW DLA................MT K SF   E  C .A Q P   R  AD.RSTE. KD E  T   
Bradyrhizobium_sp._YR681_WP_008144663.1:1-454                      B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF MN V  H S GLW HP        Y  L YW DLA................MA Q R    A  C .A Q P   T  RD.RTAE. NR P  I   
Schumannella_sp._10F1D-1_WP_141164655.1:10-460                     B B KddG KG B  B B KdG KG        B  B KG KdG                  R I  NAF MN V  H S GLW HP        Y  L YW ELA.................. Q RF   D  C .A Q S   R  DD.RSDT. NT E  T   
Pseudomonas_coronafaciens_150_WP_122355187.1:4-45                   B B KddG KG B  B B KdG KG        B  B KG KdG                  K I  NAF MN I  H N GLW HP        F  L YW DLA.................. K LF   N  C .G I H   T  RD.TSTQ. NS E  T   
Pseudomonas_syringae_WP_003430238.1:4-452                          B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF MN I  H N GLW HP        F  L YW DLA.................. K L    N  C .G I H   T  RD.TSTQ. NS E  T   
unclassified_Rhodococcus_WP_094682261.1:1-449                      B B KddG KG B  B B KdG KG        B  B KG KdG                  R I  NAF MN V  H S GLW HP        Y  L YW DLA................MS E RF   D  C .A Q P   R  LD.QSWR. KE G  T   
Hafnia_alvei_WP_046449330.1:6-449                                  B B KddG KG B  B B KdG KG        B  B KG KdG                  K I MNAF MN V  H   GMW HP        F  L YW DLA.................. Q L    N  C .G IHH   T  ED.RSTD. NS N  L   
AS9A_3890_Hoyosella_subflava_WP_013808677.1:1-453                   B B KddG KG B  B B KdG KG        B  B KG KdG                  R V  NAF MN V  H S GLW HP        Y  I YW  LA................MT Q RF   D  C .A Q P   R  AD.QSQR. TE E  TG  
Acinetobacter_baumannii_WP_000995600.1:1-443                       B B KddG KG B  B B KdG KG        B  B KG KdG                           MN I  H S GLW HP        Y  L YW DLA...........................  C .A Q P   R  QD.RSVE. KD E  T   
Agrobacterium_sp._B133/95_WP_065696417.1:2-454                     B B KddG KG B  B B KdG KG        B  B KG KdG                  K M I AF MN V  H N GLW HP        Y  L YW D A.................. P Q Y  D  C .G I H   T  RD.LSLN. TD D  V F 
Microbacterium_sp._KROCY2_WP_024289149.1:1-453                     B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF MT V  H S GLW HP        Y  I YW  LA................MA R S    D  C .D Q F   R  RS.RATE. NT E  TN  
Variovorax_paradoxus_WP_012747040.1:6-452                          B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF MN V  H N GLW HP        Y  L YW  IA.................. E L    N  C .G I H   T  RD.RSLE. NT E  TS  
Methylobacterium_radiotolerans_WP_076730229.1:5-4                   B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF MT A  H N GLW HP        Y  L YW E A.................T Q L    T  C .G I H   T  RD.RSAE. NT S  T Q 
Streptomyces_sp._BK215_WP_132915265.1:7-452                        B B KddG KG B  B B KdG KG        B  B KG KdG                  R L  NAF MN V    N GLW HP        Y  L  W ELA.................. P VF   T  C .SFI H   R  DT.LQTR. AD DT V   
Geobacillus_thermodenitrificans_160_WP_008880416.                   B B KddG KG B  B B KdG KG        B  B KG KdG                    L  NAF MT A  H   GLW HP        Y  L YW EMA................MTQP LF   D  S .M NAH   K  ES.ERHRR ND H  I   
Pseudomonas_aeruginosa_WP_132556951.1:356-785                      B B KddG KG B  B B KdG KG        B  B KG KdG                                       W HP        Y  L  W ELA....................................... T  RD.RSSD. RK RH T   
Penicillium_solitum_OQE02104.1:14-471                              B B KddG KG B  B B KdG KG        B  B KG KdG                  K L LNAF       H S GLW HP        F  V  W ELA.................. S I    VEMCS.G Q P   R  ED.ESHR. ND DH V   
Penicillium_vulpinum_OQE05502.1:12-469                             B B KddG KG B  B B KdG KG        B  B KG KdG                  K L LNAF       H S GLW HP        F  V  W ELA.................. S I    VEMCS.G Q P   R  ED.ESYR. ND DH V   
Clavibacter_michiganensis_WP_045526194.1:1-454                     B B KddG KG B  B B KdG KG        B  B KG KdG                    I LNAF MS V  H   GLW HP        Y  L YW DLA................MASR I    D  C .T QAP   R  AN.QAHR. NS D  V   
Glutamicibacter_creatinolyticus_WP_054821484.1:6-                   B B KddG KG B  B B KdG KG        B  B KG KdG                  R I  NAF MN V  H S GLW HP        Y  L YW  LA.................. E LF   D  C .A Q P   R  QD.QAAS. NT G  TH  
Campylobacter_sp._P0078_WP_086237522.1:4-454                       B B KddG KG B  B B KdG KG        B  B KG KdG                  K I  NAF MN I  H S GLW  P        Y  I YW  IA.................. Q HF   E  C .T L P   RY GD.EALR. KD E  QN  
Pseudomonas_furukawaii_WP_003454569.1:1-447                        B B KddG KG B  B B KdG KG        B  B KG KdG                  K L LNAF MN V  H N GLW HP        F  L YW DLA................MA Q L    N  C .G I H   T  RD.RSVD. NR D  T   
Leucobacter_triazinivorans_WP_130111548.1:1-442                    B B KddG KG B  B B KdG KG        B  B KG KdG                           MN V  H S GLW HP        Y  I YW  LA...........................  C .A Q S   R  DD.QAWR. TD E  TN  
Aspergillus_brasiliensis_CBS_101740_OJJ68286.1:12                   B B KddG KG B  B B KdG KG        B  B KG KdG                  K L LNAF       H S GLW HP        F  I  W ELA.................. Q I    VEMCS.G Q P   R  ED.ESHR. ND DH T   
Aspergillus_udagawae_170_GAO89440.1:15-472                         B B KddG KG B  B B KdG KG        B  B KG KdG                  K L LNAF       H S GLW HP        F  V  W ELA.................. S I    VEMCS.G Q P   R  ED.ESHR. ND DH I   
Aspergillus_flavus_RMZ37351.1:15-472                               B B KddG KG B  B B KdG KG        B  B KG KdG                  K L LNAF       H S GLW HP        F  I  W ELA.................. S I    VEMCS.G Q P   R  ED.ESHR. ND DH I   
Aspergillus_flavus_RAQ54081.1:15-472                               B B KddG KG B  B B KdG KG        B  B KG KdG                  K L LNAF       H S GLW HP        F  I  W ELA.................. S I    VEMCS.G Q P   R  ED.ESHR. ND DH I   
Penicillium_arizonense_XP_022490779.1:12-469                       B B KddG KG B  B B KdG KG        B  B KG KdG                  K L LNAF       H S GLW HP        F  L  W ELA.................. S I    VEMCS.G Q P   R  ED.ESHR. ND EH T   
Salinibacterium_sp._CGMCC                                          B B KddG KG B  B B KdG KG        B  B KG KdG                  R I  NAF MN V  H S GLW HP        Y  L YW ELA................VT Q RF   D  C .A Q S   R  QD.QSRR. NE T  T   
Aspergillus_fumigatus_OXN06785.1:14-471                            B B KddG KG B  B B KdG KG        B  B KG KdG                  K L LNAF       H S GLW HP        F  V  W ELA.................. S I    VEMCS.G Q P   R  ED.ESHR. ND DH I   
Aspergillus_lentulus_GAQ10210.1:7-464                              B B KddG KG B  B B KdG KG        B  B KG KdG                  K L LNAF       H S GLW HP        F  V  W ELA.................. S I    VEMCS.G Q P   R  ED.ESHR. ND DH I   
Aspergillus_flavus_RAQ66103.1:15-472                               B B KddG KG B  B B KdG KG        B  B KG KdG                  K L LNAF       H S GLW HP        F  I  W EIA.................. S I    VEMCS.G Q P   R  ED.ESHR. ND DH I   
Aspergillus_fumigatus_OXN22894.1:14-471                            B B KddG KG B  B B KdG KG        B  B KG KdG                  K L LNAF       H S GLW HP        F  V  W ELA.................. S I    VEMCS.G Q P   R  ED.ESHR. ND DH I   
Aspergillus_nidulans                                               B B KddG KG B  B B KdG KG        B  B KG KdG                  K L LNAF       H S GLW HP        F  I  W ELA.................. S I    VEMCS.G Q P   V  ED.ESHR. ND DH I   
Penicillium_nalgiovense_OQE79848.1:14-471                          B B KddG KG B  B B KdG KG        B  B KG KdG                  K L LNAF       H S GLW HP        F  V  W ELA.................. S I    VEMCS.G Q P   R  ED.ESHR. ND DH V   
Aspergillus_wentii                                                 B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF MN    H S GLW HP        Y  L FW DLA.................. Q I    V  TP.G L P   R  RN.KTSQ. KK S  T   
Gordonia_iterans_WP_105943624.1:1-453                              B B KddG KG B  B B KdG KG        B  B KG KdG                  R I LNAF MN V  H S GLW HP        Y  L YW  LA................MT Q H    D  C .A Q P   R  DD.RSWD. NT D  VH  
Azotobacter_beijerinckii_WP_090735436.1:4-454                      B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF MN V  H N GLW HP        F  L YW ELA.................. Q L    N  C .G I H   T  RD.RSTE. NT E  T   
Staphylococcus_sp._NAM3COL9_WP_057513692.1:4-453                   B B KddG KG B  B B KdG KG        B  B KG KdG                  K I  N F  N      S GLW H            L YW  IA.................. Q HF G VQ SP.SPH S   K DKD.QGAH.HNQ E  IN  
Acidovorax_sp._56_WP_099656603.1:11-450                            B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF MN V  H N GLW HP        Y  L YW DLA.................. P V    N  C .G I H   T  RD.RSTE. NT P  T   
Paenibacillus_sp._BIHB4019_WP_099518466.1:1-456                    B B KddG KG B  B B KdG KG        B  B KG KdG                  K I L VF VN V  H T GIW HP        Y  M YW DIA................MK K H G  E  A .N L Q   T  EQ.NRIH. NS D  I   
Penicillium_antarcticum_OQD90033.1:5-465                           B B KddG KG B  B B KdG KG        B  B KG KdG                  K L INAF MQ    H N GLF  P        Y  I  W  LA.................. Q I    A  SP.S L P   RY TD.QGPD. KN KH IA  
Aspergillus_oryzae_RIB40_190_XP_001823703.1:9-463                   B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF MN    H   GLW HP        Y  L FW ELA.................. Q I    V  TP.G LAP   K  RN.KTDQ. KK S  T   
Fusarium_oxysporum_f._sp._pisi                                     B B KddG KG B  B B KdG KG        B  B KG KdG                  K L INAF  S    H S GLW HP        F  I  W  LA.................. Q I    VE CS.G Q P   R  DD.KSWD. NN SH VK  
Colletotrichum_fructicola_Nara_gc5_ELA35345.1:18-                   B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF MN    H   GLW HP        Y  L FW ELA.................. Q I    V  TP.G LAP   K  RN.KTDQ. KK S  T   
Micrococcus_luteus_WP_041104460.1:19-468                           B B KddG KG B  B B KdG KG        B  B KG KdG                  R I  NAF MN V  H S GLW HP        Y  L YW  LA.................. E LF   D  C .A Q P   R  DD.HARD. NT G  TH  
Aspergillus_awamori_GCB21923.1:12-469                              B B KddG KG B  B B KdG KG        B  B KG KdG                  K L LNAF       H S GLW HP        F  I  W ELA.................. Q I    VEMCS.G Q P   R  ED.ESHR. ND DH I   
Aspergillus_niger_CBS                                              B B KddG KG B  B B KdG KG        B  B KG KdG                  K L LNAF       H S GLW HP        F  I  W ELA.................. Q I    VEMCS.G Q P   R  ED.ESHR. ND GH I   
Aspergillus_lacticoffeatus_CBS_101883_XP_02545389                   B B KddG KG B  B B KdG KG        B  B KG KdG                  K L LNAF       H S GLW HP        F  I  W ELA.................. Q I    VEMCS.G Q P   R  ED.ESHR. ND DH I   
Aspergillus_wentii_DTO_134E9_OJJ40237.1:14-471                     B B KddG KG B  B B KdG KG        B  B KG KdG                  K   LNAF       H S GLW HP        F  I  W ELA.................. SFI    VEMCS.G Q P   R  ED.ESHL. ND DH I   
Aspergillus_indologenus_CBS_114.80_PYI31207.1:11-                   B B KddG KG B  B B KdG KG        B  B KG KdG                  K L LNAF       H S GLW HP        F  I  W ELA.................. S I    VEMCS.G Q P   R  ED.ESHR. ND EH T   
Aspergillus_fischeri_NRRL_181_XP_001264002.1:14-4                   B B KddG KG B  B B KdG KG        B  B KG KdG                  K L LNAF       H S GLW HP        F  V  W ELA.................. S I    VEMCS.G Q P   R  ED.ESHR. ND DH I   
Penicillium_coprophilum_200_OQE46388.1:11-466                      B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF MN    H   GLW HP        Y  L FW DLA.................. Q I    V  TP.G LAP   K  RN.KTDQ. KS S  T   
Cupriavidus_taiwanensis_WP_116379876.1:8-454                       B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF MN V  H N GLW HP        Y  L YW D A.................. Q L    N  C .G I H   T  RD.RSAE. NT E  V Q 
Penicillium_digitatum                                              B B KddG KG B  B B KdG KG        B  B KG KdG                  K L INAF MQ    H N GLF HP        Y  I  W  LA.................. Q I    A  SP.S L P   R  TD.QGAD. KN KH IA  
Aspergillus_niger_GAQ46262.1:12-469                                B B KddG KG B  B B KdG KG        B  B KG KdG                  K L LNAF       H S GLW HP        F  I  W ELA.................. Q I    VEMCS.G Q P   R  ED.ESHR. ND DH I   
Aspergillus_nomius_NRRL_13137_XP_015412385.1:15-4                   B B KddG KG B  B B KdG KG        B  B KG KdG                  K L LNAF       H S GLW HP        F  I  W ELA.................. S I    VEMCS.G Q P   R  ED.ESYR. ND DH I   
Aspergillus_aculeatus_ATCC_16872_XP_020055010.1:1                   B B KddG KG B  B B KdG KG        B  B KG KdG                  K L LNAF       H S GLW HP        F  I  W ELA.................. S I    VEMCS.G Q P   R  ED.ESHR. ND EH T   
Penicillium_brasilianum_OOQ84969.1:19-474                          B B KddG KG B  B B KdG KG        B  B KG KdG                  K   LNAF MN    H   GLW HP        Y  L FW DLA.................. QFI    V  TP.G LAP   K  RN.KTDQ. KK S  T   
Penicillium_subrubescens_OKP15100.1:19-474                         B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF MN    H   GLW HP        Y  L FW DLA.................. Q I    V  TP.G LAP   K  GN.KTDQ. KK S  T   
Trichoderma_arundinaceum_RFU80530.1:19-474                         B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF MN    H S G W HP        Y  L FW DLA.................. Q I    V  TP.G L P F R  RN.KTDQ. TK S  T   
Aspergillus_thermomutatus_210_XP_026614594.1:15-4                   B B KddG KG B  B B KdG KG        B  B KG KdG                  K L LNAF       H S GLW HP        F  V  W ELA.................. P I    VEMCS.G Q P   R  ED.ESHR. ND DH I   
Serratia_liquefaciens_WP_044551273.1:4-449                         B B KddG KG B  B B KdG KG        B  B KG KdG                  K V LNAF MN V  H   GMW HP        F  L YW ELA................IA E L    N  C .G IHH   T  QD.RSTE. NQ G  T   
Micrococcus_luteus_WP_065572847.1:19-468                           B B KddG KG B  B B KdG KG        B  B KG KdG                  R I  NAF MN V  H S GLW HP        Y  L YW  LA.................. E LF   D  C .A Q P   R  DD.HARD. NT G  TH  
Halolamina_rubra_WP_049979911.1:1-449                              B B KddG KG B  B B KdG KG        B  B KG KdG                    L LNLF MN V  H S G W R         Y    YW DVA................MSDR H    T  A .E V P T R DGD.RSGE. TDRE  T   
Acinetobacter_pittii_WP_075382847.1:7-452                          B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF MN V  H N GLW HP        F  L YW E A.................. E L    D  C .G I H   T  RD.ESHR. NE S  T Q 
Corynebacterium_variabile_WP_052302534.1:2-464                     B B KddG KG B  B B KdG KG        B  B KG KdG                    I  NAF MN V  H S GLW HP        Y  L YW DLA..................TR RF   D  C .V Q P   R  ED.HSRD. TD R  T   
Aspergillus_luchuensis_GAT21254.1:12-471                           B B KddG KG B  B B KdG KG        B  B KG KdG                  K L LNAF       H S GLW HP        F  I  W ELA.................. Q I    VEMCS.G Q P   R  ED.ESHR. ND DH I   



Aspergillus_luchuensis                                             B B KddG KG B  B B KdG KG        B  B KG KdG                  K L LNAF       H S GLW HP        F  I  W ELA.................. Q I    VEMCS.G Q P   R  ED.ESHR. ND DH I   
Aspergillus_bombycis_XP_022386026.1:15-472                         B B KddG KG B  B B KdG KG        B  B KG KdG                  K L LNAF       H S GLW HP        F  I  W ELA.................. S I    VEMCS.G Q P   R  ED.ESHR. ND DH I   
Agrobacterium_vitis_WP_070163524.1:1-454                           B B KddG KG B  B B KdG KG        B  B KG KdG                  R I  NAF MN V  H S GLW HP        Y  L YW  LA................MT T HF   D  C .G Q P   A  DD.RSYT. KD D  QN  
Pseudomonas_psychrotolerans_220_WP_074584491.1:5-                   B B KddG KG B  B B KdG KG        B  B KG KdG                  K V LNAF MN V  H N GLW HP        Y  L YW ELA.................A Q L    N  T .G I H   T  RD.TSSR. HT G  T   
Micrococcus_yunnanensis_WP_135040276.1:19-468                      B B KddG KG B  B B KdG KG        B  B KG KdG                  R I  NAF MN V  H S GLW HP        Y  L YW  LA.................. E LF   D  C .A Q P   R  DD.HARD. NT G  TH  
Acinetobacter_calcoaceticus_WP_004642549.1:7-452                   B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF MN V  H N GLW HP        F  L YW E A.................. E L    D  C .G I H   T  RD.ESHR. NE S  T Q 
Penicillium_brasilianum_CEO59775.1:15-472                          B B KddG KG B  B B KdG KG        B  B KG KdG                  K L LNAF       H S GLW HP        F  I  W ELA.................. S I    VEMCS.G Q P   R  DD.ESHR. ND EH V   
Aspergillus_cristatus_ODM22551.1:12-469                            B B KddG KG B  B B KdG KG        B  B KG KdG                  K L LNAF       H S GLW HP        F  V  W ELA.................. S I    VEMCS.G Q P   Q  ED.ESWR. ND DH V   
Pseudomonas_taiwanensis_WP_027907363.1:1-446                       B B KddG KG B  B B KdG KG        B  B KG KdG                  R I  NAF MN A  H S GLW HP        F  L YW DLA................MP P RF   S  A .S Q P   R  RN.TSVA. NR D  T   
Acidovorax_avenae                                                  B B KddG KG B  B B KdG KG        B  B KG KdG                  R I LNAF MN V  H N GLW HP        Y  L YW  LA.................. P I    S  T .G I H   T  RD.RSGE. HS D  TG  
Staphylococcus_pseudintermedius_WP_101431388.1:4-                   B B KddG KG B  B B KdG KG        B  B KG KdG                  K I  N F  N        GLW HP           L YW  IA.................. Q HF G VQ SP.APHAA   K  KD.KGAT.HHN K  TN  
Rhodococcus_triatomae_WP_081607437.1:2-451                         B B KddG KG B  B B KdG KG        B  B KG KdG                    I L AF I  V  H   G W  P        Y  L YW D A..................SR H H  K AG .G TAI S RN YD.QQHR. TD N  L T 
Alcaligenes_sp._RS4_230_WP_128393375.1:4-450                       B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF MN I  H   GMW HP        Y  I YW  IA.................. K L    N  S .G IHH   T  RD.QSDR. NT E  TH  
Gibbsiella_quercinecans_WP_121552947.1:7-454                       B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF MN V  H   GMW HP        F  L YW DLA.................. E L    N  C .G IHH   T  QD.RSVE. NR E  L   
Acinetobacter_ursingii_WP_044435211.1:5-452                        B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF MN V  H N GLW HP        F  L YW DLA................LP K L    D  S .G I H   T  RD.QSHR. NE S  T   
Erwinia_typographi_WP_034887712.1:4-447                            B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF MN V  H   GMW HP        F  L YW  LA.................. Q L    N  C .G IHH   T  QD.RSVD. NS S  TG  
Trichoderma_harzianum_KKP01913.1:14-470                            B B KddG KG B  B B KdG KG        B  B KG KdG                  K L LNAF  S    H S GLW HP        F  I  W ELA.................. K I    VE CS.G Q P   R  QD.RSAN. NS HH V   
Fusarium_graminearum_235_CEF79766.1:12-466                         B B KddG KG B  B B KdG KG        B  B KG KdG                  K L LNAF       H S GLW HP        F  I  W DLA.................. S I    VEMCS.G Q P   R  DD.QSWR. TD EH T   
Gordonia_alkanivorans_WP_006357654.1:10-461                        B B KddG KG B  B B KdG KG        B  B KG KdG                  R V  NAF MN V  H S GLW HP        Y  I YW DLA.................T K RF   D  C .A Q P   R  SD.RSWN. NT D  V   
Acinetobacter_radioresistens_WP_111281495.1:5-455                   B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF MN A  H N GLW HP        F  L YW DLA................LP Q L    D  S .G I H   T  RD.QSHR. NE N  T   
Mesorhizobium_plurifarium_WP_073985566.1:5-458                     B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LN F  S V  H   GAW HP        Y  L YW   A.................. L R  G KQ T .S AAV   R  DN.QSHR. RE D  IKT 
Oceanobacillus_halophilus_WP_121203049.1:1-454                     B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LN F  N      S GLW H            I YW E A................MA Q H  G VQ SP.SPH T   K KKD.EGIK.HNQ S  T T 
Acinetobacter_tandoii_240_WP_100241535.1:7-457                     B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF MN V  H N GLW HP        F  L YW ELA.................. Q L    D  S .G I H   T  RD.QSHR. NE N  T   
Burkholderia_plantarii_WP_042624083.1:1-457                        B B KddG KG B  B B KdG KG        B  B KG KdG                  R I LNAF MN V  H   G W  P        Y    YW  IA................MP Q R    M  C .A LAP Q TA DD.GSAD. LDPA  VG  
Alcaligenes_faecalis_WP_094195208.1:6-457                          B B KddG KG B  B B KdG KG        B  B KG KdG                  K I INAF MN V  H   GLW HP        Y  L YW DLA.................. H H    N  C .G IHH   T  RD.QSTQ. HT K  T   
Bradyrhizobium_arachidis_WP_092214516.1:1-453                      B B KddG KG B  B B KdG KG        B  B KG KdG                  K I VN F I     H S GLW HP        F  L YW DVA................MS L Q  G A FSP.V L P   R  DD.RSLD. ST D  T   
Cupriavidus_plantarum_WP_109583068.1:1-458                         B B KddG KG B  B B KdG KG        B  B KG KdG                  R I LNAF MN V  H   G W           Y     W ELA................MS Q R    T  C .V LAP Q TAESD.RSTG. LDTGH V   
Variovorax_sp._770b2_245_WP_093443018.1:5-461                      B B KddG KG B  B B KdG KG        B  B KG KdG                  R I LNAF MN V  H S GLW HP        Y  M YW DLA.................. P L    D  T .G I H   R  RD.RSID. KR P  L   
RZJ22128.1:4-447                                                   B B KddG KG B  B B KdG KG        B  B KG KdG                  R I L AF    A  H     W HP           L Y  ELA.................. Q K G  IPAT .Q AAG.. R  ES.RPQD.HLN D II   
LadB_Geobacillus_thermoleovorans_BAM76371.1                        B B KddG KG B  B B KdG KG        B  B KG KdG                       S F         N   W              V Y   IA..........MVEFITMAPTSGD T VGLGS.NST LNS TGTDE.NPER.PPT E IEA  
LadAbeta_Geobacillus_thermoleovorans_BAM76372.1                    B B KddG KG B  B B KdG KG        B  B KG KdG                  R M   LF M     H     W HP             FF  IA...............MSV Q KFG  L GVG.H IAA.. R  DV.RPEW.CEDFT  RR  
Af1_AFLA_024140_XP_002373925.1                                     B B KddG KG B  B B KdG KG        B  B KG KdG                  K L LNAF       H S GLW HP        F  I  W ELA....MTVTNDPSPPNGPR S I    VEMCS.G Q P   R  ED.ESHR. ND DH I   
Af3_AFLA_58870_XP_002378631.1                                      B B KddG KG B  B B KdG KG        B  B KG KdG                  K L LNAF MQ    H N GL   P        Y  L  W  LA..........MGSIDKPK Q I    A  SP.S L P  HRY KD.QGGA. KS QH VT  
Af4_AFLA_049780_XP_002383105.1                                     B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF MS V  H S G W  P           L YW ELAMGDISTQPDPSDANGTPK H L    D  T .G L P Q KN AD.KSAT.KRS T  I   
Af5_AFLA_126060_XP_002381799.1                                     B B KddG KG B  B B KdG KG        B  B KG KdG                  K   LNAF M     H S GLW  P        F  L YW ELA...........MTKTSEK SWI    A FSP.G L P   KN QD.RAGD. LD S  I   
Af2_QMW32876.1:9-463                                               B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF MN    H   GLW HP        Y  L FW ELA.................. Q I    V  TP.G LAP   K  RN.KTDQ. KK S  T   
Yarrowia_lipolytica_CLIB122_YALI0C07546p_XP_50156                   B B KddG KG B  B B KdG KG        B  B KG KdG                  K I LNAF M     H N GLW HP        F     W ELA.................T K I    V FTP.T L F   T  DHSKFGRD AKRQP Q   
Rhizobium_sp._CF122_WP007794079.1                                  B B KddG KG B  B B KdG KG        B  B KG KdG                    I L AF       H     W HP              Y ELA...................Q K G  LYPTG.H VAA.. R  EA.QADA.GSNFAH I   
Acinetobacter_sp._NIPH_2100_LLM                                    B B KddG KG B  B B KdG KG        B  B KG KdG                  R I L AF       H     W HP             F  E V................MS K R G  IPATG.Q VAA.. R  ES.QPTK.AVDFD IK Q 
Nostoc_sp._PCC_7107_WP_015115963.1                                 B B KddG KG B  B B KdG KG        B  B KG KdG                  R   L AF       H S   W HP              Y EI .................T KFR G  IQATG.H V A.. R  DA.QIDA.GFNFEH K  T
Aspergillus_flavus_NRRL3357_uncharacterized                        B B KddG KG B  B B KdG KG        B  B KG KdG                  K L LTAF           GAW  P           L      I...............MPE T H    MRPVS...LHT   RY GA.YPDA.NFN THLKSF 
Paenibacillus_curdlanolyticus_WP006037998.1                        B B KddG KG B  B B KdG KG        B  B KG KdG                    L L AF M     H     W HP             FY  LA.................... R G  M IPG.H VAA.. R  EA.EAKS.VLDFK  KQ  
LadAbeta_Geobacillus_thermoleovorans_FMN-dependen                   B B KddG KG B  B B KdG KG        B  B KG KdG                  R M   LF M     H     W HP             FF  IA.................V Q KFG  L GVG.H IAA.. R  DV.RPEW.CEDFT  RR  
SsuD_1M41                                                          B B KddG KG B  B B KdG KG        B  B KG KdG                      LNMF           G Y                Y   IA.....................S    WFLPT...HGD H LGTEE..GSR.PVDHG LQQ  
Paenibacillus_curdlanolyticus_WP006037998.1                        B B KddG KG B  B B KdG KG        B  B KG KdG                    L L AF M     H     W HP             FY  LA.................... R G  M IPG.H VAA.. R  EA.EAKS.VLDFK  KQ  
Bacillus                                                           B B KddG KG B  B B KdG KG        B  B KG KdG                                                   Y    YF  VA................................................... ...S  RQ  
Pseudomonas                                                        B B KddG KG B  B B KdG KG        B  B KG KdG..........................................................Q...
LadB_Geobacillus_thermoleovorans_FMN-dependent                     B B KddG KG B  B B KdG KG        B  B KG KdG..............................................................
Pseudomonas_aeruginosa_PAO1_NP_251290.1                            B B KddG KG B  B B KdG KG        B  B KG KdG                      ITA   S V                       A F    A.....................M   TPS E .............D.QPLGEAVD G VRRF 
Alkanesulfonate                                                    B B KddG KG B  B B KdG KG        B  B KG KdG..............................................................
Alkanesulfonate                                                    B B KddG KG B  B B KdG KG        B  B KG KdG                    V              S  I   P             Y    A..................MP EFISLTF....PNA TE KPI NA......TIDPE LERY 
Aspergillus_niger_ATCC13496_RDH19503.1                             B B KddG KG B  B B KdG KG        B  B KG KdG                         F         S  V   P             Y    A................MPTEFISLT ......PNA TE API NA......RIDPD LVRY 
Penicillium_digitatum_Pd1_XP014534980.1                            B B KddG KG B  B B KdG KG        B  B KG KdG                      ISV   N      N                    Y    A..................MAEF   TFP AS.TEI P.........IAKA.SIDPE LVRY 
Acinetobacter_rudis_WP_016657872.1                                 C C JIIH JH C  C C JIH JH        C  C JH JIH                                       W  P        F          ...................................MNIF FL TH.GDGH. LGTSEN.ARP



     50        60        70            80        90       100       X         X         X             X         X         X 
LADA_Geobacillus_thermodenitrificans_WP_011888513                                                         c      DEF A DF DEEEEEEF DEEF         A   A  A DEEEEEEEF DEF DF  DEE                                                        T      LLE G FD LFLADVVG YDVY         V   V  Q PVNDPLMLI AMA V   L FQ   K K  A        I    RQSRDT..A REA .. I         S   Y  KH A 
Geobacillus_sp._LEMMY01_WP_079935807.1:1-440                                                             c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD LFLADVVG YDVY         V   V  Q PVNDPLMLI AMA V   L FQ   K K  A        I    RQSRDT..A REA .. I         S   Y  KH A 
Geobacillus_stearothermophilus_ABV66256.1:1-440                                                          c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD LFLADVVG YDVY         V   V  Q PVNDPLMLI AMA V   L FQ   K K  A        I    RQSRDT..A REA .. I         S   Y  KH A 
Geobacillus_sp._B4113_201601_WP_061912600.1:1-440                                                         c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD LFLADVVG YDVY         V   V  Q PVNDP MLV AMA V   L FQ   N K  A        I    KQSRDT..A REA .. I     F   S   Y  KH A 
Geobacillus_sp._B4113_201601_5WP_061912600.1:1-44                                                         c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD LFLADVVG YDVY         V   V  Q PVNDP MLV AMA V   L FQ   N K  A        I    KQSRDT..A REA .. I     F   S   Y  KH A 
Bacillus_thuringiensis_6WP_029441578.1:1-435                                                             c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD LFLADVVG YD Y         V   V  Q PANDPLMII AMA V   LGFQ   K M  S        V  T QQNKDT..A REA .. I         S   N  KH   
Lysinibacillus_sphaericus_WP_103976887.1:2-422                                                           c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T       LE G FD LFLADVVG YDVY         V   V  Q PANDPLI I AMA V   L FKT  K K  S        V    KGGFDT..S KEA .. I       P S   H  TN C 
Lysinibacillus_sphaericus_WP_069508309.1:2-422                                                           c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T       LE G FD LFLADVVG YDVY         V   V  Q PANDPLI I AMA V   L FKT  K K  S        V    KGGFDT..S KEA .. I       P S   H  TN C 
Rummeliibacillus_sp._SL167_10_WP_146551437.1:2-42                                                         c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T       LE G FD LFLADVVG YDVY         I   V  Q PANDP I I AMA V   L FKT  K R  A        L    KGGLDT..S KEA .. I     F P S   H  SN S 
Paenibacillus_sp._DXL2_WP_110843609.1:1-459                                                              c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD LFLADVVG YDVY         L   V  Q P NDP  VV  MA V   LGFQ   R K  A        V    KQGDET..A RES .. L C   FF  PP  L  KH   
Paenibacillus_naphthalenovorans_WP_074730028.1:1-                                                         c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD LFLADVVG YDVY         L   V  Q P NDP  VV  MA V   LGFQ   R K  A        V    KQGDET..A RES .. I C   FF  PP  L  KH   
Cohnella_sp._HS21_WP_130606586.1:1-453                                                                   c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD LFLADVLG YDIF         L   V  Q PVNDP LII  MA A   L FK   R K  A        F    GGNRDA..A RDA .. A     S   PT  Y  EN S 
Streptosporangium_subroseum_15_WP_089205784.1:1-4                                                         c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD VFLADVVG YD Y         I   V  Q PANDPLLVV AMA V   LGFT   R L  A        A  R RGGPET..A SEA .. I         P   A  RH   
Arthrobacter_sp._Hz2_WP_120147654.1:1-455                                                                c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD VFLADVIG YD Y         L   V  Q P NDPLLII AMA V   LGFK   A L  S        T  G RGGPDT..A REA .. I S       P   A  KH   
Nonomuraea_solani_WP_103963668.1:1-453                                                                   c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD VFLADVVG YD F         I   V  Q PANDPLLVV AMA V   LGFK   R L  A        A  R RGGPET..A REA .. I         P   A  RH   
Arthrobacter_ruber_WP_105030338.1:1-455                                                                  c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD VFLADVIG YD Y         L   V  Q P NDPLLVI AMA V   LGFK   A L  S        T  G RGGPGT..A REA .. I S       P   A  RH   
Bacillus_aciditolerans_20_WP_121446947.1:1-456                                                           c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD VF ADVLG YDVY         I   V  Q PLNDPA VV AMA V   L FK   R K  A  F     I    KQSKHP..S RDG .. V      F  P   S  EH S 
WP_137163763.1:1-458                                                                                     c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD LFIADVLG YDVY         L   V  Q PVNDPLLLV AMA V   LGFR   R L  A        I    QGGPEA..A RGG .. V         P   G  EH   
Aeribacillus_pallidus_WP_130157503.1:4-457                                                               c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD LFIADVIG YDVY         V      Q PVNDPILLV AMA A   LGFQ   K R  G        I    GNDKTT..A REAT.. V         S   H  EH   
Bacillus_megaterium_24WP_098602848.1:4-460                                                               c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      ILE G FD LFIADVIG YDVY         V      Q PVNDPMMLV AMA     LGFQ   K R  G        I    GGDKTV..T REAT.. V         S   RE EH   
Streptomyces_sp._150FB_WP_078877664.1:5-455                                                              c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD VFLADVIG YD F         L   V  Q P NDPLLLI AMA V   LGFQ   Y T  A        A  G RGGPAT..A TEA .. I N       P   A  KG   
Arthrobacter_sp._DWC3_WP_104051071.1:1-454                                                               c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD VFLADVIG YD Y         L   V  Q P NDPLLVI AMA A   LGFK   A L  S        T  G RGGPET..A REA .. I S       P   A  RH   
Cohnella_thermotolerans_WP_027093898.1:1-456                                                             c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD IF ADVIG YDVY         I   V  Q PLNDPA AI IMA A   L FR   R K  A  F     V    KGSRDP..A REG .. V      F  P   Q  KH S 
Paenibacillus_bovis_28WP_144921429.1:1-452                                                               c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      ILE G FD VFLADVLG YDVY         V   A  Q PVNDPLLVV LM  V   LGFK   K R  A        T    NGSRDA..A RQG .. S         P  SS  KH   
Bacillus_aciditolerans_WP_121447760.1:1-452                                                              c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD IFLADVLG YDVY         I      Q PVNDP LVV LM  V   LGFK   K R  A        P    QGSRDA..A RQGT.. T     S   P  SA  KH   
Leifsonia_sp._ALI-44-B_30_WP_077053645.1:1-455                                                           c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FE VFLADVIG YD Y         L   V  Q P NDPLLVI AMA A   LGFK   E L  A        T  G RDGPET..A KEA .. I N       P   A  KN   
Parageobacillus_thermoglucosidasius_WP_064552269.                                                         c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD VF ADVLG YD Y         I   L  Q PVND ALII IMA V   L FK   R K  A  F     V  T RQSKAP..S RDG .. F    A    P   S  KH S 
Geobacillus_sp._Y4.1MC1_WP_013399886.1:1-459                                                             c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD VF ADVLG YD Y         I   L  Q PVND  LVI VMA V   L FK   R K  A  F     V  T RQSKAP..S RDG .. F    AS   P   S  KH S 
Bacillus_methanolicus_35WP_004434428.1:1-462                                                             c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD VF ADVLG YD Y         I   M  Q PL D ALVI VMA V   L FK   R K  A  F     V  T KQSKEP..S RDG .. I  I A    P   S  KH S 
Terribacillus_halophilus_WP_077309754.1:1-448                                                            c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      ILE G FD LFLADVLG YDVY         V   A  Q PVNDPLLVV AMA V   LGFQ   K Q  T        T    QSSREG..A RQA .. V         P   Q  KH   
Paraburkholderia_kururiensis_WP_017777532.1:1-453                                                         c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD LFIADVLG YDVY         I      Q PVNDPILLV AMA V   LGFQ   R L  G        I    QGSGEA..A RQAT.. V         S   H  QH   
Gracilibacillus_massiliensis_WP_058308419.1:1-456                                                         c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD VF ADVLG YDVY         I   L  Q PLNDPALLV AMA V   L FK   R K  A  F     I    QKSKAP..S RDG .. V         S   S  KH A 
Streptomyces_yanglinensis_WP_103888551.1:5-452                                                           c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD VFLADVIG YD F         L   V  Q P NDPLLVI AMA V   LGFR   Y T  A        T  G RGGPQT..A TEA .. I N       P   A  RG   
Trinickia_sp._7GSK02_40_WP_136896361.1:1-452                                                             c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD LFIADVLG YDVY         I   A  Q PVNDPILLV AMA V   LGFK   R K  G        I    QGSGEA..A RQA .. V         P   N  EH   
Cryobacterium_sp._NEAU-85_WP_123045138.1:1-448                                                           c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD IFLADVVG Y VY         I   I  Q P NDP LLV AMA V   LGFK   R L  A        T N  GGSRDP..A ARG .. S N   F   P   A  EH   
Alicyclobacillus_acidoterrestris_WP_021298468.1:4                                                         c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD VFLADVLG YDVY         V   A  Q PVNDPMLVV  MA V   LGFR   R C  A        V    QGSRDA..A RDA .. V         PC  Q  KH   
Oceanobacillus_senegalensis_WP_085994229.1:1-452                                                         c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      VLE G FD VFLADVLG YDVY         V   A  Q PINDP  VI LMA V   LGFQ   R R  G        T    QNSRDA..A TQG .. V     TY  P   N  KH   
Bacillus_sinesaloumensis_WP_077620983.1:1-449                                                            c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD VF ADVLG YDVY         I   L  Q PLNDPALLI AMA V   L FK   R K  A  F     I    QKSKAP..S RDG .. V         S   H  EN S 
Halopenitus_persicus_WP_021074147.1:6-457                                                                c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T       LE G FD VFIADVLG Y VF         V   V  Q PVNDPLL I AMA V   LGFQT  E K  A        T S  DGSRDT..A REA .. T       P P   Q  DH   
Microbacteriaceae_bacterium                                                                              c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD LFLADVVG Y VY         V   I  Q P NDP LLV AMA V   LGFK   R L  A        T T  QGSRDP..A ERG .. T N   F   P   A  EN   
Lysinibacillus_sinduriensis_WP_036201100.1:1-458                                                         c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD IF ADVAG YDVY         V   V  Q PMNDPA VV AMA V   L FK   K K  S  F     V    QNSKDP..A RDG .. V      F  P   A  EH S 
Bacillus_endophyticus_WP_113749053.1:5-457                                                               c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD LFIADVIG YDVY         V      Q PVNDPMMLV AMA A   LGFQ   K R  G        I    GADKTV..T REAT.. V         S   H  EH   
Pseudomonas_monteilii_WP_119371117.1:1-455                                                               c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD IFIADVIG YDV          I   A  Q PVNDPLALI  MA V   L FK   R K  G        I   LGGNGDA..A RQA .. V         TP  L  EH A 
Bacillus_endophyticus_50_WP_061801645.1:5-457                                                            c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD LFIADVIG YDVY         V      Q PVNDPMMLV AMA A   LGFQ   K R  G        I    GADKTV..T REAT.. V         S   H  EH   
Planococcus_maitriensis_WP_112233285.1:1-457                                                             c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD VFLADVLG YDVY         L   V  Q PVNDPLLVV LM  V   L FK   K K  A        T    GGTRDA..A RNA .. T         P  SS  KH S 
Oceanobacillus_profundus_WP_118889880.1:1-447                                                            c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T       LE G FD VFIADVLG YDVY         V   V  Q PVNDP LIV  MA V   LGFKT  N R  A        T    GESRDA..A RNG .. S     F   PY  A  KH   
Burkholderia_pseudomallei_WP_141404579.1:1-452                                                           c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD LFIADVLG YDVY         I   A  Q PVNDPILLV AMA A   LGFR   R K  G        I    QGSGEA..A RQG .. V         S   A  RH   
Terribacillus_saccharophilus_WP_095261886.1:1-455                                                         c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD IF ADVLG YDIY         I   L  Q PLNDPALLI AMA V   LGFK   R K  A  F     I    RNSKAP..S RDG .. V         S   S  EN   
Sediminibacillus_albus_WP_093212831.1:4-453                                                              c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD VFLADVLG YDVY         V   A  Q PVNDPLLVV LM  V   LGFQ   R N  A        T    QGSRDA..A RQG .. S         P  SA  SH   
Sciscionella_marina_WP_020496929.1:1-448                                                                 c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD LFLADVVG Y VY         I   I  Q P NDP LVV AMA V   LGFR   R L  A        T S  EGSRDS..A ARG .. S N   F   P   A  EN   
Mycetocola_saprophilus_WP_043321267.1:1-452                                                              c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD MFIADVVG Y VY         V   I  Q P NDP LIV AMA A   LGFQ   R L  A        T N  RGSRDA..A ERG .. I N   Y   P   A  RD   
Lysinibacillus_macroides_WP_053993569.1:4-460                                                            c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T       LE G FD LFIADVIG YDVY         I      Q PVNDPILLV AM  A   LGFKT  K R  G        I    GNDKET..T REAT.. V         S  SH  KH   
Pseudomonas_putida_WP_086978777.1:1-458                                                                  c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD IFIADVIG YDV          I   A  Q PVNDPLAVI  MA V   LGFK   R K  G        I   LGGNGDA..A RQA .. V         TP  L  EH   
Sediminibacillus_halophilus_60_WP_074598704.1:4-4                                                         c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD VFLADVLG YDVY         V   A  Q PVNDPLLVV LM  V   LGFK   R N  A        T    EDSRDA..A RQG .. S         P  SA  KH   
Rhizobium_oryzae_WP_085420425.1:1-450                                                                    c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T       LE G FD IFLADVVG  DVY         L   V  Q PVNDPMMLV AMA V   L FKR  A L  G        IN   GGGNAA..A RGA .. V         P   A  EH S 
Pseudomonas_extremorientalis_WP_071491956.1:1-455                                                         c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      ILE G FD LFIADVLG YDVY         I      Q PVNDPL LI  MA V   LGFR   R K  G        I    NGNGDA..A RQAT.. V      S  AP  L  EH   
Pseudomonas_fluorescens_WP_016977452.1:1-454                                                             c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      ILE G FD LFIADVLG YDVY         I   A  Q PVNDPL LI  MA V   LGFK   R K  G        I    NGNGDA..A RQA .. V      S  AP  L  EH   
Neorhizobium_sp._T25_27_WP_105419890.1:1-450                                                             c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T       LE G FD IFLADVLG  DVF         L   V  Q PVNDPLLLV AMA V   L FKR  A L  G        VN   GGSNAA..A RGA .. V         P   A  EH S 
Pseudomonas_extremaustralis_WP_078833627.1:1-457                                                         c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      ILE G FD LFIADVLG YDVY         I      Q PVNDPL LI  MA V   LGFK   R K  G        I    NGNGDA..A RQAT.. V      S  AP  L  EH   
Fictibacillus_aquaticus_WP_094253544.1:1-455                                                             c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD VF ADVLG YD Y         I   L  Q PVNDGA VI  MA V   L FR   R K  A  F     V  T KQSKEP..S HDG .. I      F  PT  S  EH S 
Pseudomonas_extremaustralis_KAA8559760.1:1-456                                                           c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      ILE G FD LFIADVLG YDVY         I      Q PVNDPL LI  MA V   LGFK   R K  G        I    NGNGDA..A RQAT.. V      S  AP  L  EH   
Mycobacterium_sp._ACS1612_WP_067812332.1:1-454                                                           c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD LFIADVLG YDVY         L      Q PVNDPLLIV AMA A   LGFK   R L  G        I    GGGPEA..A RAGT.. V         S   A  KH   
Bacillus_megaterium_WP_116075167.1:1-455                                                                 c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD LFLADVLG YDVY         L   A  Q PVNEP ALI AMA A   LGFK   K K  G        I    RQSNEG..A KQA .. L     T   S   Y  KH   
Pseudomonas_frederiksbergensis_70_WP_123409596.1:                                                         c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      ILE G FD LFIADVLG YDVY         I   A  Q PVNDPL LI  MA V   LGFK   R K  G        I    NGNGDA..A RQA .. V      Q  PP  L  EH   
Pseudomonas_citronellolis_SFC61163.1:1-452                                                               c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD VFLADVVG YD F         L   V  Q P NDPLLVI AMA V   LGFQ   H T  G        V  R RGGPET..A REA .. V S       P   A  RN   
Herbaspirillum_chlorophenolicum_WP_050468599.1:4-                                                         c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD LFLADIVG YDVY         L   I  Q PVNDPLLLI AMA V   LGFK   R K  G        V    QQSVDI..T RES .. L         S   V  EH   
Arthrobacter_crystallopoietes_WP_074700854.1:1-45                                                         c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD IFLADVVG YDVY         V   L  Q P NDP LLV AMA V   LGFQ   R L  A        T    RGSRGP..A ERG .. V N   Y   P   A  RN   
Terribacillus_goriensis_WP_038558686.1:1-438                                                             c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD VF ADVLG YDAY         L   V  Q PLNDPA AI AMA V   L FR   K K  A  F     V    GGDEKA..A RDG .. V      F  P   A  KH S 
Bacillus_megaterium_WP_025749753.1:1-455                                                                 c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD LFLADVLG YDVY         L   A  Q PVNEP ALI AMA A   LGFK   K K  G        I    RQSNEG..A KQA .. L     T   S   Y  KH   
Neorhizobium_sp._T7_12_WP_105403044.1:1-451                                                              c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T       LE G FD IFLADVLG  DVF         L   V  Q PVNDPLLLV AMA V   L FKR  A L  G        VN   GGSNAA..A RGA .. V         P   A  EH S 
Rummeliibacillus_sp._SL167_WP_146553619.1:4-459                                                          c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G  D LFIADVIG YDVY         V      Q PVNDPAMLI AMA V   LGFK   K KI G        L    QNSREA..T REGT.. V         S   Y  EH   
Burkholderia_sp._PAMC                                                                                    c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD LFIADIVG YDVY         L   V  Q PVNDPMMLV AMA V   LGFK   K L  G        V    QQSADL..T KES .. L         S   A  RN   
Pseudomonas_koreensis_WP_064585463.1:4-449                                                               c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD LFIADIVG YDVY         L   I  Q PVNDPLLLV AMA V   LGFQ   R L  G        V    QNSVDV..T KES .. L         S   A  KN   
Pseudomonas_fluorescens_80_WP_064116961.1:6-451                                                          c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD LFIADIVG YDVY         L   I  Q PVNDPLLLV AMA V   LGFQ   R L  G        V    QNSVDV..P KES .. L         S   A  KN   
Pseudomonas_rhodesiae_WP_040265276.1:4-450                                                               c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T       LE G FD LFIADIVG YDVY         L   I  Q PVNDPLLLV AMA V   LGFQT  R L  G        V    QQSVEV..P KES .. L         S   A  RH   
Collimonas_sp._OK412_WP_092393355.1:4-454                                                                c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD LFLADIVG YDVY         L   I  Q PVNDPLLLV AMA V   LGFQ   R K  G        V    QGSADL..T RES .. L         S   A  RH   
Pseudomonas_marginalis_WP_058415544.1:1-456                                                              c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      ILE G FD LFIADVLG YDVY         I      Q PVNDPL LI  MA V   LGFK   R K  G        I    NGNGDA..A RQAT.. V      S  AP  M  QH   
Pseudomonas_antarctica_WP_064452947.1:1-458                                                              c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      ILE G FD LFIADVLG YDVY         I   A  Q PVNDPL LI  MA V   LGFK   R K  G        I    NGNGDA..A RQA .. V      S  AP  L  EH   
Pseudomonas_protegens_WP_041115159.1:9-454                                                               c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD LFIADIVG YDVY         L   I  Q PVNDPLLLV AMA V   LGFQ   R L  G        V    QNSVDV..P KES .. L         S   A  KN   
Pseudomonas_synxantha_WP_057024776.1:4-449                                                               c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      ILE G FD LFIADIVG YDVY         L   I  Q PVNDPLLLV AMA V   LGFQ   R L  G        V    QNSIDV..P KES .. L         S   A  RN   
Rhizobium_leguminosarum_WP_128409501.1:2-451                                                             c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T       AE G  D IFLADIVG YDVY         I   A  Q PVNDPLI I AMA V   LGFKT  R KL G        V    KGSPAP..V ETA .. I       P S   Y  KH   
Pseudomonas_chlororaphis_WP_038359779.1:6-451                                                            c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD LFIADIVG YDVY         L   I  Q PVNDPLLLV AMA V   LGFQ   R L  G        V    QNSVDV..P KES .. L         S   A  KN   
Pseudomonas_syringae_90_WP_024642725.1:1-456                                                             c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      ILE G FD LFIADVLG YDVY         I      Q PVNDPL LI  MA V   LGFK   R K  G        I    RGNGEA..A RQAT.. V      Q  PP  L  EH   
Collimonas_fungivorans_WP_061540754.1:4-453                                                              c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD LFLADIVG YDVY         L   I  Q PVNDPLLLV AMA V   LGFR   R K  G        V    QGSADL..T RES .. L         S   A  KN   
Rhizobium_leguminosarum_WP_116409027.1:2-451                                                             c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T       AE G  D IFLADIVG YDVY         I   A  Q PVNDPLI I AMA V   LGFRT  Q KL G        V    KGSPAP..V ETA .. I       P S   Y  RH   
Microvirga_ossetica_WP_099511173.1:1-454                                                                 c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      IAE G  D IFLADIVG YDVY         I   A  Q PVNDPMLLV AMA A   LGFK   R KL G        V    KGGPET..A AAG .. V         P   Y  KH   
Pseudomonas_caspiana_WP_087268376.1:4-451                                                                c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD LFIADIVG YDVY         L   I  Q PVNDPLLLV AMA V   LGFQ   R L  G        V    QNSVDV..T KES .. L         S   A  KN   
Pseudomonas_lundensis_WP_048375063.1:4-451                                                               c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD LFIADIVG YDVY         L   I  Q PVNDPLLLV AMA V   LGFQ   R L  G        V    QQSVDV..P KES .. L         S   A  RH   
Caballeronia_mineralivorans_WP_047894899.1:4-456                                                         c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD LFIADIVG YDVY         L   V  Q PVNDPLMLV AMA V   LGFK   R L  G        A    QQSVDV..T KES .. L         S   A  QH   
Pseudomonas_paralactis_WP_057702387.1:4-450                                                              c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      ILE G FD LFIADIVG YDVY         L   I  Q PVNDPLLLV AMA V   LGFQ   R L  G        V    QNSIDV..P KES .. L         S   A  RH   
Pseudomonas_taetrolens_WP_048381143.1:4-453                                                              c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD LFIADIVG YDVY         L   I  Q PVNDPLLLV AMA V   LGFQ   R L  G        V    QQSVDV..P KES .. L         S   A  KN   
Pseudomonas_psychrophila_WP_123750761.1:4-450                                                            c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD LFIADIVG YDVY         L   I  Q PVNDPLLLV AMA V   LGFQ   R L  G        V    QQSVDV..P KES .. L         S   A  KN   
Collimonas_arenae_100_WP_061532973.1:4-454                                                               c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD LFLADIVG YDVY         L   I  Q PVNDPLLLV AMA V   LGFK   R K  G        V    QGSADL..T RES .. L         S   G  RH   
Pseudomonas_viridiflava_WP_122210720.1:4-451                                                             c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD LFIADIVG YDVY         L   I  Q PVNDPLLLV AMA V   LGFR   R L  G        V    RNSVDV..T KEA .. L         S   G  KH   
Kocuria_varians_WP_068470402.1:1-454                                                                     c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD LFLADVVG YDIY         V   A  Q PVNDP M V AMA V   LGFR   K K  A        I    RNSAAP..A RDG .. V     F Q S   A  EH   
Pseudomonas_wadenswilerensis_WP_115084816.1:4-455                                                         c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD LFIADIVG YDVY         L   I  Q PVNDPLLLV AMA V   LGFQ   R L  G        V    QQSVDV..P KES .. L         S   A  RN   
Pseudomonas_syringae_WP_011266344.1:4-452                                                                c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD LFIADIVG YDVY         L   I  Q PVNDPLLLV AMA V   LGFK   R L  G        V    QNSVDV..T KEA .. L         S   G  RH   
Pseudomonas_sp._286_105WP_122415793.1:4-453                                                              c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD LFIADIVG YDIY         L   I  Q PVNDPLLLV AMA V   LGFK   R L  G        V    QNSVDV..T KEA .. L         S   G  KH   
Geobacillus_vulcani_WP_031406843.1:1-461                                                                 c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T       LE G FD VF ADVLG YD Y         I   M  Q PLND  LII VMA V   L FKR  A L  A  F     V  T RQSKDP..S RDG .. F    AS   P   S  TH S 
Geobacillus_icigianus_WP_033018365.1:1-461                                                               c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T       LE G FD VF ADVLG YD Y         I   M  Q PLND  LII VMA V   L FKR  A L  A  F     V  T RQSKDP..S RDG .. F    AS   P   S  TH S 
Pseudomonas_floridensis_WP_083182568.1:4-453                                                             c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD LFIADIVG YDIY         L   I  Q PVNDPLLLV AMA V   LGFK   R L  G        V    QNSVDV..T KEA .. L         S   G  KH   
Pseudomonas_asturiensis_WP_073167523.1:4-451                                                             c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD LFIADIVG YDIY         L   I  Q PVNDPLLLV AMA V   LGFK   R L  G        V    QNSVDV..T KEA .. L         S   G  RH   
Geobacillus_vulcani_110_WP_031406843.1:1-461                                                             c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T       LE G FD VF ADVLG YD Y         I   M  Q PLND  LII VMA V   L FKR  A L  A  F     V  T RQSKDP..S RDG .. F    AS   P   S  TH S 



Pseudomonas_syringae_WP_024682626.1:4-452                                                                c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD LFIADIVG YDVY         L   I  Q PVNDPLLLV AMA V   LGFK   R L  G        V    QNSVDV..T KEA .. L         S   G  RH   
LadAalpha_Geobacillus_thermoleovorans_BAM76377.1                                                         c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T       LE G FD VF ADVLG YD Y         I   M  Q PLND  LII VMA V   L FKR  A L  A  F     V  T RQSKDP..S RDG .. F    AS   P   S  TH S 
Tsukamurella_pseudospumae_WP_068746786.1:1-457                                                           c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD IFIADVLG YDAY         I   A  Q PVSDPILLA AIA A   LG K   R T  G        I    NGNGDA..A KHA .. V         S   G  EH  I
Kocuria_sp._Marseille-P3598_WP_085529073.1:5-456                                                         c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T       LE G FD VFLADVVG YDIY         I   A  Q PVNDP M I AMA V   LGFKT  K L  G        I    RNSAAP..S RGG .. V     F Q S   A  EH   
Microvirga_aerophila_WP_114188789.1:1-456                                                                c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T       AE G FD IFLADIVG YDVY         L   V  Q PVNDPLLVV VMA V   IGFRT  R L  G        V    KGSPAP..S ENA .. V         P   A  KH   
Burkholderia_ubonensis_WP_071760483.1:5-455                                                              c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T       LE G FD IFLADIVG YDVF         L   V  Q PVNDPLLIV AMA V   LGFKT  R K  G        V    GGGPDA..A RES .. V         P   Q  RH   
Achromobacter_marplatensis_WP_006226823.1:4-450                                                          c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD LFLADIVG YDVY         L   I  Q PVNDPLL I AMA A   LGFR   R L  G        V    QDSADL..T RES .. L       T S   A  RH   
Acinetobacter_baumannii_WP_070165746.1:1-443                                                             c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      ILE G FD IFIADVLG YDVY         L   V  Q PVNDPL IV AMA V   LGFQ   R F  G        I    HQSAEH..A TGA .. V      Q  P   A  KH   
Labedella_phragmitis_WP_128496094.1:1-453                                                                c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD IFIADVLG YDVY         I   A  Q PVNDPVLLV AMA V   LGFQ   R G  G        T    GGSNEA..A RNG .. V         S   A  EH   
Nocardia_cyriacigeorgica_120_WP_130918184.1:1-453                                                         c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD IFIADVLG YDVY         L   A  Q PL DPLLLV AMA V   LGFK   R R  G        T    GGDDTA..A RQA .. I  A      S   A  DH   
Nocardia_cyriacigeorgica_WP_130918184.1:1-453                                                            c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD IFIADVLG YDVY         L   A  Q PL DPLLLV AMA V   LGFK   R R  G        T    GGDDTA..A RQA .. I  A      S   A  DH   
Mycobacterium_sp._1164985.4_WP_067298521.1:1-453                                                         c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD LFIADVLG YDVY         I   A  Q PVNDPMLLV AMA V   LGFT   R R  G        T    GASDEA..A RQA .. I         S   L  EH   
Rhodococcus_sp._1R11_WP_135042739.1:1-449                                                                c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD LFVADVLG YDVY         I   A  Q PVSDPLLLV A A V   LGFK   R L  G        T    GGNHDA..A RHG .. I         S Q A  EH   
Erwinia_amylovora_WP_004157587.1:5-459                                                                   c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD LFIADVLG YDV          I      Q PVNDPLALI  MA V   LGFR   R K  G        V   LNGNNHA..A RNGT.. V         TP  L  EH   
Ralstonia_mannitolilytica_WP_102079134.1:4-451                                                           c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T       LE G FD LFIADIVG YDVY         L   I  Q PVNDPLLLV AMA V   LGFRT  R L  G        V    RGNVDV..T QES .. L         S   A  QH   
Leifsonia_flava_WP_135120808.1:15-465                                                                    c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD IFIADVLG YDVY         I   A  Q PV DPLLLV AMA A   LGFK   R T  G        T    AGSNEA..A RHG .. V  A      S   A  EH   
Cryobacterium_roopkundense_WP_084141147.1:1-453                                                          c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD IFIADVLG YDVY         I   A  Q PV DPILLV AMA V   LGFK   A T  G        T    GGSNEA..A RHG .. V  G      S   S  EN   
Cupriavidus_pauculus_WP_101681197.1:1-455                                                                c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T       LE G FD LF ADVVG YDVY         L   V  Q PVNDP LVI AMA V   LGFKT  R L  G  F     V    GTSPDA..A RGA .. V     T   P   A  RH   
Rhizobium_sp._BK333_130_WP_133704837.1:2-454                                                             c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T       AE G  D IFLADIVG YDVY         I   A  Q PVNDPII L AMA V   LGFLT  R KL G        V    KGSPET..S RTG .. I       P S   Y  KH   
Caballeronia_mineralivorans_WP_047846789.1:1-454                                                         c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      ILE G FD IFIADVIG YDVY         I   A  Q PVNDPL LA  IA V   LG K   K F  G        Y    KGSNYH..A HQA .. I      Q  AP  M  EH  I
Nocardia_altamirensis_WP_069163049.1:1-454                                                               c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD IFIADVLG YDVY         L   A  Q PV DPLLLV AMA V   LGFK   H H  G        T    GGTDIA..A RQG .. I  A      S   A  EH   
Cupriavidus_sp._P-10_WP_116322758.1:1-452                                                                c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      VLE G FD IFLADV G YDVY         L   V  Q P  DP LLV AMA V   LGFK   R K  G      T V    GSNCDA..A RNG .. V NC  F   P   A  EH   
Serratia_sp._S1B_WP_116726564.1:1-452                                                                    c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      ILE G FD LFIADVLG YDVY         L   V  Q PVNDPL IV AMA V   LGFK   R Y  G        I    HHSAEH..A TGA .. V      Q  P   A  HH   
Pseudomonas_putida_WP_043864435.1:1-452                                                                  c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T       LE G  D LFIADVLG YDVY         L   A  Q PVNDPL LV AMA V   LGFRT  R KI G        A    GGNADE..A RTA .. V      Q  P   A  EH   
Pseudomonas_aeruginosa_WP_023084248.1:4-453                                                              c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD LFIADILG YDVY         A   V  Q PVNDPLMLV AMA V   LGFR   R L  G        V    QGGIEV..T REA .. L         S   G  EH   
Pseudomonas_mucidolens_WP_084381795.1:9-455                                                              c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD LFIADIVG YDVY         L   I  Q PVNDPLLLV AMA A   LGFQ   R L  G        V    QNAVDV..P KES .. L         S   A  RN   
Pseudomonas_poae_WP_060549803.1:4-450                                                                    c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T       LE G FD LFIADIVG YDVY         L   I  Q PVNDPLLLV AMA V   LGFKT  R L  G        V    QHCIDV..P KES .. L         S   A  RN   
Pseudomonas_chlororaphis_WP_123573412.1:9-454                                                            c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD LFIADIVG YDVY         L   I  Q PVNDPLLLV AMA V   LGFQ   R L  G        V    QNSVDV..T KES .. L         S   A  RN   
Janthinobacterium_lividum_140_WP_072454679.1:1-44                                                         c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD VFLADVLG YDVY         L   V  Q PLNDPLALV IMA A   LGFQ   A L  A        V    RGSLDA..A EHG .. V         P   Q  TH   
Haladaptatus_cibarius_WP_049970513.1:4-446                                                               c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LAE G FD VF ADV G YDV          I   I  Q PANDP LLI AMA V   LGFR   R K  A  F   R I   HGGNRDT..A EKA .. T     E   P   S  DD   
Arthrobacter_luteolus_WP_066298473.1:1-443                                                               c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T       LE G FD LFLADVLG YDVY         L      Q PLNDP M I AMA V   LGFKT  R T  A        I    RNSSAP..A LDAD.. V     F Q S   A  RN   
Geobacillus_sp._ZGt-1_WP_047758532.1:1-436                                                               c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T       LE G FD VF ADVLG YD Y         I   M  Q PLND  LII VMA V   L FKR  A L  A  F     V  T RQSKDP..S RDG .. F    AS   P   S  TH S 
Lysinibacillus_composti_WP_124766485.1:4-458                                                             c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE   FD IFIADVLG YDVY         V   V  Q PVNDP  IV LM  V   LGFK   KWR  G        T    GGSRDT..A RHG .. S     FQ  P  SA  KN   
Microcella_putealis_WP_130486201.1:20-474                                                                c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD IFIADVLG YDVY         I   A  Q PVNDPILLV AMA V   LGFQ   R T  G        T    GGTNEA..A RHG .. V         S   A  EH   
Pseudomonas_nitroreducens_WP_037016976.1:1-453                                                           c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T       LE G  D LFLADVLG YDVY         L   A  Q PANDPL IV AMA A   LGFKT  R RI G        V    HGNADA..A SAG .. V      Q  P   A  EH   
Acinetobacter_wuhouensis_WP_130168784.1:1-453                                                            c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      ILE G FD IFIADVLG YDVY         L   V  Q PVNDPL IV AMA V   LGFK   K L  G        I    HHSAEH..A TGA .. V      Q  P   A  KH   
Bradyrhizobium_sp._YR681_WP_008144663.1:1-454                                                            c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T       LE G FD LFLADVLG YDVY         L   A  Q P NEPLLLL AMA V   LGFRT  R R  G        V    GNSPDA..A RNA .. T S       S   A  KN   
Schumannella_sp._10F1D-1_WP_141164655.1:10-460                                                           c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD IFIADVLG YDVY         I   A  Q PVNDPLLLV AMA V   LGFK   K T  G        T    GSSNEA..A RNG .. V         S   L  EH   
Pseudomonas_coronafaciens_150_WP_122355187.1:4-45                                                         c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD LFIADIVG YDVY         L   I  Q PVNDPLLLV AMA V   LGFK   R L  G        V    QNSVDV..T KEA .. L         S   G  TH   
Pseudomonas_syringae_WP_003430238.1:4-452                                                                c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD LFIADIVG YDVY         L   I  Q PVNDPLLLV AMA V   LGFK   R L  G        V    QNSVDV..T KEA .. L         S   G  RH   
unclassified_Rhodococcus_WP_094682261.1:1-449                                                            c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD LFVADVLG YDVY         I   A  Q PVSDPLLLV A A V   LGFK   R L  G        T    GGNHDA..A RHG .. I         S Q A  EH   
Hafnia_alvei_WP_046449330.1:6-449                                                                        c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD LFIADIVG YDVY         A   I  Q PVNDPMLLV AMA V   LGFK   R L  G        V    QQGMGL..T RES .. L         P   S  QH   
AS9A_3890_Hoyosella_subflava_WP_013808677.1:1-453                                                         c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD LFIADVLG YDVY         L   A  Q PV DPLLLV AMA V   LGFK   R V  G        T    GGTDEA..A REG .. I  A      S   A  QH   
Acinetobacter_baumannii_WP_000995600.1:1-443                                                             c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      ILE G FD IFIADVLG YDVY         L   V  Q PVNDPL IV AMA V   LGFQ   R F  G        I    HQSAEH..A TGA .. V      Q  P   A  KH   
Agrobacterium_sp._B133/95_WP_065696417.1:2-454                                                           c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T       AE G  D IFLADIVG YDVY         I   A  Q PVNDPII L AMA V   LGFRT  R KL G        V    KGSPET..S RTG .. I       P S   Y  KH   
Microbacterium_sp._KROCY2_WP_024289149.1:1-453                                                           c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      VLE G FD LFLADVVG YDIY         I   A  Q PVNDP M I AMA V   LGFQ   R R  A        I    RNSAAP..S AGG .. V     F Q S   A  KN   
Variovorax_paradoxus_WP_012747040.1:6-452                                                                c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T       LE G FD LFIADIVG YDVY         L   I  Q PVNDPLMLV AMA A   LGFRT  R L  G        V    QHNVDV..T RES .. L         P   A  RH   
Methylobacterium_radiotolerans_WP_076730229.1:5-4                                                         c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD LFIADIIG YDVY         A   V  Q PVNDP VMI AMA V   LGFK   R L  G        V    GGGIDV..T REA .. L     T   S   A  EH   
Streptomyces_sp._BK215_WP_132915265.1:7-452                                                              c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      MLE G FD LF ADVIG YDVY         V      Q P NDPAVLI ALA A   LGFR   R R  T  F     T    RGGLDT..A REAT.. F N       P   H  EH   
Geobacillus_thermodenitrificans_160_WP_008880416.                                                         c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T       LE G FD IF ADVLG YD Y         I   M  Q PLND ALVI AMA V   L FQR  A L  A  F     V  T RQSKDP..S RDG .. F    A    P   S  NH S 
Pseudomonas_aeruginosa_WP_132556951.1:356-785                                                            c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD LFIADILG YDVY         A   V  Q PVNDPLMLV AMA V   LGFR   R L  G        V    QGGIEV..T REA .. L         S   G  EH   
Penicillium_solitum_OQE02104.1:14-471                                                                    c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE   F  IFIADVLG YDVY         V   A  Q PVNEPLAVV AMA A   IGFQ   SAK HG        G    KGPRNLDPA VSG .. W         P   A  KN   
Penicillium_vulpinum_OQE05502.1:12-469                                                                   c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE   F  IFIADVLG YDVY         V   A  Q PVNEPLAVV AMA A   IGFQ   SAK HG        G    KGPRNLDPA ISG .. W         P   A  KN   
Clavibacter_michiganensis_WP_045526194.1:1-454                                                           c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD LFIADVVG YDVY         L   A  Q PV DPVV V AMA A   LGFR   R T  A        V    RHSAAP..A EDS .. I  G    Q S   H  RH   
Glutamicibacter_creatinolyticus_WP_054821484.1:6-                                                         c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      VLE G FD LFIADVLG YDVY         L   A  Q PVNDPILLV AMA V   LGFK   K K  G        T    NGTNES..P RTG .. A         S   A  EN   
Campylobacter_sp._P0078_WP_086237522.1:4-454                                                             c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      IAE G FD IFIADVLG YDVY         L   V  Q PVNDPI LA I A V   LGFK   K L  A        V    NSNNQA..A RGA .. T      Q  A G A  QN   
Pseudomonas_furukawaii_WP_003454569.1:1-447                                                              c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD LFLADILG YDVY         L   I  Q PVNDPLLLV AMA V   LGFR   R L  G        V    QGGVEL..T RES .. L         S   G  SH   
Leucobacter_triazinivorans_WP_130111548.1:1-442                                                          c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      IAE G FD IFIADVLG YDVF         I   A  Q PVNDPV LA VMA V   VGFR   R L  S        T    GGNDVA..A RNG .. V      Q  A   A  EH   
Aspergillus_brasiliensis_CBS_101740_OJJ68286.1:12                                                         c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE   F  IFIADVLG YDVY         I   A  Q PVNEPLAVV AMA V   IGFK   SAK HG        G    KGPRNLEPA VSG .. W         P   A  QN   
Aspergillus_udagawae_170_GAO89440.1:15-472                                                               c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE   F  IFIADVLG YDVY         I   A  Q PVNEPLAVI AMA A   IGFQ   SAK HG        G    KGPRNLAPA ASG .. W         S   A  RN   
Aspergillus_flavus_RMZ37351.1:15-472                                                                     c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE   F  IFIADVLG YDVY         I   A  Q PVNEPLAVV AMA A   IGFK   SAK HG        G    KGPRNLEPA ISG .. W         P   A  KN   
Aspergillus_flavus_RAQ54081.1:15-472                                                                     c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE   F  IFIADVLG YDVY         I   A  Q PVNEPLAVV AMA A   IGFK   SAK HG        G    KGPRNLEPA ISG .. W         P   A  KN   
Penicillium_arizonense_XP_022490779.1:12-469                                                             c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE   F  IFIADVLG YDVY         A   A  Q PVNEPLAVV AMA V   IGFQ   SAK HG        G    KGPRNLDPA ISG .. W         P   A  KN   
Salinibacterium_sp._CGMCC                                                                                c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD IFIADVLG YDVY         I   A  Q PV DPLLVV AMA V   LGFK   R R  G        T    GGSNEA..P KHG .. V  A      P   Y  EH   
Aspergillus_fumigatus_OXN06785.1:14-471                                                                  c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE   F  IFIADVLG YDVY         I   A  Q PVNEPLAVV AMA A   IGFQ   SAK HG        G    KGPRNLAPA VSG .. W         S   A  KN   
Aspergillus_lentulus_GAQ10210.1:7-464                                                                    c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE   F  IFIADVLG YDVY         I   A  Q PVNEPLAVV AMA A   IGFQ   SAK HG        G    KGPRNLAPA ASG .. W         S   A  KN   
Aspergillus_flavus_RAQ66103.1:15-472                                                                     c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE   F  IFIADVLG YDVY         I   A  Q PVNEPLAVV AMA A   IGFK   SAK HG        G    KGPRNLEPA ISG .. W         P   A  KN   
Aspergillus_fumigatus_OXN22894.1:14-471                                                                  c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE   F  IFIADVLG YDVY         I   A  Q PVNEPLAVV AMA A   IGFQ   SAK HG        G    KGPRNLAPA VSG .. W         S   A  KN   
Aspergillus_nidulans                                                                                     c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE   F  IFIADVLG YDVY         I   A  Q PVNEPLAVV AMA A   IGFQ   SAK HG        G    KGPRNLEPA TSG .. W         P   A  KN   
Penicillium_nalgiovense_OQE79848.1:14-471                                                                c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE   F  IFIADVLG YDVY         V   A  Q PVNEPLAVV AMA A   IGFQ   SAK HG        G    KGPRNLDPA VSG .. W         P   A  KN   
Aspergillus_wentii                                                                                       c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLD   F  MFIAD LG YDVY         L   A  Q PVNDPL LV AMA V   L FQ   KAN HA     T  P    KGPANVVPA ASG .. F      Y  P   A  KN V 
Gordonia_iterans_WP_105943624.1:1-453                                                                    c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      VLE G FD LFIADVLG YDVY         I   A  Q PVNDPLLLV AMA A   LGFQ   R R  G        T    AGTDEA..A RQG .. I         S   H  EH   
Azotobacter_beijerinckii_WP_090735436.1:4-454                                                            c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD LFIADIAG YDVY         L   I  Q PV DPLMLV AMA A   LGFR   R L  G        V    RQSVDL..T REA .. L  H      S   G  RH   
Staphylococcus_sp._NAM3COL9_WP_057513692.1:4-453                                                         c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T       LE G FD IFIADVLG Y VY         I   V  Q PA DPI II AMA V   IGFQT  K K  S        T S  NQSSDA..A KHA .. L  H   P  S   T  KH   
Acidovorax_sp._56_WP_099656603.1:11-450                                                                  c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T       LE G FD LFIADIVG YDVY         L   I  Q PVNDPVVLV AMA V   LGFRT  R L  G        V    QAGIDL..T RES .. L         S   A  QH   
Paenibacillus_sp._BIHB4019_WP_099518466.1:1-456                                                          c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T       LE G FD MF AD  G Y                       NDPMLLI ALA A   L FRT  R K  F  F  SY . P..KERTEL..AFREAS..GAVG       P   Q  EH A 
Penicillium_antarcticum_OQD90033.1:5-465                                                                 c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T       LE   F  IF ADVLG YDVY         I   A  Q PINDPL  V AMA A   IGFKK  DAK HA  F     G    RGPVSLDPT PAG .. F      YS P   A  EH   
Aspergillus_oryzae_RIB40_190_XP_001823703.1:9-463                                                         c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLD   F  MFIAD LG YDVY         L   A  Q PVNDPL LV AMA V   L FQ   NAG HA     T  P    KGPANVVPT ASG .. F      Y  P   A  KN I 
Fusarium_oxysporum_f._sp._pisi                                                                           c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G F  IFIADVLG YDVY         I   A  Q PVNEPLA V AMA A   IGFQ   K K HG        S    KGPRNPDPA ISG .. W       T P   A  KN   
Colletotrichum_fructicola_Nara_gc5_ELA35345.1:18-                                                         c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLD   F  MFIAD LG YDVY         L   A  Q PVNDPL LV AMA A   L FQ   DAG HA     T  P    KGPANVVPA AAG .. F      Y  P   A  KN I 
Micrococcus_luteus_WP_041104460.1:19-468                                                                 c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T       LE G FD LFIADVLG Y VY         I   A  Q PVNDP LLV AMA V   LGFQT  K L  G        P S  GGTSEA..A KTG .. T     F   S   A  EH   
Aspergillus_awamori_GCB21923.1:12-469                                                                    c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE   F  IFIADVLG YDVY         I   A  Q PVNEPLAVV AMA A   IGFK   SAK HG        G    KGPRNLEPA ISG .. W         P   A  QN   
Aspergillus_niger_CBS                                                                                    c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE   F  IFIADVLG YDVY         I   A  Q PVNEPLAVV AMA A   IGFK   SAK HG        G    KGPRNLEPA ISG .. W         P   A  QN   
Aspergillus_lacticoffeatus_CBS_101883_XP_02545389                                                         c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE   F  IFIADVLG YDVY         I   A  Q PVNEPLAVV AMA A   IGFK   SAK HG        G    KGPRNLEPA ISG .. W         P   A  QN   
Aspergillus_wentii_DTO_134E9_OJJ40237.1:14-471                                                           c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE   F  IFIADVLG YDVY         I   A  Q PVNEPLAVI AMA A   IGFK   SAK HG        G    KGPRNLDPA ISG .. W         P   A  QN   
Aspergillus_indologenus_CBS_114.80_PYI31207.1:11-                                                         c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE   F  IFIADVLG YDVY         I   A  Q PVNEPLAVV AMA V   IGFQ   AAK HG        G    KGPRNLGPA ASG .. W         P   A  KS   
Aspergillus_fischeri_NRRL_181_XP_001264002.1:14-4                                                         c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE   F  IFIADVLG YDVY         I   A  Q PVNEPLAVV AMA A   IGFQ   SAK HG        G    KGPRNLAPA ASG .. W         S   S  KN   
Penicillium_coprophilum_200_OQE46388.1:11-466                                                            c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLD   F  MFLAD LG YDVY         L   A  Q PVNDPL LV AM  V   L FQ   KAG HA     T  A    KGPNNVVPA ASG .. F      Y  P  SA  KN I 
Cupriavidus_taiwanensis_WP_116379876.1:8-454                                                             c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T       LE G FD LFIADIVG YDVY         L   I  Q PVNDPLLLV AMA A   LGFRT  R L  G        V    RGNVDV..T QES .. L         P   A  RH   
Penicillium_digitatum                                                                                    c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T       LE   F  IF ADVLG YDVY         I   A  Q PINDPL  V AMA A   IGFKK  DAK HA  F     G    RGPSNLSPT PAA .. F      YS P   A  ES   
Aspergillus_niger_GAQ46262.1:12-469                                                                      c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE   F  IFIADVLG YDVY         I   A  Q PVNEPLAVV AMA A   IGFK   SAK HG        G    KGPRNLEPA ISG .. W         P   A  QN   
Aspergillus_nomius_NRRL_13137_XP_015412385.1:15-4                                                         c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE   F  IFIADVLG YDVY         I   A  Q PVNEPLAVV AMA A   IGFK   SAK HG        G    KGPKNLEPA ISG .. W         P   A  KN   
Aspergillus_aculeatus_ATCC_16872_XP_020055010.1:1                                                         c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE   F  IFIADVLG YDVY         I   A  Q PVNEPLAVV AMA V   IGFQ   AAK HG        G    KGPRNLGPA ASG .. W         P   A  KS   
Penicillium_brasilianum_OOQ84969.1:19-474                                                                c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLD   F  MFIAD LG YDVY         L   A  Q PVNDPL LV AMA V   L FQ   KAN HA     T  P    KGPANVVPA ASG .. F      Y  P   A  KN I 
Penicillium_subrubescens_OKP15100.1:19-474                                                               c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLD   F  MFIAD LG YDVY         L   A  Q PVNDPL LV AMA V   L FQ   KAN HA     T  P    KGPANVVPA ASG .. F      Y  P   A  KN I 
Trichoderma_arundinaceum_RFU80530.1:19-474                                                               c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLD   F  MFIAD LG YDVY         L   A  Q PVNDPL LV AMA V   L FQ   KAD HA     T  P    KGPANVVPA ASG .. F      Y  P   A  KN I 
Aspergillus_thermomutatus_210_XP_026614594.1:15-4                                                         c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE   F  IFIADVLG   L          I   A  Q PVNEPLAVV AMA A   IGFQ   SAK HG        PRN AP.......A ASG .. W         S   A  RN   
Serratia_liquefaciens_WP_044551273.1:4-449                                                               c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD LFIADILG YDVY         A   I  Q PVNDPLLLV AMA V   LGFQ   R L  G        V    QQNIAL..T RES .. L         S   A  HH   
Micrococcus_luteus_WP_065572847.1:19-468                                                                 c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T       LE G FD LFIADVLG Y VY         I   A  Q PVNDP LLV AMA V   LGFQT  K L  G        P S  GGTSEA..A RTG .. T     F   S   A  EH   
Halolamina_rubra_WP_049979911.1:1-449                                                                    c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T       AE G FD VF ADV G YDVY         I   V  Q P NDPALVV AMA V   LGFRT  R K  A  F   R I    GGDRET..A EKA .. T S       P   E  DD   
Acinetobacter_pittii_WP_075382847.1:7-452                                                                c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T       LE G FD LFIADI G YDVY         L   I  Q P  DP  LI AMA V   L FKT  S L  G      T V    QNSIDL..T KES .. L SH  ST  S   A  QN S 
Corynebacterium_variabile_WP_052302534.1:2-464                                                           c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD LFLADVLG YDLY         L   A  Q PVNDPL LV AMA V   LGFP   T Y  G        L    GASPDA..A RAA .. V      P  S   A  DN   
Aspergillus_luchuensis_GAT21254.1:12-471                                                                 c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE   F  IFIADVLG YDVY         I   A  Q PVNEPLAVV AMA A   IGFK   SAK HG        G    KGPRNLEPA VSG .. W         P   A  QN   



Aspergillus_luchuensis                                                                                   c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE   F  IFIADVLG YDVY         I   A  Q PVNEPLAVV AMA A   IGFK   SAK HG        G    KGPRNLEPA VSG .. W         P   A  QN   
Aspergillus_bombycis_XP_022386026.1:15-472                                                               c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE   F  IFIADVLG YDVY         I   A  Q PVNEPLAVV AMA A   IGFK   SAK HG        G    KGPRNLEPA ISG .. W         P   A  QN   
Agrobacterium_vitis_WP_070163524.1:1-454                                                                 c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T       LE G FD IFIADVIG YDVY         I   A  Q PVNDPL LA  IA A   LG RT  R I  G        Y    KGSNFH..A RQA .. I      Q  AP  L  EH  I
Pseudomonas_psychrotolerans_220_WP_074584491.1:5-                                                         c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD LFIADILG YDVY         L   I  Q PVNDP LLV AMA     LGFQ   R L  G        V    GGNVDL..T RES .. L     F   S   AS RH   
Micrococcus_yunnanensis_WP_135040276.1:19-468                                                            c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T       LE G FD LFIADVLG Y VY         I   A  Q PVNDP LLV AMA V   LGFQT  K L  G        P S  GGTSEA..A KTG .. T     F   S   A  EH   
Acinetobacter_calcoaceticus_WP_004642549.1:7-452                                                         c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T       LE G FD LFIADI G YDVY         L   I  Q P  DP  LI AMA V   L FKT  S L  G      T V    QNGIDL..T KES .. L SH  ST  S   A  QN S 
Penicillium_brasilianum_CEO59775.1:15-472                                                                c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE   F  IFIADVLG YDVY         I   A  Q PVNEPLAVV AMA A   IGFQ   SAK HG        G    KGPRNLDPA VSG .. W         P   A  KN   
Aspergillus_cristatus_ODM22551.1:12-469                                                                  c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE   F  IFIADVLG YDVY         I   A  Q PVNEPLAVV AMA A   IGFK   SAK HG        G    KGPRNLEPA VSG .. W         P   A  QN   
Pseudomonas_taiwanensis_WP_027907363.1:1-446                                                             c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD LFIADVLG YDVY         L   V  Q PVNDPLLLV AMA V   LGFR   R L  A        I    QGGPQA..A RGG .. V         P   G  EH   
Acidovorax_avenae                                                                                        c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T       LE G FD LFLADIVG YD Y         L   V  Q PVNDPVLVV AMA A   L YRE  R L  G        V  T GQSADV..T RES .. L         P   A  RH S 
Staphylococcus_pseudintermedius_WP_101431388.1:4-                                                         c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T       LE G FD IFIADVLG Y VY         V   V  Q PA DPI LV AIA V   IG QT  R L  G        T S  NQSHDA..A KHA .. L  H   P  S   A  EH  I
Rhodococcus_triatomae_WP_081607437.1:2-451                                                               c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      ALE G FD LFLAD  G  DVY         L   I    PINDP MAV AMA V   LGFR   R M  S     FP IN   QGSNEA..S REA ..AV     S   A   S  RH   
Alcaligenes_sp._RS4_230_WP_128393375.1:4-450                                                             c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      VLE G FD LFIADIIG YDVF         L   I  Q PVNDP  LV AMA V   LGFR   R F  G        Y    EGNVDL..T KEA .. L     WT  S   A  EH   
Gibbsiella_quercinecans_WP_121552947.1:7-454                                                             c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD LFIADILG YDVY         A   I  Q PVNDPLLLV AMA V   LGFR   R L  G        V    QNGIDL..T REA .. L         S   S  QH   
Acinetobacter_ursingii_WP_044435211.1:5-452                                                              c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T       LE G FD LFIADI G YDVY         L   I  Q P  DP  LV AMA V   LGFKT  A L  G      T V    QNNIDL..T RES .. L SH  ST  S   S  QH   
Erwinia_typographi_WP_034887712.1:4-447                                                                  c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD IFIADILG YDVY         A   I  Q PVNDPLMLV AMA V   LGFQ   R L  G        V    QQGINL..T SES .. L         S   G  QH   
Trichoderma_harzianum_KKP01913.1:14-470                                                                  c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE   F  IFIADVLG YDVY         I   A  Q PVNEPLVLV AMA A   IGFQ   SAH HG        P    KGPRNPDPA ISG .. L         P   A  KN   
Fusarium_graminearum_235_CEF79766.1:12-466                                                               c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE   F  IFIADVLG YDVY         I   A  Q PVTEPL VI AMA V   I FK   EAK HG        G    KKSLDP..A ISG .. W      S  P   A  KN S 
Gordonia_alkanivorans_WP_006357654.1:10-461                                                              c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD LFIADVLG YDV          I   A  Q PVNDPLLLV AMA A   LGFR   T G  G        T   LSGTDEA..A RQG .. I         S   H  KN   
Acinetobacter_radioresistens_WP_111281495.1:5-455                                                         c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T       LE G FD LFLADI G YDVY         L   I  Q P  DP  LV AMA V   LGFKT  Q L  G      T V    QNGIEL..T KES .. L SH  ST  S   A  QN   
Mesorhizobium_plurifarium_WP_073985566.1:5-458                                                           c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T       LE G FD LFVADVLG  D           L   V  Q P TDPLLAV AMA A   LGFKT  E L  G        VL THGGSIAG..T KQG .. T S       S   A  RH   
Oceanobacillus_halophilus_WP_121203049.1:1-454                                                           c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      VLE G FD VFIADVLG Y VY         V   V  Q PA DPLL I AMA V   IGFK   R M  A        T S  GGNHES..A RHA .. L  H    P S   A  EH   
Acinetobacter_tandoii_240_WP_100241535.1:7-457                                                           c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T       LE G FD LFIADI G YDVY         L   I  Q P  DP  LV AMA V   LGFKT  Q L  G      T V    QNGIDL..T KES .. L SH  ST  S   A  QH   
Burkholderia_plantarii_WP_042624083.1:1-457                                                              c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T       LE G FD LFL DVIG YDVF         L   A  Q PMNDPAVLI LMA A   LGFRT  A L  G   G    V    GNAPDA..A RTA .. V         P   H  RH   
Alcaligenes_faecalis_WP_094195208.1:6-457                                                                c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T       LE G FD IFLADVVG YDVY         L   I  Q PVN P LLV AMA V   IGFKT  K L  G        Y    QQGVDL..T REG .. L   N W   S   A  QH   
Bradyrhizobium_arachidis_WP_092214516.1:1-453                                                            c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      ILE G FD IFIAD IG  DVY         L   A  Q P  DPMLLV AMA V   LG K   A K  S     G  IH   AGTADA..A NTG .. I KL      S   H  EH  L
Cupriavidus_plantarum_WP_109583068.1:1-458                                                               c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G FD LFL DI G YDV          L   A  Q PMNDPA LI LMA A   LGFK   R R  S   G  T I   AGGSAEM..A RTA .. V      P  P   H  EH   
Variovorax_sp._770b2_245_WP_093443018.1:5-461                                                            c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T       LE G FD LFLADV G YDVW         L   I  Q PINDPAVLV AMA V   LGFRT  R L  G      S V    GGSPDA..A RHA .. V         S   S  RH   
RZJ22128.1:4-447                                                                                         c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T       AE G FD  FLAD L     W         L           EPV L  AL  V   LGFKT  K L  AY    G SVR.. GSAIEG..E GLGD..KGVGF   T FA  SA  KN   
LadB_Geobacillus_thermoleovorans_BAM76371.1                                                              c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      AAE   F  L L   AG                          D LAVA  LA     L  K   AHG ST L PTG  CL........................ S    AY  AR TK HL
LadAbeta_Geobacillus_thermoleovorans_BAM76372.1                                                          c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      IAE G  D LFV D L               L   A       EP  LL ALA V   IG E   Q KL M   S G AIE...........P SHP ..EIVRL  FT  A   A  NR  L
Af1_AFLA_024140_XP_002373925.1                                                                           c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE   F  IFIADVLG YDVY         I   A  Q PVNEPLAVV AMA A   IGFK   SAK HG        G    KGPRNLEPA ISG .. W         P   A  KN   
Af3_AFLA_58870_XP_002378631.1                                                                            c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T       LE   F  IF ADVLG YDVY         I   A  Q PINDPL  V AMA A   IGFQK  AAK HA  F     G    KGPANLDPT PAG .. F      YS P   A  ES   
Af4_AFLA_049780_XP_002383105.1                                                                           c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLE G    LFLAD  G YD Y         I   A  Q PVTDP I I AMA V   L FK   R GINA     TY G  T EGSLDE..C RRA .. W     T P S   A  KN A 
Af5_AFLA_126060_XP_002381799.1                                                                           c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      VLE G F  LFLAD LG YDVY         L   A  Q PI DP LLI AMA V   L FK   K K HG     H  I    KGPGNKEPA LSG .. F  G  F   S   S  TS S 
Af2_QMW32876.1:9-463                                                                                     c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LLD   F  MFIAD LG YDVY         L   A  Q PVNDPL LV AMA V   L FQ   NAG HA     T  P    KGPANVVPT ASG .. F      Y  P   A  KN I 
Yarrowia_lipolytica_CLIB122_YALI0C07546p_XP_50156                                                         c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T       LE G F  IFIAD LG  EVY         L   I  Q P  DPL LV IMA V   L FKT  K K HA     H  FR   GDGDPI..G EKK .. F CH   F  P   S  DH N 
Rhizobium_sp._CF122_WP007794079.1                                                                        c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LAE   FD IFMAD VG                     Q    EPI LL ALA V   IGFQ   AAK  L     G  ...TRGTDIEALSRTAVRYVA F...   T  S   A  KN   
Acinetobacter_sp._NIPH_2100_LLM                                                                          c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      LAE G FD  FLAD L     F                     EPV L  AL  V   IGFQ   K L  AY    G AVN.. GQAEKT....GYSD..KVAGF   T FA  ST  KH   
Nostoc_sp._PCC_7107_WP_015115963.1                                                                       c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      IAE G FD VFLAD  G   VW                     EPV L  AL  V   IGFQ   R L  A     SP ...  GGSPET...QKRNG..KLVHF   T FS  SA  KN   
Aspergillus_flavus_NRRL3357_uncharacterized                                                              c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T       LE   FD  FMAD L    M          L      T    EP  LL AL  V   IG KK  DAK  AF    H AVLN PVE......A KRSH.. VTSF  FT  S  SV  EK  L
Paenibacillus_curdlanolyticus_WP006037998.1                                                              c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T       AE G FD VFLAD     E Y         V           EP  LL AL  A   IG LT  R K  M     GYAVH R PEALEQ..T NVRP.......  FT  S  GA  TN  L
LadAbeta_Geobacillus_thermoleovorans_FMN-dependen                                                         c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      IAE G  D LFV D L               L   A       EP  LL ALA V   IG E   Q KL M   S G AIE...........P SHP ..EIVRL  FT  A   A  NR  L
SsuD_1M41                                                                                                c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      AAD   Y  V I                               D  LVA  MI V   L FQ   RLG TG L PT........................GRSCE AW   AS  P  QR K 
Paenibacillus_curdlanolyticus_WP006037998.1                                                              c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T       AE G FD VFLAD     E Y         V           EP  LL AL  A   IG LT  R K  M     GYAVH R PEALEQ..T NVRP.......  FT  S  GA  TN  L
Bacillus                                                                                                 c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      AAD   FE V I                               DP LLA  LI     L FQ   RLG  G L PT........................GKSCE  W   AS  PE ER K 
Pseudomonas                                                                                              c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T                 AAD LG   V          I           D  VVA ALA L   L F............   S  YHG .........L PTGR....SCE SW   S   P  ER R 
LadB_Geobacillus_thermoleovorans_FMN-dependent                                                           c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T                                                 D LAVA  LA     L  ............................................ S    AY  AR TK HL
Pseudomonas_aeruginosa_PAO1_NP_251290.1                                                                  c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T      A E   FD V V    G F            A   A          VV   VA A   LG Q H DAG  R L .... Y S..........N AEG ..........  SSF  A  RR  V
Alkanesulfonate                                                                                          c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T                                                 DP  V  AIA V   L  ............................................  FT GS   S  KN KI
Alkanesulfonate                                                                                          c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T       LD   F    V                               DP  I   IA     L  RN  DYA NYTL PY........................DSSYF  WT GAT  SK KN KI
Aspergillus_niger_ATCC13496_RDH19503.1                                                                   c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T       LD   F    V                               DP  I   IA V   L  RS  DYG NYTL PY........................DSSYF  FT GAT  S  KN KI
Penicillium_digitatum_Pd1_XP014534980.1                                                                  c      KdG B KG KddddddG KddG         B   B  B KdddddddG KdG KG  Kdd                                                        T       LD   Y    V      Y                        DP  I   IL V   V  RN  DYG NYTL PYGSAL ........................  FT GAT  A  KN KV
Acinetobacter_rudis_WP_016657872.1                                                                       c      JIH C JH JIIIIIIH JIIH         C   C  C JIIIIIIIH JIH JH  JII                                                        T       L          AD LG Y            V           D  VVA ALA L   L FVS QYLRQIAQA.  Y  Y ...........G LIPT..GRSCE SW   S   P  EK R 



      110        120       130       140          150                 X          X         X         X            X         
LADA_Geobacillus_thermodenitrificans_WP_011888513            c   c           cc                               c EEEEF DEF  DF  DEEEEEEEEEF DEEEEEEEF DF DEEEF    A      DF DF            P   A           GR                               Y  VT S TYE   Y   RRMSTLDHLT   I WNVVT  L SA KN    G      HD R  A  F T   .H  GH           K   A     SH P  D  F... IKKILE  E  D
Geobacillus_sp._LEMMY01_WP_079935807.1:1-440                c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y  VT S TYE   Y   RRMSTLDHLT   I WNVVT  L SA KN    G      HD R  A  F T   .H  GH           K   A     SH P  D  F... IKKILE  E  D
Geobacillus_stearothermophilus_ABV66256.1:1-440             c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y  VT S TYE   Y   RRMSTLDHLT   I WNVVT  L SA KN    G      HD R  A  F T   .H  GH           K   A     SH P  H  F... IKKILE  E  D
Geobacillus_sp._B4113_201601_WP_061912600.1:1-440            c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y  VT S TYE   Y   RRMSTLDHLT   I WNVVT  L SA KN    G      HD R  A  F T   .H  GH           K   A     SH P  D  F... IKKILE  E  D
Geobacillus_sp._B4113_201601_5WP_061912600.1:1-44            c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y  VT S TYE   Y   RRMSTLDHLT   I WNVVT  L SA KN    G      HD R  A  F T   .H  GH           K   A     SH P  D  F... IKKILE  E  D
Bacillus_thuringiensis_6WP_029441578.1:1-435                c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y  VT S SYE   Y   RRMSTLDHLT   M WNIVT  L SA KN    G      HD K  A  F T   .H  GY           K   A     SH S  E  F... IETKLN  E  D
Lysinibacillus_sphaericus_WP_103976887.1:2-422              c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y  VT S SYE   Y   RRMSTLDHLT   M WNIVT  L SA KN           HD K  A  F T   .P  SF           E   A     SH D  D  F...EIKHLLT  E  D
Lysinibacillus_sphaericus_WP_069508309.1:2-422              c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y  VT S SYE   Y   RRMSTLDHLT   M WNIVT  L SA KN           HD K  A  F T   .P  SF           E   A     SH D  D  F...EIKHLLT  E  D
Rummeliibacillus_sp._SL167_10_WP_146551437.1:2-42            c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y  VT S SYE   Y   RRMSTLDHLT   I WNIVT  L SA KN           HD K  A  F T   .H  GF           N   A     SH E  D  F...EVKQYLD  E  D
Paenibacillus_sp._DXL2_WP_110843609.1:1-459                 c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y  VT S TYE   F   RRMSTLDHLT   I WNVVT YL SAARN    G      HD R  A  F T   .H  AH           K   A     S  P     F... LDRMVR  E  E
Paenibacillus_naphthalenovorans_WP_074730028.1:1-            c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y  VT S TYE   F   RRMSTLDHLT   I WNVVT YL SAARN    G      HD R  A  S T   .H  GH           K   A     S  P     F... LEHMVR  E  E
Cohnella_sp._HS21_WP_130606586.1:1-453                      c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y  VTI  TYE   Y   RRMSTLDHLT   VGWNIVT FL SAA N    G      HD R  A   PT   .P  AH           N         S  P   L F... LDRMVT  E  E
Streptosporangium_subroseum_15_WP_089205784.1:1-4            c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y  VT S TYE   F   RRMSTLDHLT   V WNVVT YL SAARN    G      HD R  A  F T   .P  GH           K   A     S  R     F... LDDEIE  L  E
Arthrobacter_sp._Hz2_WP_120147654.1:1-455                   c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y  AT S TYE   F   RRASTLDHLT    GWNIVT YL NAARN    G      HD R  A  F T   .P  AF           K  F      S  P     F... LPDEVE  Q  A
Nonomuraea_solani_WP_103963668.1:1-453                      c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y  VT S TYE   F   RRMSTLDHLT   V WNVVT YL SAARN    G      HD R  A  F T   .P  AH           K   A     S  R     F... LDDEIE  R  E
Arthrobacter_ruber_WP_105030338.1:1-455                     c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y  AT S TYE   F   RRASTLDHLT    GWNIVT YL NAARN    G      HD R  A  F T   .P  AF           K  F      S  P     F... LADEVE  Q  A
Bacillus_aciditolerans_20_WP_121446947.1:1-456              c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y  VTVS TYE   F   RR STLDHLT   I WNIVT YL NAARN    G      HD R  A    T   .H  GH   F       K   A     S  P     F... LPEMLK  A  D
WP_137163763.1:1-458                                        c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVT S TYE   Y   RRMSTLDHLS   VGWNIVT YL SAARN    G      HD R     F L   .H  PF           N         G  D     L... LERQLG  Q  D
Aeribacillus_pallidus_WP_130157503.1:4-457                  c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GIT S TFE   Y   RRMSTLDHLT   VGWNIVT YL S  KN           H  R     C T   .H  TF           K         S  E GT  I...DIGDRFL SE  N
Bacillus_megaterium_24WP_098602848.1:4-460                  c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GIT S TFE   Y   RRMTTLDHLT   I WNIVT YL S  KN           HD R     C T   .H  TF           K   A     S  E GT  I...EIGNKFQ  E  N
Streptomyces_sp._150FB_WP_078877664.1:5-455                 c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y  AT S TYE   F   RRMSTLDHLT   V WNVVT YL NAARN    G      HD R  A  F T   .P  AF           K   A     S  P     F... LSDEVD  H  E
Arthrobacter_sp._DWC3_WP_104051071.1:1-454                  c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y  AT S TYE   F   RRASTLDHLT    GWNIVT YL NAARN    G      HD R  A  F T   .P  AF           K  F      S  P     F... LADEVE  Q  A
Cohnella_thermotolerans_WP_027093898.1:1-456                c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y  LTVS TYE   Y   RRMSTLDHLT   L WNVVT YL SAARN    G      HD R  A    T   .H  AH           K   A     S  P     F... LEEMIK  D  E
Paenibacillus_bovis_28WP_144921429.1:1-452                  c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTAS T E   Y   RRMSTLDHLT   VGWNIVT YL SAA N    G      HD R       V H .H  TF           K         S  K   V M... LEDQIN  E  D
Bacillus_aciditolerans_WP_121447760.1:1-452                 c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTAS T E   Y   RRMSTLDHIT   VGWNIVT YL SAA N    G      HD R       V H .H  TF           K         S  K   V M... LEDQIK  E  D
Leifsonia_sp._ALI-44-B_30_WP_077053645.1:1-455              c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y  AT S TYE   F   RRASTLDHLT    GWNVVT YL NAARN    G      H  R  A  F T   .P  AF           K  F      S  P     F... HDDEVA GD  A
Parageobacillus_thermoglucosidasius_WP_064552269.            c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y  LTVS TYE   F   RR STLDHLT   I WNVVT YL NAARN    G      HD R  A    T   .H  ST   F       K   A     S  P     F... LQEMIK  Q  D
Geobacillus_sp._Y4.1MC1_WP_013399886.1:1-459                c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y  LTVS TYE   F   RR STLDHLT   I WNVVT YL NAARN    G      HD R  A    T   .H  NI   F       K   A     S  P     F... LPEMIK  Q  D
Bacillus_methanolicus_35WP_004434428.1:1-462                c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y   TVS TYE   F   RR STLDHLT   I WNVVT YL NAARN    G      HD R  AF   T   .P  AH   F       Q   A     S  P     F... LPEMIK  R  D
Terribacillus_halophilus_WP_077309754.1:1-448               c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTAS TYE   Y   RRVSTLDHLT   VGWNIVT YL SAARN    G      HD R       V   .H  SF           N         S  E     L... LDTQIK  E  N
Paraburkholderia_kururiensis_WP_017777532.1:1-453            c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVT S SYE   Y   RRMSTLDHLT   VGWNIVT YL SAARN    G      HD R     C L   .H  PF           N         S  D     V... LPSQAN  E  A
Gracilibacillus_massiliensis_WP_058308419.1:1-456            c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y  VTVS TYE   F   RR STLDHLT   V WNVVT YL NAARN    G      HD R  A    T   .A  GN   F       K   A     S  P     F... LEDMIK  E  D
Streptomyces_yanglinensis_WP_103888551.1:5-452              c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y  AT S TYE   F   RRMSTLDHLT   V WNVVT YL NAARN    G      HD R  A  F T   .P  AF           R   A     S  P     F... LEDEVD  H  E
Trinickia_sp._7GSK02_40_WP_136896361.1:1-452                c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVT S SYE   Y   RRMSTLDHLT   VGWNIVT YL SAARN    G      HD R     C L   .H  PF           N         S  D     V... LPAQAN  E  A
Cryobacterium_sp._NEAU-85_WP_123045138.1:1-448              c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y  VT T TYE   F   RR STLDHLT   V WNVVT YL  AARN    G      HD R  A  F T   .P  GN   F       N   A     G  PD    Y... LSAQVK  D  D
Alicyclobacillus_acidoterrestris_WP_021298468.1:4            c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTAS SYE   Y   RRMSTLDHLT   VGWNIVT YL SAARN    G      HD R       V   .H  TF           K         S  D     I... LHEQVS  E  D
Oceanobacillus_senegalensis_WP_085994229.1:1-452            c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTAS SYE   Y   RRMSTLDHLT   VGWNVVT FL SAA N    G      HD R       T   .H  SF           K         S  N   I L... LDKEVS  K  E
Bacillus_sinesaloumensis_WP_077620983.1:1-449               c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y  ITVS TYE   F   RR STLDHLT   I WNVVT YL NAARN    G      HD R  A    T   .A  GN   F       K   A     S  P     F... LQDMIK  E  D
Halopenitus_persicus_WP_021074147.1:6-457                   c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y  AT S TY    Y   KRLSTLDHLT   I WNIVT YL  AA N    G      HD R  A  H V  T.K  MT           D   A     S  ED  V L... LEGRIE  E  D
Microbacteriaceae_bacterium                                 c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y  VT T TYE   F   RR STLDHLT   V WNVVT YL  AAKN    G      HD R  A  F T   .P  PN   F       R   A     G  PD    F... LSEQVR  D  D
Lysinibacillus_sinduriensis_WP_036201100.1:1-458            c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y  VTVS SYE   F   RR STLDH T   VGWNIVT YL NAA N    G      HD R  I    T   .H  SN   F     F K         S  P   Q Y... QKEMIK  Q  E
Bacillus_endophyticus_WP_113749053.1:5-457                  c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GIT S TFE   Y   RRMTTLDHLT   I WNIVT YL S MKN           HE R     C T   .H  TF           N   A     S  E G   I...DAGHKIQ  E  N
Pseudomonas_monteilii_WP_119371117.1:1-455                  c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GLTAS TFE   Y   RRLSTLDHLT   IGWNIVT YL S ARN    G      HD R       L   .H  PF           K         S  D G   L... QKALSD  A  D
Bacillus_endophyticus_50_WP_061801645.1:5-457               c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GIT S TFE   Y   RRMTTLDHLT   I WNIVT YL S MKN           HE R     C T   .H  TF           N   A     S  E G   I...DTGHKIQ  E  N
Planococcus_maitriensis_WP_112233285.1:1-457                c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTAS S E   Y   RRMSTLDHLT   IGWNVVT YL SAA N    G      HD R       V H .H  TF           K         S  K   V I... LDDQMS  E  E
Oceanobacillus_profundus_WP_118889880.1:1-447               c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GITAS T E   Y   RKISTLDHLT   IGWNIVT YL SAA N    G      HD R       V H .H  TF           N         S  K   V M... LEDQIN  E  N
Burkholderia_pseudomallei_WP_141404579.1:1-452              c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GIT S SYE   Y   RRMSTLDHLT   VGWNVVT YL SAARN    G      HD R     C L   .H  PF           G         S  D     L... LPRQAN  E  A
Terribacillus_saccharophilus_WP_095261886.1:1-455            c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y  VTVS TYE   F   RR STLDHLT   V WNVVT YL NAARN    G      HD R  A    T   .P  GN   F       K   A     S  P     F... LTDMIK  E  E
Sediminibacillus_albus_WP_093212831.1:4-453                 c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTAS S E   Y   RRMSTLDHLT   VGWNIVT YL SAA N    G      HD R       V H .H  TF           K         S  K   V M... LEDQVG  E  D
Sciscionella_marina_WP_020496929.1:1-448                    c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y  VT T TYE   F   RR STLDHLT   I WNVVT YL  AARN    G      HD R  A  F T   .P  GN   F       R   A     G  PD    Y... LGAQVG  D  E
Mycetocola_saprophilus_WP_043321267.1:1-452                 c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y  VT   TYE   F   RRLSTLDHLT   L WNVVT YL  AAKN    G      HD R  A  FAT   .S  AN           K   A     G  PD    F... LSEQVT  V  E
Lysinibacillus_macroides_WP_053993569.1:4-460               c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GIT S TFE   Y   RRISTLDHLT   V WNIVT YL S  KN           H  R     C T   .H  PF           K   A     S  E GT  I...DIGDRFQ QE  H
Pseudomonas_putida_WP_086978777.1:1-458                     c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GLTAS TFE   Y   RRLSTLDHLT   IGWNIVT YL S ARN    G      HD R       L   .H  PF           K         S  D G   L... QKALSD  A  D
Sediminibacillus_halophilus_60_WP_074598704.1:4-4            c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTAS S E   Y   RRMSTLDHLT   VGWNIVT YL SAA N    G      HD R       V H .H  TF           K         S  K   V M... LEDQVS  E  D
Rhizobium_oryzae_WP_085420425.1:1-450                       c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GITAN TYE   F   RRMSTLDHLT   IGWNIVT YL SAAK     G      HD R       L   .P  LF           N         G  D    AI... LDTQAA  D  D
Pseudomonas_extremorientalis_WP_071491956.1:1-455            c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GLTAS SFE   Y   RRLSTLDHLT   IGWNIVT YL S AKN    G      HD R       L   .H  PF           K         S  E G   L... QKAQTE  A  D
Pseudomonas_fluorescens_WP_016977452.1:1-454                c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GLTAS SFE   Y   RRLSTLDHLT   IGWNIVT YL S AKN    G      HD R       L   .H  PF           K         S  E G   L... QKAQTE  A  D
Neorhizobium_sp._T25_27_WP_105419890.1:1-450                c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTAN T E   F   RRMSTLDHLT   IGWNIVT YL SAAK     G      HD R       L H .P  VF           G         G  D    AI... LDGMAA  D  D
Pseudomonas_extremaustralis_WP_078833627.1:1-457            c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GLTAS SFE   Y   RRLSTLDHLT   IGWNIVT YL S AKN    G      HD R       L   .H  PF           K         S  E G   L... QKAQTE  A  D
Fictibacillus_aquaticus_WP_094253544.1:1-455                c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y  ITVS TYE   F   RR STLDHLT   I WNVVT YL NAARN    G      HD R  A    T   .Q  GN   F       N   A     S  P     F... LKDMVK  K  E
Pseudomonas_extremaustralis_KAA8559760.1:1-456              c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GLTAS SFE   Y   RRLSTLDHLT   IGWNIVT YL S AKN    G      HD R       L   .H  PF           K         S  E G   L... QKAQTE  A  D
Mycobacterium_sp._ACS1612_WP_067812332.1:1-454              c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GITA  SFE   Y   RRMSTLDHLT   VGWNIVT YL SAARN    G      H  R      AT   .H  SF           K         G  E     H... LDTITP AD  D
Bacillus_megaterium_WP_116075167.1:1-455                    c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTVS TYE   Y   RK STLDHLT   I WNIVT YL S   N    G      HE R       T   .K  AF   F       N   A     S  E GSI L... LEEHFT  T  D
Pseudomonas_frederiksbergensis_70_WP_123409596.1:            c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GLTAS SFE   Y   RRLSTLDHLT   AGWNIVT YL S AKN    G      HD R       L   .H  PF           K         S  E G   L... QKNQTE  A  D
Pseudomonas_citronellolis_SFC61163.1:1-452                  c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GAT S TYE   F   RRMSTLDHLT   VGWNIVT YL NAARN    G      HD R     F T   .P  AF           R         S  P     F... LDDEVP  R  E
Herbaspirillum_chlorophenolicum_WP_050468599.1:4-            c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GITAN TYE   F   RRMSTLDHLT   VGWNIVT YL SAAR     G      HD R       L   .A  LF           K         G  D    AM... LTEQLE  Q  D
Arthrobacter_crystallopoietes_WP_074700854.1:1-45            c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y  VT S TYE   F   RRLSTLDHLT   V WNVVT YL  AARN    G      HD R  A  F T   .P  GN           K   A     G  PD    F... LPAHIK  D  D
Terribacillus_goriensis_WP_038558686.1:1-438                c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y  VTVS SYE   F   RK STLDHLT   V WNIVT YL NAA N    G      HD R  A    T   .Q  HN   F       N   A     S  P   E F... LEKMVK  E  K
Bacillus_megaterium_WP_025749753.1:1-455                    c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTVS TYE   Y   RK STLDHLT   I WNIVT YL S   N    G      HE R       T   .K  AF   F       N   A     S  E GSI L... LEEHFT  T  D
Neorhizobium_sp._T7_12_WP_105403044.1:1-451                 c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTAN T E   F   RRMSTLDHLT   IGWNIVT YL SAAK     G      HD R       L H .P  VF           G         G  D    AI... LDGMAA  D  D
Rummeliibacillus_sp._SL167_WP_146553619.1:4-459             c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GLTAS TFE   Y   RRISTLDHLT   I WNIVT YL S  KN           H  R       T   .H  TF           K   A     S  E GT  I...EIGDKFE TK  D
Burkholderia_sp._PAMC                                       c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GITVN TYE   Y   RR STLDHLS   IGWNIVT YL SAAR     G      HD R       L   .A  LL   F       D         G  D    AM... LTGQIA  E  D
Pseudomonas_koreensis_WP_064585463.1:4-449                  c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GLTAN TYE   Y   RRMSTLDHLS   VGWNIVT YL SAAK     G      HD R       L   .P  LF           R         G  D    AM... LSEQVE  R  D
Pseudomonas_fluorescens_80_WP_064116961.1:6-451             c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GLTAN TYE   Y   RRMSTLDHLS   VGWNIVT YL SAAK     G      HD R       L   .P  LF           R         G  D    AM... LSEQVE  R  D
Pseudomonas_rhodesiae_WP_040265276.1:4-450                  c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GLTAN TYE   Y   RRMSTLDHLS   VGWNIVT YL SAAK     G      HD R       L   .P  LF           E         G  D    AM... LTEQVE  R  D
Collimonas_sp._OK412_WP_092393355.1:4-454                   c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTVN TYE   Y   RRMSTLDHLT   IGWNIVT YL SAAR     G      HD R       L   .A  LF           R         G  D    AM... LSEQPE  A  E
Pseudomonas_marginalis_WP_058415544.1:1-456                 c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GLTAS SFE   Y   RRLSTLDHLT   VGWNIVT YL S AKN    G      HD R       L   .H  PF           K         S  E G   L... QKAQTE  A  D
Pseudomonas_antarctica_WP_064452947.1:1-458                 c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GLTAS SFE   Y   RRLSTLDHLT   VGWNIVT YL S AKN    G      HD R       L   .H  PF           K         S  E G   L... QKAQTE  A  D
Pseudomonas_protegens_WP_041115159.1:9-454                  c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GLTAN TYE   Y   RRLSTLDHLS   VGWNIVT YL SAA      G      HD R       L   .A  LF           R         G  D   QAM... LKEQIE  R  D
Pseudomonas_synxantha_WP_057024776.1:4-449                  c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GLTAN TYE   Y   RRMSTLDHLS   VGWNIVT YL SAAK     G      HD R       L   .P  LF           R         G  D    AM... LNEQVE  R  D
Rhizobium_leguminosarum_WP_128409501.1:2-451                c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTVN TYE   F   RRMSTLDHLT   IGWNIVT YL SAARS    G      HD R       T   .P  LL           K         G  D     M... FDKLPE  A  D
Pseudomonas_chlororaphis_WP_038359779.1:6-451               c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GLTAN TYE   Y   RRMSTLDHLS   VGWNIVT YL SAAK     G      HD R       L   .P  LF           R         G  D    AM... LSEQVE  R  D
Pseudomonas_syringae_90_WP_024642725.1:1-456                c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTAS SFE   Y   RRLSTLDHLT   AGWNIVT YL S AKN    G      HD R       L   .H  PF           K         S  E G   L... QKTLTE  A  D
Collimonas_fungivorans_WP_061540754.1:4-453                 c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTVN TYE   Y   RRMSTLDHLT   IGWNIVT YL SAAR     G      HD R       L   .A  LF           R         G  D    AM... LSQQPE  A  E
Rhizobium_leguminosarum_WP_116409027.1:2-451                c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTVN TYE   F   RRMSTLDHLT   IGWNIVT YL SAARS    G      HD R       T   .P  LL           K         G  D     M... FDRLPE  A  D
Microvirga_ossetica_WP_099511173.1:1-454                    c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTVN TYE   Y   RRMSTLDHLT   IGWNIVT YL SAAR     G      HD R       T   .Q  LH           N         G  D    GM... LQEQLD  H  D
Pseudomonas_caspiana_WP_087268376.1:4-451                   c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GLTAN TYE   Y   RRMSTLDHLS   VGWNIVT YL SAAR     G      HD R       L   .A  LF           R         G  D    AM... LTEQVE  R  D
Pseudomonas_lundensis_WP_048375063.1:4-451                  c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GLTAN TYE   Y   RRMSTLDHLS   VGWNIVT YL SAAK     G      HD R       L   .A  LF           R         G  D    AM... LKAQVE  R  D
Caballeronia_mineralivorans_WP_047894899.1:4-456            c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTVN TYE   Y   RR STLDHLT   IGWNIVT YL SAAR     G      HD R       L   .A  LL   F       E         G  D    AM... LTEQIA  E  D
Pseudomonas_paralactis_WP_057702387.1:4-450                 c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GLTAN TYE   Y   RRMSTLDHLS   VGWNIVT YL SAAK     G      HD R       L   .P  LF           R         G  D    AM... LTEQVE  R  D
Pseudomonas_taetrolens_WP_048381143.1:4-453                 c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GLTAN TYE   Y   RRMSTLDHLT   VGWNIVT YL SAAK     G      HD R       L   .P  LF           R         G  D    AM... LTEQVE  R  D
Pseudomonas_psychrophila_WP_123750761.1:4-450               c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GLTAN TYE   Y   RRMSTLDHLT   VGWNIVT YL SAAK     G      HD R       L   .P  LF           R         G  D    AM... LTEQVE  R  D
Collimonas_arenae_100_WP_061532973.1:4-454                  c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTVN TYE   Y   RRMSTLDHLT   IGWNIVT YL SAAR     G      HD R       L   .A  LF           H         G  D    AM... LREQPE  Q  E
Pseudomonas_viridiflava_WP_122210720.1:4-451                c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GLTAN TYD   Y   RRMSTLDHLS   VGWNIVT YL SAAR     G      HD R       L   .A  LF           R         G  D    AM... LSEQVE  R  D
Kocuria_varians_WP_068470402.1:1-454                        c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVT   TYE   Y   RK  TLDHLT   VGFNVVT YL SAA N    G      HD R     SAV   .Q  TL   FA      R         S  P   E Q... LPRQIE  Q  E
Pseudomonas_wadenswilerensis_WP_115084816.1:4-455            c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GLTAN TYE   Y   RRLSTLDHLS   VGWNIVT YL SAAK     G      HD R       L   .P  LF           R         G  D    AM... LDQQPE  R  D
Pseudomonas_syringae_WP_011266344.1:4-452                   c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GLTAN TYD   Y   RRMSTLDHLS   VGWNIVT YL SAAR     G      HD R       L   .A  LF           R         G  D    AM... LSEQNE  R  D
Pseudomonas_sp._286_105WP_122415793.1:4-453                 c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GLTAN TYD   Y   RRMSTLDHLS   VGWNIVT YL SAAR     G      HD R       L   .A  LF           R         G  D    AM... LSEQVE  R  D
Geobacillus_vulcani_WP_031406843.1:1-461                    c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y  LTAS TYE   F   RR STLDHLT   I WNIVT YL NAAKN    G      HD R  V    T   .H  HI   F       N   A     S  P     F... LERMIA  Q  E
Geobacillus_icigianus_WP_033018365.1:1-461                  c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y  LTAS TYE   F   RR STLDHLT   I WNIVT YL NAAKN    G      HD R  V    T   .H  HI   F       N   A     S  P     F... LERMIA  Q  E
Pseudomonas_floridensis_WP_083182568.1:4-453                c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GLTAN TYD   Y   RRMSTLDHLS   VGWNIVT YL SAAR     G      HD R       L   .A  LF           R         G  D    AM... LREQVE  R  D
Pseudomonas_asturiensis_WP_073167523.1:4-451                c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GLTAN TYD   Y   RRMSTLDHLS   VGWNIVT YL SAAR     G      HD R       L   .A  LF           R         G  D    AM... LSEQVE  R  D
Geobacillus_vulcani_110_WP_031406843.1:1-461                c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y  LTAS TYE   F   RR STLDHLT   I WNIVT YL NAAKN    G      HD R  V    T   .H  HI   F       N   A     S  P     F... LERMIA  Q  E



Pseudomonas_syringae_WP_024682626.1:4-452                   c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GLTAN TYD   Y   RRMSTLDHLS   VGWNIVT YL SAAR     G      HD R       L   .A  LF           R         G  D    AM... LSEQNE  R  D
LadAalpha_Geobacillus_thermoleovorans_BAM76377.1            c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y  LTAS TYE   F   RR STLDHLT   I WNIVT YL NAAKN    G      HD R  V    T   .H  HI   F       N   A     S  P     F... LERMIT  Q  E
Tsukamurella_pseudospumae_WP_068746786.1:1-457              c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GITA   FE   F   RRLTTLDHLT   IGWNVVT YL SAAKN    G      HD R      GTG  .H  PF           N         G  P     M... QLDQLQ  E  D
Kocuria_sp._Marseille-P3598_WP_085529073.1:5-456            c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GIT   TYE   Y   RK  TLDHLT   VGFNVVT YL SAA N    G      HD R     SAV   .Q  TL   YA      K         S  P   E Q... LPRQIE  T  E
Microvirga_aerophila_WP_114188789.1:1-456                   c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTAN TYE   Y   RRMSTLDHLT   VGWNIVT YL SAAR     G      HD R       L   .T  LF           R         G  D    AM... FKGQRE  D  D
Burkholderia_ubonensis_WP_071760483.1:5-455                 c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTAN TYE   Y   RRMSTLDHLT   VGWNIVT YL SAAR     G      HD R       L   .P  LF           K         G  D    GM... LAQQIG  D  E
Achromobacter_marplatensis_WP_006226823.1:4-450             c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTVN TYE   Y   RR STLDHLT   VGWNIVT YL SAAR     G      HD R       L   .A  LL   F       N         G  E    AM... LSEQIA  E  D
Acinetobacter_baumannii_WP_070165746.1:1-443                c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVT S SFE   Y   RRISTLDHLT   VGWNIVT YL S  KN    G      HD R     T I   .H  PF           Q         S  E GS  L... LKTQVN  N  D
Labedella_phragmitis_WP_128496094.1:1-453                   c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GITA   YE   Y   RRMSTLDHLT   VGWNVVT YL SAARN    G      HD R      GTA  .H  PF           K         G  P     M... HEDQLQ  D  D
Nocardia_cyriacigeorgica_120_WP_130918184.1:1-453            c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GIT    FE   Y   RRLSTLDHLT   LGWNVVT YL SAARN    G      HD R     TGTG  .H  PF           N         G  P     F... ADDQLD  E  N
Nocardia_cyriacigeorgica_WP_130918184.1:1-453               c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GIT    FE   Y   RRLSTLDHLT   LGWNVVT YL SAARN    G      HD R     TGTG  .H  PF           N         G  P     F... ADDQLD  E  N
Mycobacterium_sp._1164985.4_WP_067298521.1:1-453            c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GIT    FE   Y   RRMSTLDHLT   IGWNVVT YL  AARN    G      HD R     TGTG  .H  PF           K         G  PA    M... QTDQPA  A  D
Rhodococcus_sp._1R11_WP_135042739.1:1-449                   c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GITA   FE   Y   RRLSTLDHLT   IGWNVVT YL SAA N    G      HD R      GTG  .H  PF           N         G  P   Q M... HDDQLQ  D  D
Erwinia_amylovora_WP_004157587.1:5-459                      c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GLTAS SFE   Y   RRISTLDHLT   IGWNIVT YL S ARN    G      HD R       L   .H  PF           K         S  E G   I... QQAQTD  A  D
Ralstonia_mannitolilytica_WP_102079134.1:4-451              c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTVN TYE   Y   RR STLDHLT   IGWNIVT YL SAAR     G      HD R       L   .P  LL   F       R         G  D    AM... LDKQFA  E  D
Leifsonia_flava_WP_135120808.1:15-465                       c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTA   YE   Y   RRMSTLDHLT   VGWNVVT YL SAARN    G      HD R      GTA  .H  PF           N         G  P     M... HDDQLE  D  D
Cryobacterium_roopkundense_WP_084141147.1:1-453             c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GITA  SYE   Y   RRMSTLDHLT   VGWNVVT YL SAARN    G      HD R      GT   .H  PF           N         G  P     M... HDDQLE  D  D
Cupriavidus_pauculus_WP_101681197.1:1-455                   c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTAN TYE   F   RRMSTLDHLT   IGWNIVT YL SAAR     G      HD R       L   .Q  LF           G         G  D    AI... IDGQVA  D  D
Rhizobium_sp._BK333_130_WP_133704837.1:2-454                c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTVN TYE   F   RRMSTLDHLT   IGWNIVT YL SAARS    G      HD R       T   .P  LF           K         G  D     M... MERQPD  A  D
Caballeronia_mineralivorans_WP_047846789.1:1-454            c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GITAS TFE   Y   RRLSTADH T   VGWNIVT YL S AKN           H  R       T   .H  TF         H K         S  E G   I...SEGGLRK AN  E
Nocardia_altamirensis_WP_069163049.1:1-454                  c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GIT    FE   F   RRLSTLDHLT   IGWNVVT YL SAARN    G      HD R     TGTG  .H  PF           N         G  P     F... AADQLD  E  N
Cupriavidus_sp._P-10_WP_116322758.1:1-452                   c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVT   SYE   Y   RKMTTLDHLT   VGWNIVT YL SAAK     G      HD R     GAL   .P  TF           N         G  N    AS... VTKQTD  T  D
Serratia_sp._S1B_WP_116726564.1:1-452                       c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVT S SFE   Y   RRLSTLDHLT   VGWNIVT YL S  KN    G      HD R     T I   .H  PF           K         S  E GS  L... LKTQEN  D  D
Pseudomonas_putida_WP_043864435.1:1-452                     c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTAS SFE   Y   RRMSTLDHLT   AGWNIVT YL S ARN    G      HD R       V   .H  PF           R         S  S G   L... QREQLS  Q  A
Pseudomonas_aeruginosa_WP_023084248.1:4-453                 c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTAN TYE   Y   RRLSTLDHLS   IGWNIVT YL SAAK     G      HD R       L   .A  PF           D         G  E    AM... QSAQIE  R  D
Pseudomonas_mucidolens_WP_084381795.1:9-455                 c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GLTAN SYE   Y   RRMSTLDHLS   VGWNIVT YL SAAK     G      HD R       L   .P  LF           R         G  D    AM... LREQVE  R  D
Pseudomonas_poae_WP_060549803.1:4-450                       c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GLTAN TYE   Y   RRMSTLDHLS   VGWNIVT YL SAAK     G      HD R       L   .P  LF           R         G  D    AM... LTEQVE  R  D
Pseudomonas_chlororaphis_WP_123573412.1:9-454               c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GLTAN TYE   Y   RRMSTLDHLS   VGWNIVT YL SAAK     G      HD R       L   .P  LF           R         G  D    AM... LSEQTE  R  D
Janthinobacterium_lividum_140_WP_072454679.1:1-44            c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVT   TYE   Y   RRISTLDHLT   IGWNIVT YL SAARN    G      HD R     CAL   .H  TF           G         G  D     L... LSQQLG  E  D
Haladaptatus_cibarius_WP_049970513.1:4-446                  c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y  VT S TY    Y   R  STLDHIT   V FNIVT YL SAA N    G      HD R  A  R T  V.H  QL  EF       D   A     S  E   E L... LDERME  T  D
Arthrobacter_luteolus_WP_066298473.1:1-443                  c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y  VT   TYE   Y   RR STLDHLT   IGWNVVT YL SAARN    G      HD R  A  SAL   .Q  AL   F       G         S  E     L... LERQLG  E  D
Geobacillus_sp._ZGt-1_WP_047758532.1:1-436                  c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y  LTAS TYE   F   RR STLDHLT   I WNIVT YL NAAKN    G      HD R  V    T   .H  HI   F       N   A     S  P     F... LERMIT  Q  E
Lysinibacillus_composti_WP_124766485.1:4-458                c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVT S T E   F   RKMSTLDHLT   VGWNIVT YL SAA N    G      HD R     S V H .H  TF           N         S  K   V M... LEDQIK  E  D
Microcella_putealis_WP_130486201.1:20-474                   c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTA   YE   Y   RRMTTLDHLT   VGWNVVT YL SAARN    G      HD R      GTA  .H  PF           K         G  P     M... HDDQRE  D  D
Pseudomonas_nitroreducens_WP_037016976.1:1-453              c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GITAS SFE   F   RRMSTLDHLT   AGWNIVT YL S ARN    G      H  R       V   .H  PF           R         S  N G   L... LKQQLN QQ  A
Acinetobacter_wuhouensis_WP_130168784.1:1-453               c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVT S SFE   Y   RRISTLDHLT   VGWNIVT YL S  KN    G      HD R     T I   .H  PF           K         S  E GS  L... LKTQLN  D  D
Bradyrhizobium_sp._YR681_WP_008144663.1:1-454               c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVT N SFE   Y   RRMSTLDHLT   IGWNVVT YL SAAR     G      HD R     S L   .P  PF           E         G  D    GA... KDKQTG  D  D
Schumannella_sp._10F1D-1_WP_141164655.1:10-460              c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTA   YE   Y   RRLTTLDHLT   VGWNVVT YL SAARN    G      HD R      GTA  .H  PF           K         G  P     M... HDDQLE  D  D
Pseudomonas_coronafaciens_150_WP_122355187.1:4-45            c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GLTAN TYD   Y   RRMSTLDHLS   VGWNIVT YL SAAR     G      HD R       L   .A  LF           R         G  D    AM... LSEQNE  R  D
Pseudomonas_syringae_WP_003430238.1:4-452                   c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GLTAN TYD   Y   RRMSTLDHLS   VGWNIVT YL SAAR     G      HD R       L   .A  LF           R         G  D    AM... LSEQNE  R  D
unclassified_Rhodococcus_WP_094682261.1:1-449               c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GITA   FE   Y   RRLSTLDHLT   IGWNVVT YL SAA N    G      HD R      GTG  .H  PF           N         G  P   Q M... HDDQLK  D  D
Hafnia_alvei_WP_046449330.1:6-449                           c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTAN SYE   Y   RRMSTLDHLT   AGWNIVT YL SAAR     G      HD R       L   .Q  LF           Q         G  D    AM... QTQQIP  R  D
AS9A_3890_Hoyosella_subflava_WP_013808677.1:1-453            c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GIT    FE   Y   RRLSTLDHLT   IGWNVVT YL SAARN    G      HD R     TGTG  .H  PF           K         G  P     F... AADQLD  D  D
Acinetobacter_baumannii_WP_000995600.1:1-443                c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVT S SFE   Y   RRISTLDHLT   VGWNIVT YL S  KN    G      HD R     T I   .H  PF           K         S  E GS  L... LKTQVN  N  D
Agrobacterium_sp._B133/95_WP_065696417.1:2-454              c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTVN TYE   F   R MSTLDHLT   IGWNIVT YL SAARS    G      HD R       T   .P  LF  G        K         G  D     M... MERQPD  A  D
Microbacterium_sp._KROCY2_WP_024289149.1:1-453              c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVT   TYE   Y   RK  TLDHLT   VGFNVVT YL SAA N    G      HD R     SAV   .Q  TL   YA      R         S  P   E Q... LPTQIE  E  E
Variovorax_paradoxus_WP_012747040.1:6-452                   c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTVN TYE   Y   RR STLDHLT   IGWNIVT YL SAAR     G      HD R       L   .Q  LL   F       R         G  D    AM... LAEQIA  E  E
Methylobacterium_radiotolerans_WP_076730229.1:5-4            c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTIN   E   Y   RRLSTLDHLT   IGWNVVT YL SA R            HD R       VHQ .A  TF           G         G  D  H AQ...SGGTLPA  R  D
Streptomyces_sp._BK215_WP_132915265.1:7-452                 c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y   T S   E   F   RKVSTLDHLT   V WNIVT F  SA RN    G      HD R  AF G ILQ .H  AF           K   A     S QS  G  F... FDTQVP  E  V
Geobacillus_thermodenitrificans_160_WP_008880416.            c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y  LTAS TYE   F   RR STLDHLT   I WNIVT YL NAAKN    G      HD R  V    T   .H  HI   F       N   A     S  P     F... LERMIA  Q  E
Pseudomonas_aeruginosa_WP_132556951.1:356-785               c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTAN TYE   Y   RRLSTLDHLS   IGWNIVT YL SAAK     G      HD R       L   .A  PF           D         G  E    AM... QSAQIE  R  D
Penicillium_solitum_OQE02104.1:14-471                       c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTVT SYE   Y   RRLSTVDHLT   LGWNVVT YL SAARN    G      HD R       T   .Q  HL           K         G  D     M... QAEQLH  D  L
Penicillium_vulpinum_OQE05502.1:12-469                      c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTVT TYE   Y   RRLSTVDHLT   LGWNVVT YL SAARN    G      HD R       T   .Q  HL           K         G  D     M... QAEQLH  D  L
Clavibacter_michiganensis_WP_045526194.1:1-454              c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GLTV  TYE   Y   RR STLDH T   IGWNVVT YL SAARN    G      HD R      AS   .L  AL   F     F G         S  D     L... LETQIG  D  G
Glutamicibacter_creatinolyticus_WP_054821484.1:6-            c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GITA   YE   Y   RRL TLDHLT   VGWNVVT YL SAARN    G      HD R      GTA  .H  PF    A      G         G  P     M... QEDQME  E  D
Campylobacter_sp._P0078_WP_086237522.1:4-454                c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GITA   FE   F   RRLSTLDHLT   VGWNIVT YL SA  N    G      HD R      GVP  .Q  PF           K         G  P  NA I... QKE.LP  E  T
Pseudomonas_furukawaii_WP_003454569.1:1-447                 c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTAN SYE   F   RRMSTLDHLT   VGWNIVT YL SAAR     G      HD R       L   .A  TF           G         G  E    AM... HGEQET  R  D
Leucobacter_triazinivorans_WP_130111548.1:1-442             c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GITA   FE       RRLSTLDHLT   VGWNVVT YL SAARN    G      HD R      GTA  .H VPF           K         G  P     L... QADQLE  Q  D
Aspergillus_brasiliensis_CBS_101740_OJJ68286.1:12            c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTVT TYE   Y   RRLSTIDHLT   IGWNIVT YL SAARN    G      HD R       T   .Q  HL           K         G  D     L... HTQQPQ  D  A
Aspergillus_udagawae_170_GAO89440.1:15-472                  c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTVT TYE   Y   RRLSTVDHLS   LGWNVVT YL SAARN    G      HD R       T   .Q  HL           K         G  D     L... HAQQPQ  D  A
Aspergillus_flavus_RMZ37351.1:15-472                        c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTVT TYE   Y   RRLSTIDHLT   IGWNIVT YL SAARN    G      HD R       T   .Q  HL           K         G  D     L... HTQQPQ  D  A
Aspergillus_flavus_RAQ54081.1:15-472                        c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTVT TYE   Y   RRLSTIDHLT   IGWNIVT YL SAARN    G      HD R       T   .Q  HL           K         G  D     L... HTQQPQ  D  A
Penicillium_arizonense_XP_022490779.1:12-469                c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTVT TYE   Y   RRLSTVDHLT   LGWNVVT YL SAARN    G      HD R       T   .Q  HL           K         G  D     M... QAEQPH  D  A
Salinibacterium_sp._CGMCC                                   c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTA   YE   Y   RRMTTLDHLT   VGWNVVT YL SAARN    G      HD R      GTA  .H  PF           N         G  P     M... HDDQME  E  A
Aspergillus_fumigatus_OXN06785.1:14-471                     c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTVT TYE   Y   RRLSTVDHLS   LGWNIVT YL SAARN    G      HD R       T   .Q  HL           K         G  D     L... HAQQPQ  D  A
Aspergillus_lentulus_GAQ10210.1:7-464                       c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTVT TYE   Y   RRLSTVDHLS   LGWNVVT YL SAARN    G      HD R       T   .Q  HL           K         G  D     L... HAQQPQ  D  A
Aspergillus_flavus_RAQ66103.1:15-472                        c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTVT TYE   Y   RRLSTIDHLT   IGWNIVT YL SAARN    G      HD R       T   .Q  HL           K         G  D     L... HTQQPQ  D  A
Aspergillus_fumigatus_OXN22894.1:14-471                     c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTVT TYE   Y   RRLSTVDHLS   LGWNIVT YL SAARN    G      HD R       T   .Q  HL           K         G  D     L... HAQQPL  D  A
Aspergillus_nidulans                                        c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTVT TYE   Y   RRLSTVDHLT   IGWNIVT YL SAARN    G      HD R       T   .Q  HL           K         G  D     L... HAEQPQ  D  A
Penicillium_nalgiovense_OQE79848.1:14-471                   c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTVT SYE   Y   RRLSTVDHLT   LGWNVVT YL SAARN    G      HD R       T   .Q  HL           K         G  D     M... QAEQLH  D  L
Aspergillus_wentii                                          c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTAS TYE   Y   RRLSTVDHLS   L WNIVT YL SAARN    G      HD R       V   .K  AL           E   A     S  D     H... LKEQIP  E  A
Gordonia_iterans_WP_105943624.1:1-453                       c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GIT    FE   Y   RRLSTLDHLT   IGWNVVT YL SAARN    G      HD R     TGTG  .H  PF           R         G  P     L... DDGLLD  Q  D
Azotobacter_beijerinckii_WP_090735436.1:4-454               c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTAS SYE   Y   RRLSTLDHLS   VGWNIVT YL SAAR     G      HD R       L   .P  LL           R         G  E    AM... LEHQVE  R  D
Staphylococcus_sp._NAM3COL9_WP_057513692.1:4-453            c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y   TIS TY    Y   R LSTLDHLT   LGWNVVT YL S A N    G      KD R  AP   T  A.Q  SL  Q        N         S  E E I L... LKERLP  L  N
Acidovorax_sp._56_WP_099656603.1:11-450                     c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTVN T E   Y   RR  TLDHLT   IGWNVVT YL SAAR     G      HD R       P T .H  LL   FG      T         G  D    AI... LPQQIG  D  D
Paenibacillus_sp._BIHB4019_WP_099518466.1:1-456             c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y  MT S TYE   Y   RR STLDHIT   IGWNVVT    SAA      G      HD R  T  T T   .A  AN   F       K         TSSK   DLF... RSEFLP  E  D
Penicillium_antarcticum_OQD90033.1:5-465                    c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTAS TYD   Y   RR STVDHLS   VGWNIVT YL SAARN    G      HD R       T   .A  AL   F       K         S  D     F... LDTQVE  E  R
Aspergillus_oryzae_RIB40_190_XP_001823703.1:9-463            c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTAS TYE   Y   RRLSTVDHLS   L WNIVT YL SAARN    G      HD R       V   .K  AL           E   A     S  D     H... LREQIP  E  A
Fusarium_oxysporum_f._sp._pisi                              c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTV  TYE   Y   RRLSTVDHLT   LGWNIVT YL SAARN    G      HD R      AT   .Q  HL           G         G  D     L... HTEQPS  E  A
Colletotrichum_fructicola_Nara_gc5_ELA35345.1:18-            c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTAS TYE   Y   RRLSTVDHLS   L WNIVT YL SAARN    G      HD R       L   .K  SL           E   A     S  D     H... LQEQIP  E  A
Micrococcus_luteus_WP_041104460.1:19-468                    c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTA   YE   Y   RRL TLDHLT   VGWNVVT YL SAA N    G      HD R      GTA  .H  PF    A      G         G  P   Q M... QDDQME  E  E
Aspergillus_awamori_GCB21923.1:12-469                       c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTVT TYE   Y   RRLSTIDHLT   IGWNIVT YL SAARN    G      HD R       T   .Q  HL           K         G  D     L... HTQQPQ  D  A
Aspergillus_niger_CBS                                       c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTVT TYE   Y   RRLSTIDHLT   IGWNIVT YL SAARN    G      HD R       T   .Q  HL           K         G  D     L... HTQQPQ  D  A
Aspergillus_lacticoffeatus_CBS_101883_XP_02545389            c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTVT TYE   Y   RRLSTIDHLT   IGWNIVT YL SAARN    G      HD R       T   .Q  HL           K         G  D     L... HTQQPQ  D  A
Aspergillus_wentii_DTO_134E9_OJJ40237.1:14-471              c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTVT TYE   F   RRLSTIDHLT   VGWNVVT YL SAARN    G      HD R       T   .Q  HL           K         G  D     L... HAQQPQ  D  A
Aspergillus_indologenus_CBS_114.80_PYI31207.1:11-            c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTV  TYE   Y   RRLSTVDHLT   VGWNVVT YL SAARN    G      HD R      AT   .Q  HL           K         G  D     L... LTEQPQ  T  E
Aspergillus_fischeri_NRRL_181_XP_001264002.1:14-4            c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTVT TYE   Y   RRLSTVDHLS       VVT YL SAARN    G      HD R       T   .Q  HL           K  Y...   G  D     L... HAQQPQ  D  A
Penicillium_coprophilum_200_OQE46388.1:11-466               c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTAS TYE   Y   RRLSTVDHLS   L WNIVT YL SAARN    G      HD R       V   .K  AL           Q   A     S  D     H... LNEQIP  E  A
Cupriavidus_taiwanensis_WP_116379876.1:8-454                c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTVN SYE   Y   RR STLDHLT   VGWNIVT YL SAAR     G      HD R       L   .Q  LL   F       R         G  D    AM... LEGQLA  E  D
Penicillium_digitatum                                       c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTAS TYD   Y   RR STVDHLS   IGWNIVT YL SAARN    G      H  R       T   .S  AL   F       N         S  D     F... LDTQVE NE  R
Aspergillus_niger_GAQ46262.1:12-469                         c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTVT TYE   Y   RRLSTIDHLT   IGWNIVT YL SAARN    G      HD R       T   .Q  HL           K         G  D     L... HTQQPQ  D  A
Aspergillus_nomius_NRRL_13137_XP_015412385.1:15-4            c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTVT TYE   Y   RRLSTIDHLT   VGWNIVT YL SAARN    G      HD R       T   .Q  HL           K         G  D     L... HTQQPQ  D  A
Aspergillus_aculeatus_ATCC_16872_XP_020055010.1:1            c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTV  TYE   Y   RRLSTVDHLT   VGWNVVT YL SAARN    G      HD R      AT   .Q  HL           K         G  D     L... LTEQPQ  T  A
Penicillium_brasilianum_OOQ84969.1:19-474                   c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTAS TYE   Y   RRLSTVDHLS   V WNIVT YL SAARN    G      HD R       L   .K  AL           E   A     S  D     H... LKDQIP  E  A
Penicillium_subrubescens_OKP15100.1:19-474                  c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTAS TYE   Y   RRLTTVDHLS   V WNIVT YL SAARN    G      HD R       L   .K  AL           E   A     S  D     H... LKDQIP  E  A
Trichoderma_arundinaceum_RFU80530.1:19-474                  c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTAS TYE   Y   RRLSTVDHLS   V WNIVT YL SAARN    G      HD R       L   .K  AL           D   A     S  D     H... LKEQIP  E  A
Aspergillus_thermomutatus_210_XP_026614594.1:15-4            c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTVT TYE   Y   RRLSTVDHLS   LGWNVVT YL SAARN    G      HD R       T   .Q  HL           K         G  D     M... HAQQPQ  D  A
Serratia_liquefaciens_WP_044551273.1:4-449                  c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GITAN SYE   Y   RRLSTLDHLT   IGWNIVT YL SAAR     G      HD R       L   .A  PF           Q         G  D    AM... LNEQVH  R  D
Micrococcus_luteus_WP_065572847.1:19-468                    c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTA   YE   Y   RRL TLDHLT   VGWNVVT YL SAA N    G      HD R      GTA  .H  PF    A      G         G  P   Q M... QDDQME  E  E
Halolamina_rubra_WP_049979911.1:1-449                       c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y  IT S TY    Y   R  STLDHLT   V FNVVT YL SAA N    G      KE R  A  K T  N.H  QL  EF       D   A     S  E   D L... LDERME  T  E
Acinetobacter_pittii_WP_075382847.1:7-452                   c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTVN SYE   Y   RR  SLDHLT   IGWNIVT YL SA R     G      HD R       L   .H  QF   FA      Q         G  D  E LI... QKGLKD  A  E
Corynebacterium_variabile_WP_052302534.1:2-464              c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GLT    FE   F   RRISTLDHLT   LGWNVVT YL SAA N    G      HD R     TGTA  .H  PF           D         G  P   E TQSR QLDTFE  T  D
Aspergillus_luchuensis_GAT21254.1:12-471                    c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTVT TYE   Y   RRLSTIDHLT   IGWNIVT YL SAARN    G      HD R       T   .Q  HL           K         G  D     L... HTQQPQ  D  A



Aspergillus_luchuensis                                      c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTVT TYE   Y   RRLSTIDHLT   IGWNIVT YL SAARN    G      HD R       T   .Q  HL           K         G  D     L... HTQQPQ  D  A
Aspergillus_bombycis_XP_022386026.1:15-472                  c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTVT TYE   Y   RRLSTIDHLT   VGWNIVT YL SAARN    G      HD R       T   .Q  HL           K         G  D     L... HTQQPQ  D  E
Agrobacterium_vitis_WP_070163524.1:1-454                    c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GITAS SFE   Y   RRL TADH T   VGWNIVT YL S AKN    G      HD R       T   .H  TF    A    H K         S  E G   V... QSGLKR  N  E
Pseudomonas_psychrotolerans_220_WP_074584491.1:5-            c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GLTAN TYE   Y   RRLSTLDHLS   VGWNIVT YL SAAR     G      HD R       L   .P  PF           E         G  D    AM... LDRQIA  R  D
Micrococcus_yunnanensis_WP_135040276.1:19-468               c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTA   YE   Y   RRL TLDHLT   VGWNVVT YL SAA N    G      HD R      GTA  .H  PF    A      G         G  P   Q M... QDDQME  E  E
Acinetobacter_calcoaceticus_WP_004642549.1:7-452            c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTVN SYE   Y   RR  SLDHLT   IGWNIVT YL SA R     G      HD R       L   .H  QF   FA      Q         G  D  E LI... QKGLKD  A  E
Penicillium_brasilianum_CEO59775.1:15-472                   c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTVT TYE   Y   RRLSTVDHLT   LGWNVVT YL SAARN    G      HD R       T   .P  HL           K         G  D     L... KAEQPH  D  A
Aspergillus_cristatus_ODM22551.1:12-469                     c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTVT TYE   Y   RRLSTVDHLT   VGWNVVT YL SAARN    G      HD R       T   .P  HL           K         G  D     M... YAHQPN  D  A
Pseudomonas_taiwanensis_WP_027907363.1:1-446                c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVT S TYE   Y   RRMSTLDHLS   VGWNIVT YL SAARN    G      HD R     F L   .P  PF           N         G  D     L... LARQLG  Q  D
Acidovorax_avenae                                           c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTVN SYE   Y   RR STLDHLT   VGWNIVT YL SAAR     G      HD R       L   .Q  LL   F       R         G  D    AM... VAQQMP  E  D
Staphylococcus_pseudintermedius_WP_101431388.1:4-            c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y   TVS TY    Y   R LSTLDHLT   LGWNVVT YL S A N    G      K  R  AP   T  A.Q  KL  Q        N         S  E E V L... LKERLP AL  S
Rhodococcus_triatomae_WP_081607437.1:2-451                  c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y  IT S TYE   Y   RRMTTLDHLT   VGWNIVT    SAARN    G      HD R  A  G T   .Q  SF           G         SATA     L... LEQQVA  E  A
Alcaligenes_sp._RS4_230_WP_128393375.1:4-450                c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTAN   E   Y   RKVSSLDHLT   LGWNVVT YL S AR     G      HD R       IHT .T  SF           R         G  D G  AM... RDGLDE  K  D
Gibbsiella_quercinecans_WP_121552947.1:7-454                c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GLTAN SYE   Y   RR STLDHLS   VGWNIVT YL S AR     G      HD R       V   .S  LF   F       Q         G  D S  AM... QQQLVA  R  D
Acinetobacter_ursingii_WP_044435211.1:5-452                 c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GITVN SYE   Y   RR  SLDHLT   IGWNIVT YL SA R     G      HD R       L   .P  QF   FA      Q         G  D  E LI... HSGLKD  L  E
Erwinia_typographi_WP_034887712.1:4-447                     c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTAN SYE   Y   RRLSTLDHLT   IGWNIVT YL SAAR     G      HD R       L   .A  PF           G         G  D    AM... QRQLLA  R  D
Trichoderma_harzianum_KKP01913.1:14-470                     c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTI  TYE   Y   RRLSTVDHLS   VGWNIVT YL SAARN    G      HD R      AT   .Q  HL           G         G  D     L... LTEQPP  E  A
Fusarium_graminearum_235_CEF79766.1:12-466                  c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTVS TYE   F   RRLSTLDHLT   VGWNIVT YL SAARN    G      HD R       T   .Q  HL           K         S  D     L... REEQLS  E  A
Gordonia_alkanivorans_WP_006357654.1:10-461                 c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVT    FE   Y   RRMSTLDHLT   VGWNVVT YL S ARN    G      HD R     TATG  .H  PF           R         G  P G   M... DDDQLA  D  D
Acinetobacter_radioresistens_WP_111281495.1:5-455            c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GITVN SYE   Y   RR  SLDHLT   I WNIVT YL SA R     G      HD R       L   .T  QF   FA      H   A     G  D  E LI... QKGLKQ  L  A
Mesorhizobium_plurifarium_WP_073985566.1:5-458              c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y  ITVS TYE   Y   RKLTTLDHLT   IGWNIVT  L SAARN    G      HD R  A    T   .Q  AL           G         SA E     L... HNTQIP  E  A
Oceanobacillus_halophilus_WP_121203049.1:1-454              c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y   TIS TY    Y   R LSTLDHLT   I WNVVT YL S A N    G      KE R  AP   A  A.Q  SL  Q        E   A     S  E E I L... LSGRLP  L  D
Acinetobacter_tandoii_240_WP_100241535.1:7-457              c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTVN SYE   Y   RR  SLDHLT   IGWNIVT YL SA R     G      HD R       L   .N  QF   FA      Q         G  D  E LI... QQGLKE  L  A
Burkholderia_plantarii_WP_042624083.1:1-457                 c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GLT S  YE   Y   RR TTLDHLS   I WNIVT YL S ARS    G      HD R     T VA  .A  LL   F       G   A     S  Q G   L... DDALLA  A  E
Alcaligenes_faecalis_WP_094195208.1:6-457                   c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GLTAS       Y   R VSTLD LS   IGWNIVT YV S AR     G      HD R       VAAH.H  TF  D     Q  N         G  D G  GL... QDGLDA  S  D
Bradyrhizobium_arachidis_WP_092214516.1:1-453               c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTA  SYE   F   RR STLDHLS   I WNIVT Y  TA R     G      HD R      PV   .P  TL   F       K   A     G SN  S AV... RDSIMA  P  D
Cupriavidus_plantarum_WP_109583068.1:1-458                  c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTLS SYE   Y   RRLTTLDHLS   V WNIVT YL S ARS    G      HD R       V   .H  PL           K   A     S  D G   L... LDALVE  A  D
Variovorax_sp._770b2_245_WP_093443018.1:5-461               c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GITAT S E       RRMSTLDHLS   IGWNIVT FL S AR     G      HD R       I A .S HTF           E         G  D S  AL... QSAPLS  A  D
RZJ22128.1:4-447                                            c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y  ATAS TYE   Y   RK  SLDHIS   A WNVVT      ARN    G         R  I    T   .N  LL   FA      K   A     TASPDT   F... LEQHPDPKT  E
LadB_Geobacillus_thermoleovorans_BAM76371.1                 c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y    A            K L TI   T   A  NIVT      L             HD R  LFA RPGAT.S AIF  Q A  NCW N   LP    GGSPEE A.....AEGDFLD  T  E
LadAbeta_Geobacillus_thermoleovorans_BAM76372.1             c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y   TAS TY    F   RK SSLDHIS   A WNIVT Y    A N           H  R  AG   T  N.E  HI   F       R   A     S YEEE Y F...SQTAHLE RL  E
Af1_AFLA_024140_XP_002373925.1                              c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTVT TYE   Y   RRLSTIDHLT   IGWNIVT YL SAARN    G      HD R       T   .Q  HL           K         G  D     L... HTQQPQ  D  A
Af3_AFLA_58870_XP_002378631.1                               c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTAS TYD   Y   RR STVDHLT   VGWNIVT YL SAARN    G      HD R       T   .A  AL   F       N         S  D     F... LNTQVE  E  R
Af4_AFLA_049780_XP_002383105.1                              c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GITAS SFE   F   KR STLDHLT   IGWNIVT W   A K     G      HD R       T   .P  LL   F       N         S KKA F AI... LDTPIE  E  R
Af5_AFLA_126060_XP_002381799.1                              c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GITAS TYE   Y   RK STLDHLT   VGWNIVT FL SAAK     G      HD R       T   TS  AL   F       Q         S  D    AY... MDEQIP  E  A
Af2_QMW32876.1:9-463                                        c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GVTAS TYE   Y   RRLSTVDHLS   L WNIVT YL SAARN    G      HD R       V   .K  AL           E   A     S  D     H... LKEQIP  E  A
Yarrowia_lipolytica_CLIB122_YALI0C07546p_XP_50156            c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y GITVS SY    F   R  STLDHLT   IGWNIVT    SA RN    G      HD R       T  T.P  TL  QF       D         SNSD  S  F... LEHQVE  D  K
Rhizobium_sp._CF122_WP007794079.1                           c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y  ATAS SY    Y   RK  SLDHIS   AGWNLVT      AHN    G      H  R  V    T  N.E  HI   FA      G         SSSEHE   F... REEHYA AE  E
Acinetobacter_sp._NIPH_2100_LLM                             c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y  ATAS TYE   Y   RK  SLDHLS   AGWNVVT     AA N    G      H  R  I    T   .E  LL   FA      H         SASEA  A F... YEQQIP AE  E
Nostoc_sp._PCC_7107_WP_015115963.1                          c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y  ATAS TYE   Y   RK  SLDHLS   AGWNVVT    NAA N    G      H  R  I    T   .E  TL   FA      N         TGNE   A F... LEHHPE SQ  E
Aspergillus_flavus_NRRL3357_uncharacterized                 c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y  ATAS TYD   Y   RR  SLDHLS   A WNIVT      AKN    G      H  R  A    T   .E  HI   FA      S   A     TGNPES   F... LDAHVE AD  K
Paenibacillus_curdlanolyticus_WP006037998.1                 c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y   TVS TY    F   RK  SLDHLS   A WNVVT      ARN           HD R  AG   T  N.E  HV   FA      E   A     SGSDAE   F...NLEKHVQ  L  E
LadAbeta_Geobacillus_thermoleovorans_FMN-dependen            c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y   TAS TY    F   RK SSLDHIS   A WNIVT Y    A N           H  R  AG   T  N.E  HI   F       R   A     S YEEE Y F...SQTAHLE RL  E
SsuD_1M41                                                   c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y  V L  S         R A TLDRLS   A FNLVT    Q L      G      H  R  L A RP VT.S TVA  Q A      N   L     GSDP E A..... DGVFLD SE  E
Paenibacillus_curdlanolyticus_WP006037998.1                 c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y   TVS TY    F   RK  SLDHLS   A WNVVT      ARN           HD R  AG   T  N.E  HV   FA      E   A     SGSDAE   F...NLEKHVQ  L  E
Bacillus                                                    c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y  V V            R  STLDRIS   L  NVV       L      G      HD R  L A RPGIM.A SVA  MT       N   LV   AGGDPAE A..... DGLFLS  E  E
Pseudomonas                                                 c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y  V I            R A TLDRLS   L  NVVT       R     G      H  R  L A RPGIV.S TVS  M A      G   LI    GGDPDEN ..... DGIHLG AE  E
LadB_Geobacillus_thermoleovorans_FMN-dependent              c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y    A            K L TI   T   A  NIVT      L             HD R  LFA RPGAT.S AIF  Q A  NCW N   LP    GGSPEE A.....AEGDFLD  T  E
Pseudomonas_aeruginosa_PAO1_NP_251290.1                     c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y  L              R L TLD  S   L  NVVS      L             HD R  L AYRPGVIAA LA.  Q A   QF E   AL    GGNDED A.....RDGDYLD  R  A
Alkanesulfonate                                             c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y  I L  N         K L TLD LS   A    I                     KD R  V A RP TL.Y TVA  A A   Q  S   VVHF AGGSDAEQA.....REGDFLT  E  A
Alkanesulfonate                                             c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y  I L  N         K L TLD LS   V    I                     KE R  I A RP TL.Y TVA  A A   Q  S   VVHF AGGSDAEQA.....KEGDFLT  Q  A
Aspergillus_niger_ATCC13496_RDH19503.1                      c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y  I L  N         K L TLD LS   A   LI                     K  R  I A RP TL.Y TVA  A A   Q  R   VVH  AGGSDAEQA.....KEGDFLT SQ  G
Penicillium_digitatum_Pd1_XP014534980.1                     c   c           cc                               c ddddG KdG  KG  KdddddddddG KdddddddG KG KdddG    B      KG KG            P   A           GR                               Y  I L  N         K L TLD LS   V    I                     KD R  I A RP TL.Y TVA  A A   Q  R   VVHF AGGSDAEQA.....KEGDFLS  E  G
Acinetobacter_rudis_WP_016657872.1                          c   c           cc                               c IIIIH JIH  JH  JIIIIIIIIIH JIIIIIIIH JH JIIIH    C      JH JH            P   A           GR                               Y  V I            R A TLDRLS   L  NVVS        N    G      H  R  L A RPGII.S TVS  Q A      N   LI    GGDPDE.. Y... DGLFLD TE  E



160       170       180           190       200       210       X         X         X             X         X         X       
LADA_Geobacillus_thermodenitrificans_WP_011888513  DEEEEEF DEEEF DEEEEEEF DF       DF DF DEF A A A DF A A  DF  D ADEYLEV YKLWE SWED AVI D        IY DP KVH I H G YF V G  HL  PL       C     G    N   R IEN....N  T  S   E N S K  E P .P  CE 
Geobacillus_sp._LEMMY01_WP_079935807.1:1-440      KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLEV YKLWE SWED AVI D        IY DP KVH I H G YF V G  HL  PL       C     G    N   R IEN....N  T  R   E N S K  E P .P  CE 
Geobacillus_stearothermophilus_ABV66256.1:1-440   KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLEV YKLWE SWED AVI D        IY DP KVH I H G YF V G  HL  PL       C     G    N   R IEN....N  T  S   E N S K  E P .P  CE 
Geobacillus_sp._B4113_201601_WP_061912600.1:1-440  KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLEV YKLWE SWED AVI D        IY  P KVH I H G YF V G  HL  PM       C     G    N   R IDN....N  TV S   K N S K  E P .P  CE 
Geobacillus_sp._B4113_201601_5WP_061912600.1:1-44  KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLEV YKLWE SWED AVI D        IY  P KVH I H G YF V G  HL  PM       C     G    N   R IDN....N  TV S   K N S K  E P .P  CE 
Bacillus_thuringiensis_6WP_029441578.1:1-435      KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEFLEV YKLWE SWEDDAVI DR       IY DP KVH I H G YF V G  HL  PL       C     I        R  EN....K  T  N   Q N I K  N P .P  SE 
Lysinibacillus_sphaericus_WP_103976887.1:2-422    KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLDV YKLWE SWEDDAV  EK        Y DP KVH I H G YF V G  HL  PL       C     E       SI  NM.....Y A  T   K N K K  D I .P  CE 
Lysinibacillus_sphaericus_WP_069508309.1:2-422    KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYL V YKLWE SWEDDAV  EK        Y DP KVH I H G YF V G  HL  PL     N C     E       SI  NM.....Y A  T   K N K K  D I .P  CE 
Rummeliibacillus_sp._SL167_10_WP_146551437.1:2-42  KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEFLEV YKLWE SWD DAV  E         Y  P KVH I H G YF V G  HI  PL       C     L   N   SL NND.....C AS S   K N K K  N P .P  CE 
Paenibacillus_sp._DXL2_WP_110843609.1:1-459       KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLEV YKLWE SWEDDAVV D         Y DP KVH I H G YF V G  HL  PI       V     S        R VET....QT T  D   T D E R  R P .P  SE 
Paenibacillus_naphthalenovorans_WP_074730028.1:1-  KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEYMDV YKLWE SWEDDAVI D        IY DP KVH I H G YF V G  HL  PI       S     G        R VQK....Q  T  D   F H E K  K P .P  SQ 
Cohnella_sp._HS21_WP_130606586.1:1-453            KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLDV YKLWE SWEDDAVI D        IY DP KVH I H G YY I G  HL  PV       V     A        R AAR....G  T  S   E N Q K  N P .P  SE 
Streptosporangium_subroseum_15_WP_089205784.1:1-4  KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEYLEV YKLWE SWEDDAVV DR       VY DP KVH I H G  F V G  HL  PI       L     G        R  ER....H  A  T   P D V KH R A .P  SE 
Arthrobacter_sp._Hz2_WP_120147654.1:1-455         KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLDV YKLWE SWDDDAVI DR       IY DP KVR I H G  F V G  HL  PI       L     G        E  ER....R  T  S   Y N R PH S A .P  SA 
Nonomuraea_solani_WP_103963668.1:1-453            KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEYLEV YKLWE SWED AVL DR       VY DP KVH I H G  F V G  HL  PI       L     G    G   R  DR....H  T  A   P D V KH R A .P  SE 
Arthrobacter_ruber_WP_105030338.1:1-455           KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLEV YKLWE SWDDDAVI DR       IY DP KVR I H G  F V G  HL  PI       L     G        E  DR....R  T  S   S D R RH S A .P  SS 
Bacillus_aciditolerans_20_WP_121446947.1:1-456    KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEFLEV YKLWE SWED AVI D        V  DP KVH I H G YF V G  HL  PL       S     G    N   A ASK....E LI  L   E N K D  S E .P  SE 
WP_137163763.1:1-458                              KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEYL V YKLWE SWDDDAVL ER        Y EP RVH I H G  F V G  HL  PL     Q L     K        L  DS....GR I  A   P N V EH Q P .M  CQ 
Aeribacillus_pallidus_WP_130157503.1:4-457        KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEYLEV YKLWE SWEDDAVI DR       IF DP KVH I H G YF V G  HL  PI       C     G        K  DR....K  T  A   E N H K  N P .I  CE 
Bacillus_megaterium_24WP_098602848.1:4-460        KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLEV YKLWE SWED AVL DK       VF DP KVH I H G YF V G  HL  PI       C     G    G   K  EK....R  T  T   E N F K  K P .I  CE 
Streptomyces_sp._150FB_WP_078877664.1:5-455       KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLEV YKLWE SWDDDAVI D        VY DP KVR I H G YY V G  HL  PI       L     G        Q VDN....R  T  A   Y D A R  K A .P  SQ 
Arthrobacter_sp._DWC3_WP_104051071.1:1-454        KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLDV YKLWE SWDDDAVV DR       VY DP KVR I H G  F V G  HL  PI       L     G        E  EK....R  T  S   Y N R PH S A .P  SA 
Cohnella_thermotolerans_WP_027093898.1:1-456      KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEFMEV YKLWE SWE DAIV D        MF DP KVH I H G FF V G  HL  PL       A     A   K    N VSR....N  A  S   E N E K  K P .P  SE 
Paenibacillus_bovis_28WP_144921429.1:1-452        KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K A EYLEV YKLWE SWEDDAV  DK       IY DP KVH I H G YY V G  HL  PI A     C     S       KV  EN....R  T  D   D N E K  K P .A  CE 
Bacillus_aciditolerans_WP_121447760.1:1-452       KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLEV YKLWE SWEDDAVL DK       IF DP KVH I H G YY V G  HL  PI       C     G        L  QN....R  A  S   D N E K  K P .A  CE 
Leifsonia_sp._ALI-44-B_30_WP_077053645.1:1-455    KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLDV YKLWE SWDDDAVV DR       IY DP KVR I H G  F V G  HL  PI       L     G        Q  EN....R  T  S   Y D V EH R K .P  SE 
Parageobacillus_thermoglucosidasius_WP_064552269.  KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEFLEV YKLWE SWEDDA M DK       I   P KVH I H G FF V G  HL  PI       A     G      F E  QN....G LIN D   E N V K  S E .P  CE 
Geobacillus_sp._Y4.1MC1_WP_013399886.1:1-459      KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEFLEV YKLWE SWEDDA I DK       I  DP KVH I H G FF V G  HL  PI       T     G      F E  QN....G LI  D   E H A K  A E .P  CE 
Bacillus_methanolicus_35WP_004434428.1:1-462      KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLEV YKLWE SWED AVI D        I  DP KVH I H G FF V G  HL  PI       C     L    G   E VKN....G LV  S   E N S E  H E .P  SE 
Terribacillus_halophilus_WP_077309754.1:1-448     KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEYVEV YKLWE SWEDDAVV D        VY DP KVH I H G YY V G  HL  PI       C     G        R TER....K  T  E   D H N K  Q P .A  SE 
Paraburkholderia_kururiensis_WP_017777532.1:1-453  KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLEV YKLWE SWDDDAVV D        VF EP KVH I H G FF V G  HL  PL       C     S        R AAR....H  T  S   P A R R  D P .I  CE 
Gracilibacillus_massiliensis_WP_058308419.1:1-456  KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLDV YKLWE SWED AVV D           DP KVH I H G YF V G  HL  PI       S     Q    N   E VEN....ETLV  E   E N K H  K E .P  SE 
Streptomyces_yanglinensis_WP_103888551.1:5-452    KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYMEV YKLWE SWEDDAVI D        VY DP KVH I H G YY V G  HL  PI       L     G        Q VDN....R  T  S   Y D A R  K A .P  SQ 
Trinickia_sp._7GSK02_40_WP_136896361.1:1-452      KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLEV YKLWE SWEDDAVV D        VF EP KVH I H G YF V G  HL  PL       C     A        R AAR....Q  T  S   P G Q R  D P .I  CE 
Cryobacterium_sp._NEAU-85_WP_123045138.1:1-448    KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEFLEV YKLWE SWE DAVV DR       LY EP KVH V H G FF V G  HL  PL       S     S   P    R  GR....K  S  S   E N E R  T D .P  SE 
Alicyclobacillus_acidoterrestris_WP_021298468.1:4  KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEFLEV YKLWE SWEDDAVI DK       MY  P KVH I H G Y  V G  HL  PR       C     S        R  AS....G  TN R   D E R K SS P .I  CE 
Oceanobacillus_senegalensis_WP_085994229.1:1-452  KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEYMEV YKLWE SWE DAVV D        LY DP KVH I H G YY V G  HL  PM       C     G   N    R EER....K  T  A   D G H K  H P .A  SE 
Bacillus_sinesaloumensis_WP_077620983.1:1-449     KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEFLDV YKLWE SWEDDAVV D           DP KVH I H G YF V G  HL  PI       S     Q        E VKN....KTLV  D   E N E L  K E .P  SE 
Halopenitus_persicus_WP_021074147.1:6-457         KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEYIEV YKLWE SWE DAVV D         F DP KV  I H G YF V G  HL  PL       C     Q   S    K PET....ET T  E  NE N D E  T P .P  TE 
Microbacteriaceae_bacterium                       KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEFLEV YKLWE SWE DAV            Y DP KVH I H G FF V G  HL  PV       S     T   P   ERNAET....GR T  S   E G E R  R N .P  SE 
Lysinibacillus_sinduriensis_WP_036201100.1:1-458  KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEFLEV YKLWE SWE  A I D        I  DP KVH I H G FF V G  HL  PI       S     S   NN F G TEI....G LF  K   E N N T  S K .P  TY 
Bacillus_endophyticus_WP_113749053.1:5-457        KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYVEV YKLWE SWEE AVI DK       VF  P KVH I H G YF V G  HL  PI       C     G    N   K  EK....K  TN D   A N H K  N P .I  CE 
Pseudomonas_monteilii_WP_119371117.1:1-455        KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLEV YKLFE SWED AVV DR       LF DP KVH I H G  F V G  HL  PY       L     G    G   R  ET....G  T  R   E R H KH Q P .I  CE 
Bacillus_endophyticus_50_WP_061801645.1:5-457     KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYVEV YKLWE SWEE AVI DK       VF  P KVH I H G YF V G  HL  PI       C     G    N   K  EK....K  SN D   A N H K  N P .I  CE 
Planococcus_maitriensis_WP_112233285.1:1-457      KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K A EYLDV YKLWE SWED AVV DK       VY DP KVH I H G YF V G  HL  PF A     C     G    G   R  QS....K  T  S   D R E T  K P .A  SE 
Oceanobacillus_profundus_WP_118889880.1:1-447     KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEYLEV YKLWE SWEDDAV  DK       VF DP KVH I H G YY V G  HL  PI       C     E       KL  EN....R  T  S   D N Q K  R P .A  CE 
Burkholderia_pseudomallei_WP_141404579.1:1-452    KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLEV YKLWE SWED AVV D        VF EP KVH I H G YY V G  HL  PI       C     G    G   R AAR....R  A  S   P D R R  D P .I  CE 
Terribacillus_saccharophilus_WP_095261886.1:1-455  KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEFLEV YKLWE SWEEDAVV D        V   P KVH I H G YF V G  HL  PI       S     S        E LQN....Q LVK E   E N E Q  Q E .P  SE 
Sediminibacillus_albus_WP_093212831.1:4-453       KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K A EYLDV FKLWE SWEEDAVL DK       IY DP KVH I H G YF V G  HL  PI A     C     E        L  ER....G  S  A   D N A K  K P .A  SE 
Sciscionella_marina_WP_020496929.1:1-448          KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEFLEV YKLWE SWEEDAVL DR        Y DP KVH I H G YF V G  HL  PL       S     G        H  AE....RR S  A   E S R R  T D .P  SE 
Mycetocola_saprophilus_WP_043321267.1:1-452       KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEFLDV YKLWE SWD DAVI DR       IY  P  VH I H G YF V G  HL  PV       S     G   R    R  ER....A  TN RG  E G V K  T D .P  SE 
Lysinibacillus_macroides_WP_053993569.1:4-460     KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLEV YKLWE SWEE AVI DK       IF DP KIH I H G YF V G  HL  PI       C     G    Q   R  ET....G  T  T   E Q K K  D P .I  CE 
Pseudomonas_putida_WP_086978777.1:1-458           KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLEV YKLFE SWED AVV DR       LF DP KVH I H G  F V G  HL  PY       L     G    G   R  ET....G  T  R   E R Q KH Q P .I  CE 
Sediminibacillus_halophilus_60_WP_074598704.1:4-4  KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K A EYVDV YKLWE SWEDDAV  DK       IY DP KVH I H G YF V G  HL  PI A     C     G       RL  EN....G  T  E   D Q E K  K P .A  SE 
Rhizobium_oryzae_WP_085420425.1:1-450             KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYMEV YRLWE SWEDDA V ER       IY DP KVH I H G  Y I    HL  PL       M     G      T F  EK....R  A  S   K R H RQ R DT.V  CE 
Pseudomonas_extremorientalis_WP_071491956.1:1-455  KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEYLEV YKLWE SWEE AVL DR       IF DP KIH I H G  F V G  HL  PY       C     G    G   R  ER....R  S  S   E R V KH Q P .I  CE 
Pseudomonas_fluorescens_WP_016977452.1:1-454      KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEYLEV YKLWE SWEE AVL DR       IF DP KIH I H G  F V G  HL  PY       C     G    G   R  ER....R  S  S   E R V KH Q P .I  CE 
Neorhizobium_sp._T25_27_WP_105419890.1:1-450      KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYMEI YRLWE SWEDDAIV D        VY DP KVH V H G  Y I    HL  PL       M     G        F QAN....H  A  A   K H R KQ G EA.I  CE 
Pseudomonas_extremaustralis_WP_078833627.1:1-457  KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEYLEV YKLWE SWED AVL DR       IF DP KIH I H G  F V G  HL  PY       C     G    G   R  ER....R  S  S   E H V KH Q P .I  CE 
Fictibacillus_aquaticus_WP_094253544.1:1-455      KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEFLEV YKLWE SWED AII D        I  D  KVH I H G FF V G  HL  PI       S     E    G   E VEN....G LV SS   E N T E  S E .P  SE 
Pseudomonas_extremaustralis_KAA8559760.1:1-456    KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEYLEV YKLWE SWEE AVL DR       IF DP KIH I H G  F V G  HL  PY       C     G    G   R  ER....R  S  S   E R V QH Q P .I  CE 
Mycobacterium_sp._ACS1612_WP_067812332.1:1-454    KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEY EV YKLWE SWEDDAV  D         Y DP KVH I H    F V G  HL  PI    T  L     G       GV PTR....AE A  T   P E ESKH R P .I  CE 
Bacillus_megaterium_WP_116075167.1:1-455          KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEFLEV YKLWE SWEE AVV DK       IF  P RVH I H G WF V G  HL  PI       C     G    G   K  EK....G  TL D   P N K K  S P .V  SE 
Pseudomonas_frederiksbergensis_70_WP_123409596.1:  KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEYLEV YKLWE SWEE AIL DR       IF DP KIH I H G  F V G  HL  PF       C     G    G   R  ER....R  S  S   E R V KH Q P .I  CE 
Pseudomonas_citronellolis_SFC61163.1:1-452        KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLDV YKLWE SWDDDAVI DR       IY DP KVR I H G  F V G  HL  PI       L     G        A  QL....R  T  D   Y D V EH R A .P  CQ 
Herbaspirillum_chlorophenolicum_WP_050468599.1:4-  KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEFMEV YKLWE SWED AVV DR       IY DP KVH I H G YY V G  HL  PR       V     G    G   R  AN....R  A  S   K R S D  R E .I  SE 
Arthrobacter_crystallopoietes_WP_074700854.1:1-45  KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEYLDV YKLWE SWDD AVV DR       VY E   VH I H G FF V G  HL  PI       S     G    G   R  ER....R  T TDG  E G A R  T D .P  SE 
Terribacillus_goriensis_WP_038558686.1:1-438      KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEFLEV YKL E SWEEDAVI D        V  DP KVH I H G YF V G  HV  PI       S   L D        S TET....G LV  E   R K K T  S E .P  SE 
Bacillus_megaterium_WP_025749753.1:1-455          KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEFLEV YKLWE SWEE AVV DK       IF  P RVH I H G WF V G  HL  PI       C     G    G   K  EK....G  TL D   P N K K  S P .V  SE 
Neorhizobium_sp._T7_12_WP_105403044.1:1-451       KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYMEI YRLWE SWEDDAIV D        VY DP KVH V H G  Y I    HL  PL       M     G        F QAN....H  A  A   K H R KQ G EA.I  CE 
Rummeliibacillus_sp._SL167_WP_146553619.1:4-459   KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLEV YKLWE SWED AVV D        VF EP KVH I H G YF V G  HL  PI       C     N    G   K ANK....G  T  A   D A H K  D P .I  CE 
Burkholderia_sp._PAMC                             KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLDV YKLWE SWE DAVV DR       VF DP KVH V H G YY V G  HL  PR       L     G   N    R  ET....R  A  A   K D H R  D E .Y  CE 
Pseudomonas_koreensis_WP_064585463.1:4-449        KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLEV YKLWE SWE  AVL DR       IY  P KVH V H G FY V G  HL  PQ       L     G   NG   N  EQ....R  AQ E   K E K E  Q E .Y  CE 
Pseudomonas_fluorescens_80_WP_064116961.1:6-451   KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLEV YKLWE SWE  AVL DR       IY  P KVH V H G FY V G  HL  PQ       L     G   NG   N  EQ....R  AN E   K E K E  Q E .Y  CE 
Pseudomonas_rhodesiae_WP_040265276.1:4-450        KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYL V YKLWE SWEDDAVL D        VY  P KVH V H G FY V G  HL  PQ     Q L     G        N PQQ....R  AQ G   K E R E  Q E .Y  CE 
Collimonas_sp._OK412_WP_092393355.1:4-454         KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEFM V YKLWE SWED AVL DR       VY DP KVH I H G  Y V G  HL  PR     Q L     G    G   R  QR....R  A  A   R A R QH Q D .Y  SE 
Pseudomonas_marginalis_WP_058415544.1:1-456       KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEYL V YKLWE SWEE AVL DR       IF DP KIH I H G  F V G  HL  PY     Q C     G    G   R  ER....R  S  S   E R V KH Q P .I  CE 
Pseudomonas_antarctica_WP_064452947.1:1-458       KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEYLEV YKLWE SWEE AVL DR       IF DP KIH I H G  F V G  HL  PY       C     G    G   R  ER....R  S  S   E R V KH Q P .I  CE 
Pseudomonas_protegens_WP_041115159.1:9-454        KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLEV YKLWE SWEDDAVL DR       IY  P KVH V H G FY V G  HL  PQ       L     G        N  EQ....R  AQ G   K E Q E  Q S .Y  CE 
Pseudomonas_synxantha_WP_057024776.1:4-449        KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLEV YKLWE SWEDDAVL D        VY  P KVH V H G FY V G  HL  PQ       L     G        N PQA....R  AQ G   K E H E  Q E .Y  CE 
Rhizobium_leguminosarum_WP_128409501.1:2-451      KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEYLEI YKLWE SWDDDAVV DK        Y DP KVR V H G YY M G  HL  PA       L     G        R  AG....GT A  S   T R D K  R E .I  SE 
Pseudomonas_chlororaphis_WP_038359779.1:6-451     KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLEV YKLWE SWE  AVL DR       IY  P KVH V H G FY V G  HL  PQ       L     G   NG   N  EQ....R  AQ E   K E K E  Q E .Y  CE 
Pseudomonas_syringae_90_WP_024642725.1:1-456      KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEYLEV YKLWE SWED AIL DR       VF DP KIH I H G  F V G  HL  PY       C     G    G   R  ER....R  S  S   E R V KH Q P .I  CE 
Collimonas_fungivorans_WP_061540754.1:4-453       KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEFM V YKLWE SWED AVL DR       VY DP KVH I H G YY V G  HL  PR     Q L     G    G   R  QR....R  A  A   R S R E  Q D .Y  SE 
Rhizobium_leguminosarum_WP_116409027.1:2-451      KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEDYLEI YKLWE SWDDDAVL DK       IY DP KVR V H G YY M G  HL  PA       L     G        R  AG....G  A  S   A H D K  R E .I  CE 
Microvirga_ossetica_WP_099511173.1:1-454          KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADDYLDV YKLWE SWDDDAVI D        IY  P KVR I H G YY I    HL  PI       L     G        A GAK....G  AR D   A K D P  Q DA.I  SE 
Pseudomonas_caspiana_WP_087268376.1:4-451         KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYL V YKLWE SWEDDAVI DR       VY  P KVH V H G FY V G  HL  PQ     Q L     G        N  EQ....R  AQ D   K S T E  Q E .Y  CE 
Pseudomonas_lundensis_WP_048375063.1:4-451        KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLEV YKLWE SWED AMI D        IY  P KVH V H G FY V G  HL  PQ       L     G    G   N PAQ....R  AR E   K K Q E  Q E .Y  CE 
Caballeronia_mineralivorans_WP_047894899.1:4-456  KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLDV YKLWE SWEDDAVV DR       VF DP KIH V H G YY V G  HL  PR       T     G        R  AA....R  A  Q   K N H R  N E .Y  SE 
Pseudomonas_paralactis_WP_057702387.1:4-450       KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYL V YKLWE SWEDDAVL D        VY  P KVH V H G FY V G  HL  PQ     Q L     G        N PQT....R  AQ G   K E H E  Q E .Y  CE 
Pseudomonas_taetrolens_WP_048381143.1:4-453       KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLEV YKLWE SWE DAVI D        IY  P KVH V H G FY V G  HL  PQ       L     G   N    N PAQ....R  AR E   K K A E  Q E .Y  CE 
Pseudomonas_psychrophila_WP_123750761.1:4-450     KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLEV YKLWE SWE DAVL D        IY  P KVH V H G FY V G  HL  PQ       L     G   N    N PAQ....R  AQ D   K K A E  Q E .Y  CE 
Collimonas_arenae_100_WP_061532973.1:4-454        KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEFM V YKLWE SWED AVL DR       VF DP KVH V H G YY V G  HL  PR     Q L     G    G   R  QR....R  A  A   P K D R  Q D .Y  SE 
Pseudomonas_viridiflava_WP_122210720.1:4-451      KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYL V YKLWE SWEDDAVI DR       VY  P KVH I H G FY V G  HL  PQ     Q L     G        N  ER....R  AQ G   K Q E E  Q E .Y  CE 
Kocuria_varians_WP_068470402.1:1-454              KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEFLDV YKLWE SWEDDAVV DR       VY DP KVH V H G  F V G   L  PI       C     G        K  ES....G  A  T   P R A EH T P .AG TE 
Pseudomonas_wadenswilerensis_WP_115084816.1:4-455  KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYL V YKLWE SWED AVV DR       VY  P KVH V H G FY V G  HL  PQ     Q L     G    G   N  QQ....R  AR D   K N Q E  R E .Y  CE 
Pseudomonas_syringae_WP_011266344.1:4-452         KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLEV YKLWE SWEDDAVI DR       VY  P KVH V H G FY V G  HL  PQ       L     G        N  EQ....R  AQ G   K R Q E  Q E .Y  CE 
Pseudomonas_sp._286_105WP_122415793.1:4-453       KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLEV YKLWE SWEDDAVI DR       VY  P KVH I H G FY V G  HL  PQ       L     G        N  ER....R  AQ G   K R A E  Q E .Y  CE 
Geobacillus_vulcani_WP_031406843.1:1-461          KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADE LEV YKLWE SWEE A L DR       V  DP KIH I H G FF V G  HL  PI   C   T     G    G F E  ET....G LI  A   P N H A  S E .P  CE 
Geobacillus_icigianus_WP_033018365.1:1-461        KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADE LEV YKLWE SWEE A L DR       V  DP KIH I H G FF V G  HL  PI   C   T     G    G F E  ET....G LI  G   P N H A  S E .P  CE 
Pseudomonas_floridensis_WP_083182568.1:4-453      KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLEV YKLWE SWEDDAVL DR       VY  P KVH I H G FY V G  HL  PQ       L     G        N  EQ....R  AQ G   K R E E  Q A .Y  CE 
Pseudomonas_asturiensis_WP_073167523.1:4-451      KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLEV YKLWE SWED AVI DR       VY  P KVH V H G FY V G  HL  PQ       L     G    G   N  EQ....R  AQ G   K R A E  Q E .Y  CE 
Geobacillus_vulcani_110_WP_031406843.1:1-461      KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADE LEV YKLWE SWEE A L DR       V  DP KIH I H G FF V G  HL  PI   C   T     G    G F E  ET....G LI  A   P N H A  S E .P  CE 



Pseudomonas_syringae_WP_024682626.1:4-452         KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLEV YKLWE SWEDDAVI DR       VY  P KVH V H G FY V G  HL  PQ       L     G        N  EQ....R  AQ G   K R Q E  Q E .Y  CE 
LadAalpha_Geobacillus_thermoleovorans_BAM76377.1  KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADE LEV YKLWE SWEE A L DR       V  DP KIH I H G FF V G  HL  PI   C   T     G    G F E  ET....G LI  A   P N H A  S E .P  CE 
Tsukamurella_pseudospumae_WP_068746786.1:1-457    KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLEV YKLWE SWEDDAVI DR       VF DP KVH I H G YF V G  HV  PH       L     G        R  ES....G  T  S   P G H K  D P .I  GE 
Kocuria_sp._Marseille-P3598_WP_085529073.1:5-456  KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEFLDV YKLWE SWEDDAVV DR       VY DP KVH I H G YF V G   L  PI       C     G        A  EA....G  A  A   P Q R E  S P .AS TA 
Microvirga_aerophila_WP_114188789.1:1-456         KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEFMEV YKLWE SWE DAVV DR       LY  P KVH I H G  Y V    HL  PV       V     G   G    R  ER....R  AR D   R Q S RH N DA.I  SE 
Burkholderia_ubonensis_WP_071760483.1:5-455       KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADDYMDV YKLWE SWDDDAVI D        VF  P KVR V H G FY I    HL  PR       V     Q        R AHA....R  AQ G   R K D P  S DA.I  CE 
Achromobacter_marplatensis_WP_006226823.1:4-450   KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEFLEV YKLWE SWD DAV  DK       VY DP  VR V H G YY V G  HL  PR       A     E   R   KA  RA....R  A  AA  R D E K  K Q .F  SE 
Acinetobacter_baumannii_WP_070165746.1:1-443      KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLEV YKLWE SWEE  VL DR       IF D  KVH I H G YF V G  HI  PI       L     G    GS  R  EN....G  A HK   P Q E K  T P .I  CE 
Labedella_phragmitis_WP_128496094.1:1-453         KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLEV YKLWE SWEDDAVV DR       IF DP KVH I H G  F V G  HL  PV       L     G        R  ES....G  T  D   E G R TH T P .I  SE 
Nocardia_cyriacigeorgica_120_WP_130918184.1:1-453  KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLEV YKLWE SWEDDAVV DR       IY DP KVH I H G  F V G  HL  PQ       L     G        R  ER....G  V  A   H G Q KH T P .V  SE 
Nocardia_cyriacigeorgica_WP_130918184.1:1-453     KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLEV YKLWE SWEDDAVV DR       IY DP KVH I H G  F V G  HL  PQ       L     G        R  ER....G  V  A   H G Q KH T P .V  SE 
Mycobacterium_sp._1164985.4_WP_067298521.1:1-453  KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLEV YKLWE SWEDDAVV D        VF EP KVH I H G  F V G  HL  PH       L     G        R AAR....G  T  D   H G Q TH S P .V  SE 
Rhodococcus_sp._1R11_WP_135042739.1:1-449         KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLEV YKLWE SWDDDAMV DR       VF DP KVH I H G  F V G  HL  PH       L     A        R  ET....G  T  T   R G R KH T P .I  AE 
Erwinia_amylovora_WP_004157587.1:5-459            KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYL V YKL E SWEE AVL DR       LF DP KIH I H G FF V G  HL  PY     Q V   L G    G   R  QR....R  S  S   P N Q T  Q P .I  CE 
Ralstonia_mannitolilytica_WP_102079134.1:4-451    KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLEV YKLWE SWEDDAV  DK       VF DP RVR V H G YY V G  HL  PR       L     G       RR  AA....R  A  A   K Q S R  K D .Y  AE 
Leifsonia_flava_WP_135120808.1:15-465             KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLEV YKLWE SWEDDAVV DR       VF DP KVH I H G  F V G  HI  PH       L     G        R  ET....G  T  S   E G R KH T P .I  SE 
Cryobacterium_roopkundense_WP_084141147.1:1-453   KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLEV YKLWE SWEDDAVV DR       IF DP KVH I H G  F V G  HL  PV       L     G        R  EA....G  T  S   E G H KH T P .I  AE 
Cupriavidus_pauculus_WP_101681197.1:1-455         KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYM L YKLWE SWDDDAVV DR       VY  P KVR I H G  Y V    HL  PL     A V     G        A  AT....G  AN E   V H H PQ K DA.M  CA 
Rhizobium_sp._BK333_130_WP_133704837.1:2-454      KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEYLEV YKLWE SWDDDAV  DK       LF DP KVR V H G  Y M G  HL  PA       V     G       RR  MG....G  A  S   A R E SH R D .I  SE 
Caballeronia_mineralivorans_WP_047846789.1:1-454  KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K A EYIEV YKLFE SWEEDAVV DR       VF  P KVH I H G YF V G  HL  PV A     L     G        R  HN....R  TH E   E G H K  D P .Y  CE 
Nocardia_altamirensis_WP_069163049.1:1-454        KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLEV YKLWE SWEDDAVV D        IY DP KVH I H G  F V G  HL  PQ       L     G        R AAQ....G  V  A   H G R KH T P .I  SE 
Cupriavidus_sp._P-10_WP_116322758.1:1-452         KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEYMEL YKLWE SWED AV  DR       IY DP KVH V H G YF L G  HL  PI       M     G    G  CR  AR....G  A  S   A N D E  R N .I  SE 
Serratia_sp._S1B_WP_116726564.1:1-452             KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLEV YKLWE SWE DAVL DK       IF D  KVH I H G YF V G  HI  PI       L     G   Q    R  QR....G  A HR   P Q Q K  I P .I  CE 
Pseudomonas_putida_WP_043864435.1:1-452           KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEYL V YKLWE SWEDDAV  DR       VY DP KVH I H G FF V G  HL  PL     Q C     A       RA  AS....G  A  A   G G Q E  Q P .F  CE 
Pseudomonas_aeruginosa_WP_023084248.1:4-453       KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLEV YKLWE SWEDDAVL  R       VY  P KIH V H G FY V G  HL  PR       L     G        AN QR....R  AQ E   K R H D  Q E .Y  AE 
Pseudomonas_mucidolens_WP_084381795.1:9-455       KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYL V YKLWE SWEDDAVL D        VY  P KVH I H G FY V G  HL  PQ     Q L     G        N PQA....R  AQ N   K E Q E  Q E .Y  CE 
Pseudomonas_poae_WP_060549803.1:4-450             KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYL V YKLWE SWEDDAVL D        IY  P KVH V H G FY V G  HL  PQ     Q L     G        N PAQ....R  AQ G   K E H E  Q E .Y  CE 
Pseudomonas_chlororaphis_WP_123573412.1:9-454     KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYL V YKLWE SWE DAVI DR       IY  P KVH V H G FY V G  HL  PQ     Q L     G   N    N  EQ....R  AR E   K E K E  Q E .Y  CE 
Janthinobacterium_lividum_140_WP_072454679.1:1-44  KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLDV YKLWE SWDDDAVV DK       IY DP RVH I H G  Y V G  HL  PL       V     K        N  AR....G  A  A   P N A RH Q P .I  CE 
Haladaptatus_cibarius_WP_049970513.1:4-446        KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEFM V YRLWE SWEDDAVI D         Y DP KVH I   G  F V G  H   PR     R C     D        R VGA....GK T  E   A DYE EH S P .P SCE 
Arthrobacter_luteolus_WP_066298473.1:1-443        KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEFMEV YKLWE SWEE AVL DR       IY DP KVH I H G YY V G  HL  PL       T     G    G   K  ER....G  T  A   P N S A  Q P .I  AE 
Geobacillus_sp._ZGt-1_WP_047758532.1:1-436        KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADE LEV YKLWE SWEE A L DR       V  DP KIH I H G FF V G  HL  PI   C   T     G    G F E  ET....G LI  A   P N H A  S E .P  CE 
Lysinibacillus_composti_WP_124766485.1:4-458      KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEYL V YKLWE SWEDDAV  DK       IY DP KVH I H G YY V G  HL  PI     Q C     A       KV  LN....R  A  E   D R E K  K P .A  SE 
Microcella_putealis_WP_130486201.1:20-474         KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLEV YKLWE SWEDDAVV DR       VY DP KVH I H G  F V G  HI  PH       L     G        R  ER....G  T  E   E G H TH T P .I  SE 
Pseudomonas_nitroreducens_WP_037016976.1:1-453    KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K A EYLEV YKLWE SWDDDAVV DR       VY DP KVH I H G  F V G  HL  PL A     C     A        A  KS....G  A  R   P E K EH E P .F  SQ 
Acinetobacter_wuhouensis_WP_130168784.1:1-453     KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLEV YKLWE SWE  AVL DK       IF D  KVH I H G YF V G  HI  PI       L     G   NN   R  QA....G  A HS   P E E K  K P .I  CE 
Bradyrhizobium_sp._YR681_WP_008144663.1:1-454     KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYMEV YKLWE SWEDDAVL DR       IF DP KVH I H    Y I    HL  PI       V     G        R  KR....G  T  S   R N ESAN R NNTI  SE 
Schumannella_sp._10F1D-1_WP_141164655.1:10-460    KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLEV YKLWE SW DDAVV DR       IF DP KVH I H G  F V G  HI  PH       L     G  Q     K  ER....G  T  A   E G Q KH T P .I  SE 
Pseudomonas_coronafaciens_150_WP_122355187.1:4-45  KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLEV YKLWE SWEDDAVI D        VY  P KVH V H G FY V G  HL  PQ       L     G        N TQQ....R  AQ G   K R Q E  Q E .Y  CE 
Pseudomonas_syringae_WP_003430238.1:4-452         KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLEV YKLWE SWEDDAVI DR       VY  P KVH V H G FY V G  HL  PQ       L     G        N  EQ....R  AQ G   K R Q E  Q E .Y  CE 
unclassified_Rhodococcus_WP_094682261.1:1-449     KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLEV YKLWE SWDDDAVV DR       VF DP KVH I H G  F V G  HL  PH       L     A        R  ET....G  T  T   R E R KH T P .I  AE 
Hafnia_alvei_WP_046449330.1:6-449                 KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLDV Y LWE SW EDALL DR       IY D  KIH I H G FF V G  HL  PM       L Q   G  Q     A  QN....R  A ST   S Q H E  D E .Y  TS 
AS9A_3890_Hoyosella_subflava_WP_013808677.1:1-453  KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLEV YKLWE SWEDDAVV DR       VY D  KVH V H G  F V G  HL  PH       L     G        R  ER....G  V AD   H G R KH S P .I  SE 
Acinetobacter_baumannii_WP_000995600.1:1-443      KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLEV YKLWE SWEE  VL DR       IF D  KVH I H G YF V G  HI  PI       L     G    GS  R  ES....G  A HK   P Q E K  T P .I  CE 
Agrobacterium_sp._B133/95_WP_065696417.1:2-454    KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEYLEV YKLWE SWDDDAV  DK       LF DP KVR V H G  Y M G  HL  PA       V     G       KR  AG....G  A  S   A R E SH R E .I  SE 
Microbacterium_sp._KROCY2_WP_024289149.1:1-453    KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEFLDV YKLWE SWEDDAVV D        IY DP KVH I H G  F V G   L  PI       C     G        K VER....G  A  A   P Q Q KH T P .AA TE 
Variovorax_paradoxus_WP_012747040.1:6-452         KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLEV YKLWE SWED AV  DK       VF DP RVH V H G Y  V G  HL  PR       L     G    A  RR  AA....R  A  A   K R E R HQ E .Y  AE 
Methylobacterium_radiotolerans_WP_076730229.1:5-4  KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLEV YRLWE SWDD AV  DR       VF DP HIR V H G YF V G  HL  PY       L     G    A  RR  AA....R  S  A   K T R A  A E .Y  SE 
Streptomyces_sp._BK215_WP_132915265.1:7-452       KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYMDV YKLWE SWED AVL DR       VY DP KVH I H G  Y V G  HM  PW       V     G    G   G  AG....G  A  S   R D V DR R A .P  CE 
Geobacillus_thermodenitrificans_160_WP_008880416.  KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEFLEV YKLWE SWEE A V DR       V  DP KVH I H G FF V G  HL  PI       T     G    G R E  EA....G LI  N   S D Q D  T E .P  CE 
Pseudomonas_aeruginosa_WP_132556951.1:356-785     KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLEV YKLWE SWEDDAVL DR       VY  P KIH I H G FY V G  HL  PR       L     G        A  QR....R  AR E   K R H E  Q E .Y  AE 
Penicillium_solitum_OQE02104.1:14-471             KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEYI V YKLWE SW  DAV  DR       IY DP  VR I H G YF V G  HL  PL     K T     S  RQ   TL  ER....G  T  AG  Q N A K  N P .P  CQ 
Penicillium_vulpinum_OQE05502.1:12-469            KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEYI V YKLWE SW  DAV  DR       IY DP  VR I H G YF V G  HL  PL     K T     S  RQ   TL  ER....G  T  AG  E N V K  N P .P  CQ 
Clavibacter_michiganensis_WP_045526194.1:1-454    KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K  DEFLDV  KLWE SWEDDAVV DR       VY DP KVH I H G  F V G  HL  PIG      AS    G        V  EC....G  T  A   P A E EH R P .V  SE 
Glutamicibacter_creatinolyticus_WP_054821484.1:6-  KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLEV YKL E SWEDDAV  DK       IY  P  VH I H G YF V G   I  PH       V   L G       KA  VR....G  TN EQ  P N E K  K P .IA TE 
Campylobacter_sp._P0078_WP_086237522.1:4-454      KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYMEV YKL E SWED AVI DK       AF DP KIH I H G YY V G  HI  PQ       V   L G    N   L  NT....G  A  N   P N K K  E P .I  CE 
Pseudomonas_furukawaii_WP_003454569.1:1-447       KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLEV YKLWE SWEDDAVL DR       IY  P KVH I H G FY V G  HL  PQ       L     G        A  GR....R  AR D   P R H E  R E .Y  SQ 
Leucobacter_triazinivorans_WP_130111548.1:1-442   KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLEV YKL E SWEDDAVV DR       VF EP KVH I H G  F V G  HL  PH       V   L G        R  ER....G  A  D   H G H TH T P .I  SE 
Aspergillus_brasiliensis_CBS_101740_OJJ68286.1:12  KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEYI V YKLWE SW  DAVI DR       IY DP  VR I H G YF V G  HI  PQ     K T     S  RS    L  TR....G  T  TL  E N T K  S P .P  CQ 
Aspergillus_udagawae_170_GAO89440.1:15-472        KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEYV V YKLWE SW DDAVV DR       IY DP RVR I H G YF V G  HL  PV     R T     S  R     L  ER....G  T  S   E N E K  N P .P  CQ 
Aspergillus_flavus_RMZ37351.1:15-472              KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEYI V YKLWE SW  DAVV DR       VY DP RVR I H G YF V G  HI  PI     K T     S  RS    L  ER....G  T  S   E N V K  S P .P  CQ 
Aspergillus_flavus_RAQ54081.1:15-472              KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEYI V YKLWE SW  DAVV DR       IY DP RVR I H G YF V G  HI  PI     K T     S  RS    L  ER....G  T  S   E N V K  S P .P  CQ 
Penicillium_arizonense_XP_022490779.1:12-469      KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEYI V YKLWE SW  DAVI DR       IY DP  VR I H G YF V G  HL  PV     K T     S  RQ    R  ER....G  T  SG  Q N E K  N P .P  TQ 
Salinibacterium_sp._CGMCC                         KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLEV YKLWE SWEDDAVV DR       VF DP KVH I H G YF V G  HI  PH       L     G        V  ES....G  T  S   D N E K  T P .I  SE 
Aspergillus_fumigatus_OXN06785.1:14-471           KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEYV V YKLWE SW DDAVV DR       IY DP RVR I H G YF V G  HL  PI     R T     S  R     L  ER....G  T  S   E N E K  N P .P  CQ 
Aspergillus_lentulus_GAQ10210.1:7-464             KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEYV V YKLWE SW DDAVV DR       IY DP RVR I H G YF V G  HL  PV     R T     S  R     L  ER....G  T  S   E N N K  T P .P  CQ 
Aspergillus_flavus_RAQ66103.1:15-472              KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEYI V YKLWE SW  DAVV DR       VY DP RVR I H G YF V G  HI  PI     K T     S  RS    L  ER....G  T  S   E N V K  S P .P  CQ 
Aspergillus_fumigatus_OXN22894.1:14-471           KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEYV V YKLWE SW DDAVV DR       IY DP RVR I H G YF V G  HL  PI     R T     S  R     L  ER....G  T  S   E N E K  N P .P  CQ 
Aspergillus_nidulans                              KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEYI V YKLWE SW  DAVI DK       VY EP RVR I H G YF V G  HL  PI     K A     S  RS    L  QR....R  T  S   E N V K  N P .P  CQ 
Penicillium_nalgiovense_OQE79848.1:14-471         KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEYI V YKLWE SW  DAV  DR       IY DP  VR I H G YF I G  HL  PL     K T     S  RQ   TL  ER....G  T  AG  Q N V K  N P .P  CQ 
Aspergillus_wentii                                KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K A EYMEV YKLWE SF DDAVV DR       VY     VR I H G YF V G  H   PI H     L     G  R     E  DA....G  IASDG  E N K K  D P .P FCE 
Gordonia_iterans_WP_105943624.1:1-453             KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYL V YKLWE SWEDDAVL DR       IF DP KVH I H G  F V G  HL  PH     T L     G        R  AA....G  A  A   H G H EH R P .I  SE 
Azotobacter_beijerinckii_WP_090735436.1:4-454     KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLEV YKLFE SWED AVL DR        Y DP RVH V H G FY V G  HL  PQ       L     G    G   E  TG....RR A  A   K E R E  R E .Y  CS 
Staphylococcus_sp._NAM3COL9_WP_057513692.1:4-453  KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEFL V YKLWE SWED AVV DK        Y DP KVH I H G FF V G  HI  PR     Q V     D    G   N  DT....DT A  D   E N E E  S P .P  VE 
Acidovorax_sp._56_WP_099656603.1:11-450           KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEFLDV Y L E SW DDAV  DK       IY DP  VR I H G  Y V G   L  PQ       F Q L G  R    KA  GA....R  T  AA  K A H HH Q E .VN TA 
Paenibacillus_sp._BIHB4019_WP_099518466.1:1-456   KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYMDV YK WE SW DDALL DR       IF DP KVH V H G YF   G  HA  PM       S  Y  G  Q     V  EK....R  A  Q   K K E K  KSE .Y  ST 
Penicillium_antarcticum_OQD90033.1:5-465          KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLDV YKLWE SW DDAV   R        Y DP  VR I H G YF V G  HL  PI       T     A  R    TFA DG.FKNQP A  KA  Q N K K  Q P .P  CE 
Aspergillus_oryzae_RIB40_190_XP_001823703.1:9-463  KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K A EYMEV YKLWE SF DDAVV DR       VY     VR I H G YF V G  H   PI H     L     G  R     D  EQ....G  IASDA  Q H K K  E P .P FCE 
Fusarium_oxysporum_f._sp._pisi                    KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEYVDV YKLW  SW DDAV  DR       IY DP  VR I H G YY V G  HI  PI       T    QS  R    KL  EK....G  T  SL  L N S K  T P .P  CQ 
Colletotrichum_fructicola_Nara_gc5_ELA35345.1:18-  KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K A EYLEV YKLWE SF DDAVL DR        Y     V  I H G YF V G  H   PI H     L     G  R     A  ES....GT IASDA SQ H K K  E P .P FVE 
Micrococcus_luteus_WP_041104460.1:19-468          KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLDV YKL E SWEDDAVV DK       VF DP KVH I H G YF V G   V  PH       V   L G        Y  ES....G  A  A   D A Q R  T P .HA TE 
Aspergillus_awamori_GCB21923.1:12-469             KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEYI V YKLWE SW  DAVV DR       IY DP RVR I H G YF V G  HI  PQ     K T     S  RS    L  TR....G  T  T   E N S K  T P .P  CQ 
Aspergillus_niger_CBS                             KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEYI V YKLWE SW  DAVV DR       IY DP RVR I H G YF V G  HI  PQ     K T     S  RS    L  TR....G  T  T   E N S K  T P .P  CQ 
Aspergillus_lacticoffeatus_CBS_101883_XP_02545389  KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEYI V YKLWE SW  DAVV DR       IY DP RVR I H G YF V G  HI  PQ     T T     S  RS    L  TR....G  T  T   E N S K  T P .P  CQ 
Aspergillus_wentii_DTO_134E9_OJJ40237.1:14-471    KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEYI V YKLWE SW  DAVV DK       IY DP RIR I H G YF V G  HI  PV     K A     S  RS    L  ER....G  T  S   E N A K  D P .P  CQ 
Aspergillus_indologenus_CBS_114.80_PYI31207.1:11-  KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEYL V YKLWE SW DDAV   R       IY  P  VR I H G  F V G  HL  PT     R T     S  R    QLA ST....G  TS DL  P N T RT T P .P  CQ 
Aspergillus_fischeri_NRRL_181_XP_001264002.1:14-4  KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEYV V YKLWE SW DDAVV DR       IY DP RVR I H G YF V G  HL  PI     R T     S  R     L  ER....G  T  S   E N E K  N P .P  CQ 
Penicillium_coprophilum_200_OQE46388.1:11-466     KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLEV YKLWE SF DDAVL DR        Y     VR I H G YF V G  H   PI       L     G  R     A  QL....GT IASDG  E N K K  D P .P FCE 
Cupriavidus_taiwanensis_WP_116379876.1:8-454      KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEFLDV YKLWE SW  DAVL DK       VF DP KVR V H G YY V G  HL  PR       L     G  QN    R  AA....R  A  A   K S S R  K D .Y  SE 
Penicillium_digitatum                             KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLDV YKLWE SW D AV           AY DP  VR I H G YF V G  HL  PI       T     A  R G  SWKQGSESKTQ  A  KA  E N K K  Q P .P  CE 
Aspergillus_niger_GAQ46262.1:12-469               KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEYI V YKLWE SW  DAVV DR       IY DP RVR I H G YF V G  HI  PQ     K T     S  RS    L  TR....G  T  T   E N T K  S P .P  CQ 
Aspergillus_nomius_NRRL_13137_XP_015412385.1:15-4  KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEYI V YKLWE SW  DAVV DR       IY DP RVR I H G YF V G  HI  PI     K T     S  RS    L  ER....G  T  S   E N V K  S P .P  CQ 
Aspergillus_aculeatus_ATCC_16872_XP_020055010.1:1  KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEYL V YKLWE SW DDAV   R       IY  P  VR I H G  F V G  HL  PT     R T     S  R    QLS TT....G  TS EL  P N T PN T P .P  CQ 
Penicillium_brasilianum_OOQ84969.1:19-474         KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K A EYMEV YKLWE SF DDAVL DR        Y     V  I H G YF V G  H   PI H     V     G  R     A  EL....GT IASDA LP N K K  E P .P FCE 
Penicillium_subrubescens_OKP15100.1:19-474        KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K A EYMEV YKLWE SF DDAVL DR        Y     V  I H G YF V G  H   PI H     V     G  R     A  QL....GT IASDA LP N K K  E P .P FCE 
Trichoderma_arundinaceum_RFU80530.1:19-474        KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K A EYMEV YKLWE SF DDAVL DR        Y     V  I H G YF V G  H   PI H     L     G  R     R  EH....GN IANDG VQ H K K  E P .P FCE 
Aspergillus_thermomutatus_210_XP_026614594.1:15-4  KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEYV V YKLWE SW DDAVV DR       IY DP RVR I H G YF V G  HL  PV     R T     S  R     L  AR....G  T  S   E N E K  N P .P  CQ 
Serratia_liquefaciens_WP_044551273.1:4-449        KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEFLDV Y LWE SWED AVL DR       IY D  KIH V H G FY V G  HL  PQ       A Q   G    G   A  QR....R  A AQ   K I R E  Q E .Y  SS 
Micrococcus_luteus_WP_065572847.1:19-468          KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLDV YKL E SWEDDAVV DK       VF DP KVH I H G WF V G   V  PH       V   L G        Y  ES....G  A  A   D A E T  K P .HA TE 
Halolamina_rubra_WP_049979911.1:1-449             KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K A EFLDV Y LWE SWEDDAVL D         Y DP KVH I H G FF V G  H   PR A     C A   D        R AES....GR T  E   S D E E  D P .P GSE 
Acinetobacter_pittii_WP_075382847.1:7-452         KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEFLEL YK WE SWE DAV  DK       VF DP KVH I H G YY   G      PQ       C  Y  G   N   KK  AR....R  T  S   T H H K  QSE .VFQVS 
Corynebacterium_variabile_WP_052302534.1:2-464    KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLEV YKLWE SWD DAVL D        VY DP KVR I H G  Y V G  HV  PH       L     G   Q    A PVS....G  T  A   P N A TH T P .I  SE 
Aspergillus_luchuensis_GAT21254.1:12-471          KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEYI V YKLWE SW  DAVV DR       IY DP RVR I H G YF V G  HI  PQ     K T     S  RS    L  TR....G  T  T   E N T K  T P .P  CQ 



Aspergillus_luchuensis                            KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEYI V YKLWE SW  DAVV DR       IY DP RVR I H G YF V G  HI  PQ     K T     S  RS    L  TR....G  T  T   E N T K  T P .P  CQ 
Aspergillus_bombycis_XP_022386026.1:15-472        KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEYI V YKLWE SW  DAVV DR       VY DP RVR I H G YF V G  HI  PI     K T     S  RS    L  ER....G  T  S   E N V K  S P .P  CQ 
Agrobacterium_vitis_WP_070163524.1:1-454          KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K A EYLEV YKL E SWEE AII D        VF DP KVH I H G  F V G   L  PI N     I   L G    G   R PKG....R  T  A   E G K KH D P .YG TE 
Pseudomonas_psychrotolerans_220_WP_074584491.1:5-  KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLEV YKL E SW DDAVV DR       IY  P RVR V H G FF V G  HL  PQ       L   L G  A     R  VQ....R  AR E   K A H E  D E .Y  CE 
Micrococcus_yunnanensis_WP_135040276.1:19-468     KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLDV YKL E SWEDDAVV DK       VF DP KVH I H G WF V G   V  PH       V   L G        Y  ES....G  A  A   D A E T  K P .HA TE 
Acinetobacter_calcoaceticus_WP_004642549.1:7-452  KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEFLEL YK WE SWE DAV  DK       VF DP KVH I H G YY   G      PQ       C  Y  G   N   KK  VQ....R  T  S   T H H K  QSE .VFQVS 
Penicillium_brasilianum_CEO59775.1:15-472         KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEYV V YKLWE SW  DAVV DR       IY DP RVR I H G YY V G  HI  PL     K T     S  RQ    L  ER....G  T  A   Q N V K  N P .P  CQ 
Aspergillus_cristatus_ODM22551.1:12-469           KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEYI V YKLWE SW  DAVI DR       IY EP RIR I H G YF V G  HL  PV     K A     S  RS    L  QR....G  A  S   E N V K  E P .P  CQ 
Pseudomonas_taiwanensis_WP_027907363.1:1-446      KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEYLEV YKLWE SWDEDAVV ER        Y EP KVH I H G  F V G  HL  PL       L     K        L  ET....GR V  S   A G L EH Q P .M  SQ 
Acidovorax_avenae                                 KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEFMDV Y LWE SWDDDAVL DR       IY DP RVR V H G  Y V G  HL  PR       A Q   G        R  AR....R  A  A   P R R TH Q E .Y  CE 
Staphylococcus_pseudintermedius_WP_101431388.1:4-  KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEFL V Y LWE SWEDDAVV  R        Y DP KVH I H G FF I G  HL  PR     Q S Q   D        KT ET....DT A  S   A H K T  D P .P  VE 
Rhodococcus_triatomae_WP_081607437.1:2-451        KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEFMEV YKLWE SWEDDAVV D        VY DP KVH A H G YF V     L  PI       V     G        R AER....G  T  T   P A K T  S PD.PF CE 
Alcaligenes_sp._RS4_230_WP_128393375.1:4-450      KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADDFL L YKLWE SWED AII DR       IY DP KVH I H G YY A G  H   PR     Q C     G    G   R  NG....R  T  N   A A N P  R H .Y SSE 
Gibbsiella_quercinecans_WP_121552947.1:7-454      KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEFLDV Y LWE SW DDAVL DK       IY    KIH I H G FY V G  HL  PQ       A Q   G  Q     A  QR....R  AAAD   Q R R E  Q E .Y  SS 
Acinetobacter_ursingii_WP_044435211.1:5-452       KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEFL L Y  WE SWEDDAI  DK       IF DP RVH I H G FY   G      PQ     Q C QY  G       QK  IR....R  T  S   E Q Q R  QSQ .VFQVA 
Erwinia_typographi_WP_034887712.1:4-447           KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEFLDV Y LWE SW DDALV DR       LY D  KIH V H G FY V G  HL  PQ       V Q   G  Q     V  QQ....R  A AQ   Q N Q E  Q Q .Y  SS 
Trichoderma_harzianum_KKP01913.1:14-470           KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYVDA YKLW  SW DDAV  D        IY DP  VR I H G YY V G  HV  PI       V    QS  R    KL SEK....G  T  SL  P N Q K  T P .P  CQ 
Fusarium_graminearum_235_CEF79766.1:12-466        KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEYLEV YKLF  SW DDAV  DR       IY DP RVR I H G YF V G  HI  PI       M    QS  R    RL  EA....G  T  S   E G K K  N A .P  VN 
Gordonia_alkanivorans_WP_006357654.1:10-461       KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYL V YKLWE SWE DAV  DR       IF DP KVH I H G  F V G  HL  PH     T L     G   R   RR  EA....G  A  A   H G E KH K P .I  SE 
Acinetobacter_radioresistens_WP_111281495.1:5-455  KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEFLEL YK WE SWE DAVV DR       IF EP KVH I H G FY   G      PQ       C  F  G   N    K  QN....R  T  A   S R Q Q  QSE .VFQVS 
Mesorhizobium_plurifarium_WP_073985566.1:5-458    KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEFLEV YKLWE SWEDDAVI DR       VF DP KVH I H G YF V     V  PI       V     G        M  TA....G  A  A   P R K R  S PD.AF AE 
Oceanobacillus_halophilus_WP_121203049.1:1-454    KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEFLEV YKLWE SWEEDAVV  R       IF  P KVH I H G FF V G  HL  PR       V     H        YN EK....D  AN E   A D E E  R P .V  TE 
Acinetobacter_tandoii_240_WP_100241535.1:7-457    KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEFLEL YK WE SWE DAIL DK       IF  P KVH I H G FY   G      PQ       C  F  G   N    K  AQ....R  TN A   A Q Q Q  QSQ .VFQVS 
Burkholderia_plantarii_WP_042624083.1:1-457       KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEFMEV YRLWE SWED A L DR       IY DP RIH I H G  F   G      PR       C     G    G R R  ER....G  A  A   A R E AH RSE .VFQCE 
Alcaligenes_faecalis_WP_094195208.1:6-457         KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEDFL L YKLWE SWED ALI DK       I   P KVH V H G FY      HM  PR     Q A     G    G   A  QR....R HAL E   T H E P  RSNA.I  SA 
Bradyrhizobium_arachidis_WP_092214516.1:1-453     KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEFLDA Y LWE SWDDEAVV D        V  DP RIR V H G  F I    HL  PL       V A   G        V PIR....G IA  S   K H H AH K DA.I  VH 
Cupriavidus_plantarum_WP_109583068.1:1-458        KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEFLDV Y LWE  WED AVV DR       VY DP RIH V H G      G      PR       C A   GG   G   R  EA....G  G  A   R R D EHLRTD .VFQCE 
Variovorax_sp._770b2_245_WP_093443018.1:5-461     KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEFMDL Y LWE SWDDDAVV DR       IY EP RVR I H G  Y L    HL  PR       V Q   T        A  AS....G  T  A   R R E PA R DA.M  CE 
RZJ22128.1:4-447                                  KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEFIEV  KLWD SWEDDA I  K        F    KIH   H G YF V G   V  PR       TQ    .      F YN ES....GQ FHAD   EPQ T K  S Q ALN SR 
LadB_Geobacillus_thermoleovorans_BAM76371.1       KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K   EYI L                         LF  P     V   G FY L     L  PRTR   H LK......................Q  TL S.... TYE R  R EN.AS F. 
LadAbeta_Geobacillus_thermoleovorans_BAM76372.1   KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K A EFVDV   LWE SWDEEALI D        IY    K R L H G  F V G       R R     VNG   .        R QSS....G  FHAE W P N H TH S R .PLNSSR
Af1_AFLA_024140_XP_002373925.1                    KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEYI V YKLWE SW  DAVV DR       IY DP RVR I H G YF V G  HI  PI     K T     S  RS    L  ER....G  T  S   E N V K  S P .P  CQ 
Af3_AFLA_58870_XP_002378631.1                     KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYLDV YKLWE SW DDAV            Y DP  VR I H G YF V G  HL  PI       T     G  R    NVKDGV....AG A  KA  Q N E K  N P .P  CE 
Af4_AFLA_049780_XP_002383105.1                    KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYL V YKLWE SW  DAL  D         Y DP KVR I H G YF L    HI  PQ     R V     G  AS   SP PET....DT V  A   Q N K K  S NT.R  VD 
Af5_AFLA_126060_XP_002381799.1                    KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYMEL YKLWE TW D AVV D        VY DP  VR I H G YF           R       T     G  R G   K PKT....G  S  NQ  A E N K  KSTA.ASQLPA
Af2_QMW32876.1:9-463                              KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K A EYMEV YKLWE SF DDAVV DR       VY     VR I H G YF V G  H   PI H     L     G  R     D  EQ....G  IASDA  Q H K K  E P .P FCE 
Yarrowia_lipolytica_CLIB122_YALI0C07546p_XP_50156  KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEYMDV YKLWE SW EDAVI          AF D  KI  I H G  F V G   V  PK       V     S  A     KGLKT....D  . TS  NY D E KH K K .PA AL 
Rhizobium_sp._CF122_WP007794079.1                 KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEFADV   LWD TWEEDA L DK       IY DP K H L H G FF V G       R       VRG   .      F R  ES....G  F  D Q V N K K  K R .PLNVAR
Acinetobacter_sp._NIPH_2100_LLM                   KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K A EYVDL  KLWD SWEDDA I DK       VF  P KVH   H G YY V G       R Q     IK    .      F H  AS....G  YN E   NPN Q K  A K .ALNVPR
Nostoc_sp._PCC_7107_WP_015115963.1                KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEFV V   LWD SWDDDA I DR       VY DP KLH L H G  F V G       R     A VKG   .      F R  ES....G  F  N   I N K KH S R .PLNVGR
Aspergillus_flavus_NRRL3357_uncharacterized       KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K A EF DV   LWD SF DDA I D        IY DP KLH L H G    V G       R R  Y  VTG   .  A   F R QET....G  F  E   V D K DDLK R .PLNIAR
Paenibacillus_curdlanolyticus_WP006037998.1       KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEFVDV  KLWD SWDDDALL DK        F D  KVR I H G FF V G       R       VT    .        Y  DS....AR A KD   A D K K  S R .PLNVAR
LadAbeta_Geobacillus_thermoleovorans_FMN-dependen  KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K A EFVDV   LWE SWDEEALI D        IY    K R L H G  F V G       R R     VNG   .        R QSS....G  FHAE W P N H TH S R .PLNSSR
SsuD_1M41                                         KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K   EF  V  RL             R                 V   G    V G  KL  PASA  TQ WR  LQ........... ET............... DFN KHIH R .A  LF 
Paenibacillus_curdlanolyticus_WP006037998.1       KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K AEEFVDV  KLWD SWDDDALL DK        F D  KVR I H G FF V G       R       VT    .        Y  DS....AR A KD   A D K K  S R .PLNVAR
Bacillus                                          KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K ADEFLDV    W      D                       V   G    V     L  PA       .... KGLLAG T...................... NYE KHIH EN.SE LY 
Pseudomonas                                       KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K  DEFL V  RV                               V   G    V     L  PVT    R WR  LQG...........EA............... DFH KHIH ENAKA YP 
LadB_Geobacillus_thermoleovorans_FMN-dependent    KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K   EYI L                         LF  P     V   G FY L     L  PRTR   H LK......................Q  TL S.... TYE R  R EN.AS F. 
Pseudomonas_aeruginosa_PAO1_NP_251290.1           KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K  DEYL A   IW  T                           V   G FY   G   A  PRT    Q LRA  TA .........................GP DFD E  RFQ ASP VR 
Alkanesulfonate                                   KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K LEEYI I  RAWE                                 G YY          PR     K VR    SA..........DP...............FDWD K  QFKQYSNKVR 
Alkanesulfonate                                   KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K LEEYI I  RAWE                                 G YY          PR     R LR    SA..........DP...............FDWD E  QFKQFSNKVR 
Aspergillus_niger_ATCC13496_RDH19503.1            KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K LEDYI I  RAW                                    YY          PR     R LR   ASE..........DP...............FDWESE  TFKQFSNRVR 
Penicillium_digitatum_Pd1_XP014534980.1           KdddddG KdddG KddddddG KG       KG KG KdG B B B KG B B  KG  K LEDYI I  RAW                                    YY           R     K LR   KSD..........EP...............FDWDSK  TFKQFSNQVRL
Acinetobacter_rudis_WP_016657872.1                JIIIIIH JIIIH JIIIIIIH JH       JH JH JIH C C C JH C C  JH  J ADEFL I    W      E V  E                      G    V     L  PA     Q .... RGVLQG T NF ...................... KHLN KNAKA YP 



  220       230       240       250       260        270          X         X         X         X         X          X      
LADA_Geobacillus_thermodenitrificans_WP_011888513               c                                               EF DEEEEEEEEF A  A  DEF DEF DEF   A   DF  A  DF  A    DF     D              S                                               SP QRTPVIYQAG    G  FAA HAE VFL       LK  V  IR  A    GR     I  .          M ER RE   K   C   GGKDVET  FF DD  KR KKY.  NPDH. 
Geobacillus_sp._LEMMY01_WP_079935807.1:1-440                   c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVIYQAG    G  FAA HAE VFL       LK  V  IR  A    GR     I  .          M ER RE   K   C   GGKDVET  FF DD  KR KKY.  NPDH. 
Geobacillus_stearothermophilus_ABV66256.1:1-440                c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVIYQAG    G  FAA HAE VFL       LK  V  IR  A    GR     I  .          M ER RE   K   T   GGTDVET  FF DD  KR KKY.  NPDH. 
Geobacillus_sp._B4113_201601_WP_061912600.1:1-440               c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVIYQAG    G  FAA HAE VFL       LK  V  IR  A    GR     I  .          M ER RE   K   C   GGKDVET  FF DD  KR KKY.  NPDH. 
Geobacillus_sp._B4113_201601_5WP_061912600.1:1-44               c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVIYQAG    G  FAA HAE VFL       LK  V  IR  A    GR     I  .          M ER RE   K   C   GGKDVET  FF DD  KR KKY.  NPDH. 
Bacillus_thuringiensis_6WP_029441578.1:1-435                   c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLYQAG    G  FA  HAE IFL       LK  V  IR  A    GR     I  .          M ER RE  SK   G   GGKDVET  YV KD  EK EKY.  NPNN. 
Lysinibacillus_sphaericus_WP_103976887.1:2-422                 c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVIYQAG    G  FAA  AE IFL   T   I   I  I   A    GR     I  .          M ER RD   KN  C   GGK IDD TYI ND SER LTF.  SLKN. 
Lysinibacillus_sphaericus_WP_069508309.1:2-422                 c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVIYQAG    G  FAA  AE IFL   T   I   I  I   A    GR     I  .          M ER RD   KN  C   GGK IDD TYI ND SER LTF.  SLKN. 
Rummeliibacillus_sp._SL167_10_WP_146551437.1:2-42               c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVIYQAG    G  FAA  AE IFL       IK  I  IK  A    GR     I  .          M ER RY   KN  C   GGKDIDT  WF KD  NK FSL.  SQNE. 
Paenibacillus_sp._DXL2_WP_110843609.1:1-459                    c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLYQAG    G  FAA HAE VFL   T   LR  A  IR  V    GR     L  .          T VR RA   K   A   GGG VEK  EY AD  RQ RSF.  SPDC. 
Paenibacillus_naphthalenovorans_WP_074730028.1:1-               c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               S  QRTPVIYQAG    G  FAA HAE VFL   T   LR     IR  A    GR     I L.          T AR RA   K   A   GGG VDR  QYGED  RQ RAF.  NPEH. 
Cohnella_sp._HS21_WP_130606586.1:1-453                         c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLYQAG    G  FAA HAE VFI   N   LK  V  IR  A    GR     V  .          T AR RE   K   C   DAH FES  FY DD  AK VSY.  KPED. 
Streptosporangium_subroseum_15_WP_089205784.1:1-4               c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVIYQAG    G  FAA HAE VF    S   LR  I  IK       GR     I  .          N ER KD   K   A  TGAP IEA  EE AD  RRTAAH.  DPGH. 
Arthrobacter_sp._Hz2_WP_120147654.1:1-455                      c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               S  QRTPVLFQAG    G  FAA HAE VFV        R  V  LR  A    GR     I L.          S TA KA   R   G   GGRDAAAY EN QD  RL VAN.  GADH. 
Nonomuraea_solani_WP_103963668.1:1-453                         c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVIYQAG    G  FAA HAE VF    S   VR  I   R  A    GR     I  .          N ER KE   R   A  TGAF LEA  ED ADT RR AAY.  NPEH. 
Arthrobacter_ruber_WP_105030338.1:1-455                        c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               S  QRTPVLFQAG    G  FAA HAE VFV        R  V  LR  A    GR     I L.          S VA KA   R   G   GGRDAAAY EN QD  RL VAN.  GADS. 
Bacillus_aciditolerans_20_WP_121446947.1:1-456                 c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               S  QRTPVIYQAG    G  FAA HAE VFV   S   IK  I  IR  A    GR     I I.          T ER KE   K   C   GG. AEK  SS QD  QR QKY.  NPEN. 
WP_137163763.1:1-458                                           c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLFQAG    G  FAA HAE VFI   T   LR  A  IR       GR     V  .          A AR QQ   R   C   SGP PTV  RY DG  QASEVA.  GRDE. 
Aeribacillus_pallidus_WP_130157503.1:4-457                     c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLYQAG    G  FAA HAE  FV       I   V  LR  A    GR     I  .          A AR RQ   K   CT  SMPGKEP ASY KN  AQ AEF.  DPQS. 
Bacillus_megaterium_24WP_098602848.1:4-460                     c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLYQAG    G  FAA HAE  FI       I   V  LR  A    GR     L  .          G SR RK   K   CT  SAPEKSA ATY KD  EQ SLQ.  DPAS. 
Streptomyces_sp._150FB_WP_078877664.1:5-455                    c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVIYQAG    G  F   HAE VFV   S    R  I   R  A    GR     I  .          S TA RA GGK   A   GGG LDDT TY EGY AQ KAA.  DPRH. 
Arthrobacter_sp._DWC3_WP_104051071.1:1-454                     c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               S  QRTPVLFQAG    G  FAA HAE VFV        R  V  LR  A    GR     I L.          S VA KA   R   G   GGRDAAAY DN AD  RL VAN.  GADH. 
Cohnella_thermotolerans_WP_027093898.1:1-456                   c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVIYQAG    G  FAA HAE LFV   T    K  I  IK  A    GR     I  .          S PR RD   K   C   GGP PEAT AS ED  NR ERF.  DPAE. 
Paenibacillus_bovis_28WP_144921429.1:1-452                     c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLFQAG    G  FAV  AE VFI   T   AK  V  LR       GR     V  .          A NK RE   KN  L   GAP LTI  AT KK  DDSVKY.  NPDE. 
Bacillus_aciditolerans_WP_121447760.1:1-452                    c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLYQAG    G  FA  HAE IFI   T   AK  V  LR  A    GR     I  .          T SK RA  GK   L   GAP KNA  HS KK  EE IKA.  APEE. 
Leifsonia_sp._ALI-44-B_30_WP_077053645.1:1-455                 c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               S  QRTPVIFQAG    G  FAA HAE VFV   S    R  I  IR  A    GR     V R.          S DS RA   K   G   GGN LEVY DN AD  RR VEN.  GADH. 
Parageobacillus_thermoglucosidasius_WP_064552269.               c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVIYQAG    G  FAA HAE VFV   T   IK     IK  A    GR     I  .          T ER RE   K   C   GGP PER  YYTND  RR EKY.  NPDN. 
Geobacillus_sp._Y4.1MC1_WP_013399886.1:1-459                   c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVIYQAG    G  FAA HAE VFV   T   IK     IK  A    GR     I  .          T ER RE   K   C   GGP PER  YYTND  RR EKY.  NPDN. 
Bacillus_methanolicus_35WP_004434428.1:1-462                   c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               S  QRTPVLYQAG    G  FAA HAE VFV   T   IR     IK  A    GR     I L.          V ER RE   K   C   GGP PER  FYTED  QR EKY.  NPDN. 
Terribacillus_halophilus_WP_077309754.1:1-448                  c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLFQAG    G  FAA HAE VFI   T    K  V  LR       GR     I  .          S PK RA   K   C   STP VTVT RY EK  EETKRQ.  NPEE. 
Paraburkholderia_kururiensis_WP_017777532.1:1-453               c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLYQAG    G  FAA HAE IFI   S   LK  V  IR  V    GR     V  .          A KR KD   Q   C   AAP RVV  EF AD  ER KRF.  DPHD. 
Gracilibacillus_massiliensis_WP_058308419.1:1-456               c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               S  QRTPVIYQAG    G  FAA HAE IFV   T   IR  A  IR  A    GR     L I.          T EK RE   K   C   GGP PQR  YY DD  ER AKH.  NPEN. 
Streptomyces_yanglinensis_WP_103888551.1:5-452                 c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVIYQAG    G  F   HAE VFV   S    R  I   R  A    GR     I  .          S AA RA GGK   A   GGG LADT GY EGY EQ RAA.  DPRT. 
Trinickia_sp._7GSK02_40_WP_136896361.1:1-452                   c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLYQAG    G  FAA HAE IFI   S   LK  V  IR  V    GR     V  .          A KR KD   Q   C   AAP RTI  DF AD  AR KRF.  DPHD. 
Cryobacterium_sp._NEAU-85_WP_123045138.1:1-448                 c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVIYQAG    G  FAA HAE IFV   T   AK  V  IK  A    GR     I  .          A DR RE   R   A   GAR IEQ  KV GQ  DL EEN.  GRDS. 
Alicyclobacillus_acidoterrestris_WP_021298468.1:4               c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLYQAG    G  FAA HAE VFI   T   AK  V  LR  A    GR     I  .          T TR RA   K   C   SVP VNI  VY RA  QE ERI.  DPQE. 
Oceanobacillus_senegalensis_WP_085994229.1:1-452               c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVIYQAG    G  FAA HAE VFI   T   AK  V  IR  A    GR     I  .          A SR RA   K   C   SVP ITV  HY DN  NE VKI.  DPNE. 
Bacillus_sinesaloumensis_WP_077620983.1:1-449                  c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               S  QRTPVIYQAG    G  FAA HAE IFV   T   IR  A  IR  A    GR     L L.          T EK RE   K   C   GGP PER  YY DD  KR EKH.  NPEH. 
Halopenitus_persicus_WP_021074147.1:6-457                      c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLYQAG    G  YAA HAE VF    T   AR  V  VR  A    GR     L  .          Q DR RE   K   A  TFQP VDT  SY ED  ER AAY.  SPDH. 
Microbacteriaceae_bacterium                                    c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVIYQAG    G  FAA HAE IFV   T   AR  V  VK  A    GR     I  .          A DR RV   R   A   GAR VEA  EV ED  RL VEL.  QADD. 
Lysinibacillus_sinduriensis_WP_036201100.1:1-458               c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               S  QRTPIIFQAG    G  F A HAE VFV   T   LK  I  IK  A    GR     I K.          T ER RD S K   C   SGA TEK  FY DD  ER KKY.  NPDN. 
Bacillus_endophyticus_WP_113749053.1:5-457                     c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               S  QRTPVLYQAG    G  FAA HAE  FI       I   V  LR  A    GR     L S.          G SK RK   K   CT  SGPEKSS AAY KD  LQ RLQ.  DSQS. 
Pseudomonas_monteilii_WP_119371117.1:1-455                     c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLYQAG    G  FAA HAE VFV   S   LK  V  IR  A    GR     V  .          A SR KN   G   C   AAP KVI  KT AD  RR AEA.  DPRK. 
Bacillus_endophyticus_50_WP_061801645.1:5-457                  c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               S  QRTPVLYQAG    G  FAA HAE  FI       I   V  LR  A    GR     L S.          G SK RK   K   CT  SGPEKSS AAY KD  LQ RLQ.  DPQS. 
Planococcus_maitriensis_WP_112233285.1:1-457                   c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLFQAG    G  FA  HAE VF    T   VK  V  LR  I    GR     V  .          A PR RE  SK   S  TAGP IPV  KG DA  ER TAN.  NPED. 
Oceanobacillus_profundus_WP_118889880.1:1-447                  c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLYQAG    G  FAA  AE VFI   T   AK  V  L   I    GR     I  .          A KK RA   NN  L   GAP IAT  AT DK QED ERA.  SKEE. 
Burkholderia_pseudomallei_WP_141404579.1:1-452                 c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLYQAG    G  FAA HAE IFV   S   LK  V  IR  V    GR     V  .          A RR KD   Q   C   AAP RTI  AF AD  AR KRF.  DPRD. 
Terribacillus_saccharophilus_WP_095261886.1:1-455               c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVIYQAG    G  FA  HAE VFV   T   IR  A  IR  A    GR     V  .          T EK RE  SR   C   GGP AER  YY ED  ER AKH.  NPDH. 
Sediminibacillus_albus_WP_093212831.1:4-453                    c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVIYQAG    G  FAA  AE VFI   T   AK  V  LR  A    GR     V  .          A QK RA   KN  C   GAP IHA  QS LK  EE EQA.  KPED. 
Sciscionella_marina_WP_020496929.1:1-448                       c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVIYQAG    G  FAA HAE IFV   T   AR  I  VR  A    GR     V  .          S DR RA   R   A   GAR ERQ  EV DD  EL EAN.  GRDA. 
Mycetocola_saprophilus_WP_043321267.1:1-452                    c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP Q TPVIYQAG    G  FAA  AE VFV   T   V   V  LR       GR     I  . G        S GA KL   NN  G   SSR LAE AKN AD  ELTEQV.  GRDA. 
Lysinibacillus_macroides_WP_053993569.1:4-460                  c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLFQAG    G  FAA HAE  FI   S       V  LR       GR     L  .          A EA KK   K   CT  SVP KEASTAY KD  QKTRDE.  DPQS. 
Pseudomonas_putida_WP_086978777.1:1-458                        c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLYQAG    G  FAA HAE VFV   S   LK  V  IR  A    GR     V  .          A SR KD   G   C   AAP KVI  KT AD  RR AEA.  DPRK. 
Sediminibacillus_halophilus_60_WP_074598704.1:4-4               c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVIYQAG    G  FAA  AE VFI   T   AR  V  LR       GR     V  .          A KK RA   SN  C   GAP IEA  QS KK  EETVLA.  NPED. 
Rhizobium_oryzae_WP_085420425.1:1-450                          c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLYQAG    G  FAA HAE VFV       VK  V  IR  A    GR     V  .          S TR RQ   T   C   NGQKIEG  GI DD  AR GEY.  RADD. 
Pseudomonas_extremorientalis_WP_071491956.1:1-455               c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLYQAG    G  FAA  AE VFV   S   LK  V  IR  A    GR     I  .          A SR KQ   EQ  C   AAP KVL  KT AD  RR AEA.  DPKK. 
Pseudomonas_fluorescens_WP_016977452.1:1-454                   c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLYQAG    G  FAA  AE VFV   S   LK  V  IR  A    GR     I  .          A SR KQ   EQ  C   AAP KVL  KT AD  RR AEA.  DPKK. 
Neorhizobium_sp._T25_27_WP_105419890.1:1-450                   c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLYQAG    G  FAA HAE VFV       VK  V  IR  A    GR     V  .          S TR RQ   T   C   NGQKIEG  GI DD  AR VKY.  NAED. 
Pseudomonas_extremaustralis_WP_078833627.1:1-457               c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPLLYQAG    G  FAA  AE VFV   S   LK  V  IR  A    GR     I  .          A SR KQ   EQ  C   AAP KAL  NT AD  RR AEA.  DPRK. 
Fictibacillus_aquaticus_WP_094253544.1:1-455                   c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVIYQAG    G  F A HAE VFV   T   IK  A  IR  A    GR     V  .          T ER RD S K   C   GGP PER  YY DD  KR VEH.  NPDH. 
Pseudomonas_extremaustralis_KAA8559760.1:1-456                 c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLYQAG    G  FAA  AE VFV   S   LK  V  IR  A    GR     I  .          A SR KQ   EQ  C   AAP KVL  KT AD  RR AEA.  DPKK. 
Mycobacterium_sp._ACS1612_WP_067812332.1:1-454                 c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLYQAG    G  F A  AE VFI   T   LK  V  IR  A    GR     V  .          A NR RQ G EN  V   GAP KEV  EA AD  AR VAA.  DPYD. 
Bacillus_megaterium_WP_116075167.1:1-455                       c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLFQAG    G  FAA HAE IF    T   A   V  MR  I    GR     V  .          A AP RE   K   C  TSFP KKV ADY KK  AQ AAE.  EPQS. 
Pseudomonas_frederiksbergensis_70_WP_123409596.1:               c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLYQAG    G  FAA HAE VFV   S   LK  V  IR  A    GR     I  .          A SR KQ   E   C   AAP KVL  KT AD  RR AEA.  DPSK. 
Pseudomonas_citronellolis_SFC61163.1:1-452                     c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               S  QRTPVLFQA     G  FA  HAE VF    T   VR  I  MR  A    GR     I R.         TG PA TE  GR   V  TGGP PAA  RN AH  ER LAH.  DPAG. 
Herbaspirillum_chlorophenolicum_WP_050468599.1:4-               c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               S  QRTPVLYQAG    G  F A HAE VFI   T   AR  V  IR  A    GR     V R.          S GR QA G R   C   SSQ RDA  KL QG  EG ARE.  NPDD. 
Arthrobacter_crystallopoietes_WP_074700854.1:1-45               c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               S  QRTPVIYQAG    G  FAA HAE VFV   T   V   V  LR  A    GR     V L.          S ER KD   R   A   SSR VQR AAD RD  ER EAA.  GRDA. 
Terribacillus_goriensis_WP_038558686.1:1-438                   c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLYQAG    G  FAA HAE VFV   T   I   I  IK  A    GR     I  .          T EK RD   R   C   GGP PEK NYY ED  AR EAY.  SRDE. 
Bacillus_megaterium_WP_025749753.1:1-455                       c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLFQAG    G  FAA HAE IF    T   A   V  MR  I    GR     V  .          A AP RE   K   C  TSFP KKV ADY KK  AQ AAE.  DPQS. 
Neorhizobium_sp._T7_12_WP_105403044.1:1-451                    c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLYQAG    G  FAA HAE VFV       VK  V  IR  A    GR     V  .          S TR RQ   T   C   NGQKIEG  GI DD  AR VEY.  NAED. 
Rummeliibacillus_sp._SL167_WP_146553619.1:4-459                c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLYQAG    G  FA  HAE  FI           V  LR  A    GR     L  .          G PR IQ  SK   LT  SAPGKEATLKY KT  EE KKH.  DPES. 
Burkholderia_sp._PAMC                                          c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLFQAG    G  FA  HAE VFV   S    K  V  LR  A    GR     L  .          S GR QA  TR   C   SSQ KPGT KL DA  QQ ADA.  NPAD. 
Pseudomonas_koreensis_WP_064585463.1:4-449                     c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLFQAG    G  FA  HAE VFI   N    K  V  VR  A    GR     I  .          S DR LL  GR   C   SGQ KPST VQ DK  AS VEA.  NPED. 
Pseudomonas_fluorescens_80_WP_064116961.1:6-451                c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLFQAG    G  FA  HAE VFI        K  V  VR  A    GR     I  .          S DR LL  GR   C   SGQKKPST VQ DK  AS VEA.  NPDD. 
Pseudomonas_rhodesiae_WP_040265276.1:4-450                     c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLFQAG    G  FA  HAE VFI   N    K  V  VR  A    GR     I  .          S ER LA  GQ   C   SGQ KAAT MQ DK  AS LKA.  NPED. 
Collimonas_sp._OK412_WP_092393355.1:4-454                      c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLYQAG    G  FAA HAE VFI        R  V  LR  A    GR     L  .          A DR QQ   A   C   SSQKPEAT KL SD  DQ QLA.  YRHD. 
Pseudomonas_marginalis_WP_058415544.1:1-456                    c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLYQAG    G  FAA  AE VFV   S   LK  V  IR  A    GR     I  .          A SR KQ   EQ  C   AAP KVL  KT AD  RR AEA.  DPKK. 
Pseudomonas_antarctica_WP_064452947.1:1-458                    c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLYQAG    G  FAA  AE VFV   S   LK  V  IR  A    GR     I  .          A SR KQ   EQ  C   AAP KVL  KT AD  RR AEA.  DPKK. 
Pseudomonas_protegens_WP_041115159.1:9-454                     c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLFQAG    G  FA  HAE VFI   N    K  V  VR  A    GR     I  .          S DR LL  GR   C   SGQ KAAT AQ DK  AS VAA.  NPED. 
Pseudomonas_synxantha_WP_057024776.1:4-449                     c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLFQAG    G  FA  HAE VFI   N    K  V  VR  A    GR     I  .          S ER LL  GR   C   SGQ KAST TQ DK  AS VEA.  NPDD. 
Rhizobium_leguminosarum_WP_128409501.1:2-451                   c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPLLFQAG    G  FAA HAE VFI   N   AR  V  LR  A    GR     L  .          A AR QD   R   C   AGP PKA  PT DA  AK EEF.  GADA. 
Pseudomonas_chlororaphis_WP_038359779.1:6-451                  c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLFQAG    G  FA  HAE VFI   N    K  V  VR  A    GR     I  .          S DR LL  GR   C   SGQ KPST VQ DK  AS VEA.  NPED. 
Pseudomonas_syringae_90_WP_024642725.1:1-456                   c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLYQAG    G  FAA HAE VFV   S   LK  V  IR       GR     V  .          A SR RQ   E   C   AAP KVL  KT AD  RRTAEA.  DPSK. 
Collimonas_fungivorans_WP_061540754.1:4-453                    c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLYQAG    G  FAA HAE VFI       AR  V  LR  A    GR     L  .          A DR QQ   A   C   SSQKPEA  KL SD  DQ QLA.  RRED. 
Rhizobium_leguminosarum_WP_116409027.1:2-451                   c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPLLFQAG    G  FAA HAE VFI   T   AR  V  LR  A    GR     L  .          A AR QD   R   C   ASP PGA  PT DA  AK ERF.  GGAA. 
Microvirga_ossetica_WP_099511173.1:1-454                       c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLYQAG    G  FA  HAE VF    N   AR  I  IR  A    GR     V  .          S TR RE  SK   C  TGGP PIV  DI AD  AG ASQ.  NPQD. 
Pseudomonas_caspiana_WP_087268376.1:4-451                      c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               S  QRTPVLFQAG    G  FA  HAE VFI   N    R  V  VR  A    GR     I A.          S DR LQ  GQ   C   SGQ KAAT EQ DK  AS VAA.  NPQD. 
Pseudomonas_lundensis_WP_048375063.1:4-451                     c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLFQAG    G  FA  HAE VFI   T    R  V  VR  A    GR     I  .          S DR LA  GR   C   SGQ KSAT QQ DK  AS EAA.  NPDD. 
Caballeronia_mineralivorans_WP_047894899.1:4-456               c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLFQAG    G  FAI HAE VFV   S    R  V  LR  A    GR     L  .          S GR QA   R   C   SSQ KEST KL DA  KQ AGA.  DPAS. 
Pseudomonas_paralactis_WP_057702387.1:4-450                    c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLFQAG    G  FA  HAE VFI   N    K  V  VR  A    GR     I  .          S ER LL  GR   C   SGQ KAAT QQ DK  AS VEA.  NPAD. 
Pseudomonas_taetrolens_WP_048381143.1:4-453                    c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLFQAG    G  FA  HAE VFI   T    K  V  VR  A    GR     I  .          S DR LV  GR   C   SGQ KAAT RQ DK  AS LAA.  NADD. 
Pseudomonas_psychrophila_WP_123750761.1:4-450                  c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLFQAG    G  FA  HAE VFI   T    K  V  VR  A    GR     I  .          S DR LA  GR   C   SGQ KAAT LQ DR  AS AAS.  NPDD. 
Collimonas_arenae_100_WP_061532973.1:4-454                     c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPLLYQAG    G  FAA HAE VFI       AR  V  LR  A    GR     L  .          A DR QQ   R   C   SSQKPEA  KL AD  DQ EMA.  QRND. 
Pseudomonas_viridiflava_WP_122210720.1:4-451                   c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLFQAG    G  FA   AE VFI   N    R  V  VR  A    GR     I  .          S ER LQ  GQN  C   SGQ KAST EQ DK  AS VQA.  NPDD. 
Kocuria_varians_WP_068470402.1:1-454                           c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPLIFQAG    G  FA  HAE VFI        R     IR  A    GR     V  .          A SR QA  GR   A   GGTRPDLT YMTDK  EQ QAQ.  DPED. 
Pseudomonas_wadenswilerensis_WP_115084816.1:4-455               c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLFQAG    G  FA  HAE VFI   N    R  V  VR  A    GR     I  .          S ER LS  GS   C   SGQ KAAT AQ DK  AA VAA.  DPQA. 
Pseudomonas_syringae_WP_011266344.1:4-452                      c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLFQAG    G  FA   AE VFI   N    R  V  VR  A    GR     I  .          S ER LQ  GQN  C   SGQ KAAT EQ DK  AS VQA.  NPED. 
Pseudomonas_sp._286_105WP_122415793.1:4-453                    c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLFQAG    G  FA   AE VFI   N    R  V  VR  A    GR     I  .          S ER LQ  GEN  C   SGQ KAST EQ DK  AS VQA.  NPDD. 
Geobacillus_vulcani_WP_031406843.1:1-461                       c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLYQAG    G  FAA HAE VFV   S   L   I  IR  A    GR     L  .          S ER RA   K   C   GAP PER SFY QD  QR ERY.  DPQQ. 
Geobacillus_icigianus_WP_033018365.1:1-461                     c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLYQAG    G  FAA HAE VFV   S   L   I  IR  A    GR     L  .          S ER RA   K   C   GAP PER SFY QD  QR ERY.  DPQQ. 
Pseudomonas_floridensis_WP_083182568.1:4-453                   c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLFQAG    G  FA   AE VFI   N    R  V  VR  A    GR     I  .          S ER LQ  GQN  C   SGQ KAST EQ DK  AS VQA.  NPND. 
Pseudomonas_asturiensis_WP_073167523.1:4-451                   c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLFQAG    G  FA   AE VFI   N    R  V  VR  A    GR     I  .          S ER LQ  GQN  C   SGQ KAST EQ DK  AS VQA.  NPDD. 
Geobacillus_vulcani_110_WP_031406843.1:1-461                   c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLYQAG    G  FAA HAE VFV   S   L   I  IR  A    GR     L  .          S ER RA   K   C   GAP PER SFY QD  QR ERY.  DPQQ. 



Pseudomonas_syringae_WP_024682626.1:4-452                      c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLFQAG    G  FA   AE VFI   N    R  V  VR  A    GR     I  .          S ER LQ  GQN  C   SGQ KAAT EQ DK  AS VQA.  NPED. 
LadAalpha_Geobacillus_thermoleovorans_BAM76377.1               c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLYQAG    G  FAA HAE VFV   S   L   I  IR  A    GR     L  .          S ER RA   K   C   GAP PER SFY QD  QR ERY.  DPQQ. 
Tsukamurella_pseudospumae_WP_068746786.1:1-457                 c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRSPVIYQAG    G  FA   AE IFV   T   LK  V  VR  L    GR     A  .          A PR LK  TEN  A   AAP KAI  DV RT  EG VAN.  DPYS. 
Kocuria_sp._Marseille-P3598_WP_085529073.1:5-456               c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVIFQAG    G  FA  HAE VFV        R     IR  A    GR     V  .          A SR QA  GR   A   GGLRPDLT YMTDK  DE EAA.  NRDD. 
Microvirga_aerophila_WP_114188789.1:1-456                      c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLYQAG    G  FAA HAE VFL   N    R  V  VR  A    GR     V  .          A AR KD   S   C   YGP KEQT KA ED  QR AKL.  DPNG. 
Burkholderia_ubonensis_WP_071760483.1:5-455                    c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLYQAG    G  FA  HAE VFV   S   AR  V  IR  A    GR     I  .          A AR VE  GR   C   NGQ KAA  AA LD  AA ARQ.  DPAS. 
Achromobacter_marplatensis_WP_006226823.1:4-450                c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLYQAG    G  FAA HAE VFV   T   LR  V  VR  V    GR     I  .          S GR QA   R   C   SSQ KEG  KL AE  ES ARE.  SPRD. 
Acinetobacter_baumannii_WP_070165746.1:1-443                   c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLYQAG    G  FA   AE VFI   S    K  V  IR  L    GR     V  .          A SR QK  SQN  C   AAP KIAT KV QG  QK VQE.  DPYS. 
Labedella_phragmitis_WP_128496094.1:1-453                      c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               S  QRSPVIYQAG    G  FAA  AE IFV   T   L   V  IR  L    GR     A I.          A PR IR   SN  A   ASS KAG AAT GR  DA EAA.  DRYA. 
Nocardia_cyriacigeorgica_120_WP_130918184.1:1-453               c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVIYQAG    G  FAA  AE IFI   S   L   V  VR  L    GR     A  .          A PR VR   EN  A   AGP KRV AQT SR  DA EAA.  DRYA. 
Nocardia_cyriacigeorgica_WP_130918184.1:1-453                  c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVIYQAG    G  FAA  AE IFI   S   L   V  VR  L    GR     A  .          A PR VR   EN  A   AGP KRV AQT SR  DA EAA.  DRYA. 
Mycobacterium_sp._1164985.4_WP_067298521.1:1-453               c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVIYQAG    G  FAA  AE IF    T   LR  V  IR  L    GR     V  .          S PR VR   EN  A  TASP KEI  QT ST  QE EIA.  DPYS. 
Rhodococcus_sp._1R11_WP_135042739.1:1-449                      c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVIFQAG    G  FAA  AE IFV   T   L   V  IR  L    GR     A  .          A PR VR   QN  A   GAP KEI AQT SN  RA QDA.  DPHS. 
Erwinia_amylovora_WP_004157587.1:5-459                         c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLYQAG    G  FAA HAE VFV   S   LK  V  IR  A    GR     I  .          A SR KR   E   C   AAP KVL  KT AD  RR AET.  DPRS. 
Ralstonia_mannitolilytica_WP_102079134.1:4-451                 c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLFQAG    G  FAA HAE VFI   N   AR  V  LR  L    GR     I  .          S GR QR   R   C   SPP KEA  QT AA  EQ LAA.  RPDD. 
Leifsonia_flava_WP_135120808.1:15-465                          c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRSPVIYQAG    G  FAA  AE IFV   T   LK  V  IR  L    GR     A  .          A PR IG   AN  A   AAP KEV  ST ER  DA EAA.  DRYS. 
Cryobacterium_roopkundense_WP_084141147.1:1-453                c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               S  QRSPVIYQAG    G  FAA  AE IFV   T   L   V  IR  L    GR     A T.          A PR IT   EN  A   AAS KPQ TAT KK  DA EAE.  DRYA. 
Cupriavidus_pauculus_WP_101681197.1:1-455                      c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLYQAG    G  FAA HAE VFV       VK  V  IR  A    GR     V  .          S TR RC   T   C   NGQKKEG  EI DD  AQ VQL.  QADD. 
Rhizobium_sp._BK333_130_WP_133704837.1:2-454                   c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPLLFQAG    G  FAA HAE VFI   T   AK     LR  A    GR     L  .          A AR QD   R   C   ASP PQG  PMTDA  QR VDF.  RADD. 
Caballeronia_mineralivorans_WP_047846789.1:1-454               c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLYQAG    G  FAA HAE VFV   T   LK  V  VR  A    GR     L  .          A GA KA   Q   C   AAP KEV  SY AD  HQ AEA.  NAAG. 
Nocardia_altamirensis_WP_069163049.1:1-454                     c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVIYQAG    G  FAA  AE IFI   S   L   V  IR  L    GR     A  .          A TR VR   EN  A   AAP KRL AQT SR  DA VAA.  DRYS. 
Cupriavidus_sp._P-10_WP_116322758.1:1-452                      c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLYQAG    G  FA  HAE VFV   T   L   V  MR  A    GR     L  .          S PK QA  GR   C   SSP KHV TNT KT  AA VQQ.  CPED. 
Serratia_sp._S1B_WP_116726564.1:1-452                          c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLYQAG    G  FA   AE VFI   S   AK  V  IR  L    GR     V  .          A SR QQ  SQN  C   APP KAA  KV QG  AK VEQ.  DPYS. 
Pseudomonas_putida_WP_043864435.1:1-452                        c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLYQAG    G  FAA  AE VFV   S   LK  V  VR  A    GR     I  .          A TR RA   AN  C   AAP KTV  NQ AQ  AA VAA.  APGD. 
Pseudomonas_aeruginosa_WP_023084248.1:4-453                    c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLFQAG    G  FAA HAE VFV   T    R  V  IR  V    GR     I  .          S ER LA   R   C   SGQ REAT QL QR  AA VGA.  RAED. 
Pseudomonas_mucidolens_WP_084381795.1:9-455                    c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLFQAG    G  FA  HAE VFI   N    K  V  VR  A    GR     I  .          S ER LL  GR   C   SGQ KAAT LQ DK  AS VQD.  NADD. 
Pseudomonas_poae_WP_060549803.1:4-450                          c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLFQAG    G  FA  HAE VFI   T    K  V  VR  A    GR     I  .          S DR LL  GR   C   SGQ RAAT AQ DK  AS VQA.  NAQD. 
Pseudomonas_chlororaphis_WP_123573412.1:9-454                  c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLFQAG    G  FA  HAE VFI   N    R  V  VR  A    GR     I  .          S DR LL  GR   C   SGQ KAST AQ DK  AS VAA.  NPED. 
Janthinobacterium_lividum_140_WP_072454679.1:1-44               c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPLLYQAG    G  FAA HAE  FV   S   VK  A  LR  V    GR     L  .          T PR TR   R   AT  SGP KTV  RY DD  AA RQS.  DGDA. 
Haladaptatus_cibarius_WP_049970513.1:4-446                     c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLYQAG    G  FAA  AE LFV   T   VK  V  VR  A    GR     L  .          S ER RN   NN  A   SQP TEA  SY ED  ER TEV.  NGDE. 
Arthrobacter_luteolus_WP_066298473.1:1-443                     c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPAIFQAG    G  F A HAE IFL        R      R       GR     A  .          A AR RR G R   G   NSIRPDLT RTTDAT DEFEAA.  PRDA. 
Geobacillus_sp._ZGt-1_WP_047758532.1:1-436                     c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLYQAG    G  FAA HAE VFV   S   L   I  IR  A    GR     L  .          S ER RA   K   C   GAP PER SFY QD  QR ERY.  DPQQ. 
Lysinibacillus_composti_WP_124766485.1:4-458                   c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLFQAG    G  FAA  AE IFI   N   AK  V  IR  I    GR     V  .          A TK RA   RN  L   GAP IAA  ET RK  ED QKT.  SQDE. 
Microcella_putealis_WP_130486201.1:20-474                      c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVIYQAG    G  FAA  AE IFV   T   LR  V  IR  L    GR     A  .          A PR VA   GN  A   AAP KEV  GT TR  DA EAA.  DRYA. 
Pseudomonas_nitroreducens_WP_037016976.1:1-453                 c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLYQAG    G  FAA  AE VFV   T   LR  V  LR  A    GR     V  .          A SR KA   GN  C   AAP KNI  DQ AD  RL VEA.  QPDD. 
Acinetobacter_wuhouensis_WP_130168784.1:1-453                  c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLYQAG    G  FA   AE IFI   S   AK  V  IR  L    GR     V  .          A SR QQ  SQN  C   APP KIA  KV QS  QK REE.  DPYS. 
Bradyrhizobium_sp._YR681_WP_008144663.1:1-454                  c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLYQAG    G  FAA HAE VFM   S   I   V  IR  A    GR     I  .          T PR RQ   K   C   SGP AKI APR AA  EE AKF.  NPAE. 
Schumannella_sp._10F1D-1_WP_141164655.1:10-460                 c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVIYQAG    G  FAA  AE IFV   S   LR  V  IR  L    GR     A  .          A SR IG   GN  A   AAP KEV  ST SK  DA EAA.  DRYS. 
Pseudomonas_coronafaciens_150_WP_122355187.1:4-45               c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLFQAG    G  FA   AE VFI   N    R  V  VR  A    GR     I  .          S ER LQ  GQN  C   SGQ KTAT EQ NK  AS VQA.  NPED. 
Pseudomonas_syringae_WP_003430238.1:4-452                      c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLFQAG    G  FA   AE VFI   N    R  V  VR  A    GR     I  .          S ER LQ  GQN  C   SGQ KAAT EQ DK  AS VQA.  NPED. 
unclassified_Rhodococcus_WP_094682261.1:1-449                  c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVIFQAG    G  FAA  AE IFV   T   L   V  VR  L    GR     A  .          A PR VR   QN  A   GAP KEI AQT SN  RA RDA.  DPYS. 
Hafnia_alvei_WP_046449330.1:6-449                              c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPLLYQAG    G  FAA HAE  FV   T   MK  V  LR  A    GR     L  .          S KR IQ   R   CT  NGA PQA  AQ NT  QA VAA.  RADS. 
AS9A_3890_Hoyosella_subflava_WP_013808677.1:1-453               c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVIYQAG    G  FA  HAE IFV   S   LK  V  IR  L    GR     A  .          A PR VR  SE   A   AAP KRV  ET RR  SG VAA.  APYS. 
Acinetobacter_baumannii_WP_000995600.1:1-443                   c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLYQAG    G  FA   AE VFI   S    K  V  IR  L    GR     V  .          A SR QK  SQN  C   AAP KIAT KV QG  QK VQE.  DPYS. 
Agrobacterium_sp._B133/95_WP_065696417.1:2-454                 c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPLLFQAG    G  FAA HAE VFI       AK     LR  A    GR     L  .          A AR QD   R   C   ASPVPQG  PMTDA  QR VDF.  RADD. 
Microbacterium_sp._KROCY2_WP_024289149.1:1-453                 c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPLIFQAG    G  FA  HAE VFI        R     IR  V    GR     V  .          A SR QA  GK   A   GALRPDLT YMTDR  DK EAE.  DRND. 
Variovorax_paradoxus_WP_012747040.1:6-452                      c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLFQAG    G  FAA HAE VFI   S   AR  V  LR  L    GR     V  .          S GR QR   R   C   SPP KEA  QT QA  EQ VQA.  RPDD. 
Methylobacterium_radiotolerans_WP_076730229.1:5-4               c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLYQAG    G  FA  HAE VFI       AR  V  IR  A    GR     V  .          A GR RA  GR   C   SARDPAT  ES RA  AE VAA.  NPDD. 
Streptomyces_sp._BK215_WP_132915265.1:7-452                    c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP  RTPVLFQAG    G  FAA HAE  FI   N   AR  I  VR  A    GR     I  .L         S EA RS   R   GT  LAP PLA  TN DD  AR TAA.  RPED. 
Geobacillus_thermodenitrificans_160_WP_008880416.               c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPLLYQ G    G  FAA HAE VFV   S   IR  I  IR  A    GR     L  .        T S DR RA   K   C   GAP PER  SY QD  QQ ERY.  DPQQ. 
Pseudomonas_aeruginosa_WP_132556951.1:356-785                  c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLFQAG    G  FAA HAE VFV   T    R  V  IR  V    GR     I  .          S ER LA   R   C   SGQ REAT QL QR  AA VGA.  RAED. 
Penicillium_solitum_OQE02104.1:14-471                          c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVI QAG    G  FAA HAE IFV   S   V   V  IR  A    GR     I  .      L   T KA KT   Q   A   AGH PAV AKN KE  EL QSEY  DPQS. 
Penicillium_vulpinum_OQE05502.1:12-469                         c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVI QAG    G  FAA HAE IFV   S   V   V  IR  A    GR     I  .      L   T KA KT   Q   A   AGH PAV AKN RE  EL QSQY  DPQS. 
Clavibacter_michiganensis_WP_045526194.1:1-454                 c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVVFQAG    G  FAA H E IFI   T    R     IR  A    GR     V  .          A PR RE   K G A   NGL PELT PVTDD  DR ERI.  PRDS. 
Glutamicibacter_creatinolyticus_WP_054821484.1:6-               c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               S  QRTPVIYQAG    G  FAA  AE VFV   T   LK  V  IR  A    GR     I T.          A SR VK   EN  A   TSP REM  AT TK  DA EAA.  DRYD. 
Campylobacter_sp._P0078_WP_086237522.1:4-454                   c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               S  QRTPVLFQAG    G  FAA HAE IFI        K  V  VR  L    GR     A I.          N PR LE   K   A   APIAKAYT DA KQ  QA IKA.  NPYS. 
Pseudomonas_furukawaii_WP_003454569.1:1-447                    c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPLLFQAG    G  FA  HAE VFI   N   VR  V  VR  A    GR     I  .          S AR LK  GN   C   GGQ KEA  AQ DK  AA VAA.  PADA. 
Leucobacter_triazinivorans_WP_130111548.1:1-442                c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPLVFQAG    G  FAA HAE IFI   T   AR  V  IR  L    GR     A  .          A PR IR   R   A   ASP NAV  KS DA  SG VEA.  SPDA. 
Aspergillus_brasiliensis_CBS_101740_OJJ68286.1:12               c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVI QAG    G  FAA HAE IFV   S   V   I  IR  A    GR     I  .      L   T KA KA   Q   A   AGH PSV AKN AE  ET KTQF  DPTS. 
Aspergillus_udagawae_170_GAO89440.1:15-472                     c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVI QAG    G  FAA HAE IFV   S   V   I  IR  A    GR     I  .      L   T KA KT   Q   A   AGH PAV AKN AE  AM QADF  DPKS. 
Aspergillus_flavus_RMZ37351.1:15-472                           c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVI QAG    G  FAA HAE IFV   S   V   V  IR  A    GR     I  .      L   T KS KA   Q   A   AGH PVV AKN AE  EL KTQF  DPQS. 
Aspergillus_flavus_RAQ54081.1:15-472                           c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVI QAG    G  FAA HAE IFV   S   V   V  IR  A    GR     I  .      L   T KS KA   Q   A   AGH PVV AKN AE  EL KTQF  DPQS. 
Penicillium_arizonense_XP_022490779.1:12-469                   c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVI QAG    G  FAA HAE IFV   S   V   V  IR  A    GR     I  .      L   T KA KT   Q   A   AGH PSV AKN KE  EL ATEF  DPRS. 
Salinibacterium_sp._CGMCC                                      c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVIFQAG    G  FAA  AE IFV   T   LK  V  IR  L    GR     A  .          A PR ID   NN  A   ASP KEI  AT GR  DA EAA.  DRYS. 
Aspergillus_fumigatus_OXN06785.1:14-471                        c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVI QAG    G  FAA HAE IFV   S   V   I  IR  A    GR     I  .      L   T KA KT   Q   A   AGH PVV AKN AE  AT QAQF  DPKS. 
Aspergillus_lentulus_GAQ10210.1:7-464                          c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVI QAG    G  FAA HAE IFV   S   V   I  IR  A    GR     I  .      L   T KA KT   Q   A   AGH PAV ARN AE  AM QAQF  DPKS. 
Aspergillus_flavus_RAQ66103.1:15-472                           c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVI QAG    G  FAA HAE IFV   S   V   V  IR  A    GR     I  .      L   T KS KA   Q   A   AGH PVV AKN AE  EL KTQF  DPQS. 
Aspergillus_fumigatus_OXN22894.1:14-471                        c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVI QAG    G  FAA HAE IFV   S   V   I  IR  A    GR     I  .      L   T KA KT   Q   A   AGH PVV AKN AE  AT QAQF  DPKS. 
Aspergillus_nidulans                                           c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVI QAG    G  FAA HAE IFV   S   V   V  IR  A    GR     I  .      L   T KA KT   Q   A   AGH PSV AKN AE  EL KSQY  DPSS. 
Penicillium_nalgiovense_OQE79848.1:14-471                      c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVI QAG    G  FAA HAE IFV   S   V   V  IR  A     R     I  .      L   T KA KT   Q   A   AGH PAV AKN KE  EL QSEYR DPQS. 
Aspergillus_wentii                                             c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               S  QRTP LFQAG    G  F   H E IFV   T   VR  V  IR  A    GR     I L.    F     V EA NG GGK G A   GGQ PEI  AT DN  RV EGE.  DPNH. 
Gordonia_iterans_WP_105943624.1:1-453                          c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVIYQAG    G  FAA  AE VFV   T   LR  V  IR  L    GR     A  .          A PR RR   QN  A   AAP KTI  EL GK  EE VAA.  GPYD. 
Azotobacter_beijerinckii_WP_090735436.1:4-454                  c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPLLFQAG    G  FA  HAE VFI   N   V   V  VR  A    GR     V  .          T ER RR  GR   G   TGQ PQG AEQ RQ  AE VAA.  PADA. 
Staphylococcus_sp._NAM3COL9_WP_057513692.1:4-453               c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLFQAG    G  FAA HAE VF    S   LK  V  IH  A    GR     I  .          A EK KT   K   A  TKHT VES  RY DD  TR EQH.  SKED. 
Acidovorax_sp._56_WP_099656603.1:11-450                        c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               S  QRTPVIYQAG    G  FAA HAE VFI   N   VR  V  LR  A    GR     L L.          T DR KA   R   A   SGN KAL  ES VA  QA ADA.  APED. 
Paenibacillus_sp._BIHB4019_WP_099518466.1:1-456                c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVIFQAG    G  FAA HAE IFL   T   LR  I  IR  A    GR     V  .          S GR RA   K   G   KAP TEV  DQ AD  RR AEY.  DPAA. 
Penicillium_antarcticum_OQD90033.1:5-465                       c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTP I QAG    G  FAA HAE VFL       VR  V  IR  A    GR     I  .    F L   T TS KA   K   A   HAQKPEL  PS DS  QQ AEL.  NPQD. 
Aspergillus_oryzae_RIB40_190_XP_001823703.1:9-463               c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTP LFQAG    G  F   H E IFV   T   VR  V  IR  A    GR     I  .    F     V EA NG GGK G A   GGQ PEG  VT DN  KV AEE.  DANH. 
Fusarium_oxysporum_f._sp._pisi                                 c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPLI QAG    G  FAA HAE IFV   S   V   I  IR  A    GR     I  .      L   T KA KN   K   A   AGH PVT AKN AE  TL KEQF  DPKA. 
Colletotrichum_fructicola_Nara_gc5_ELA35345.1:18-               c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTP LFQAG    G  F   H E IFI   T   VR  V  LR  A    GR     I  .    F     V EA NG GGK G A   GGQ IEG  KT DN  KI AEE.  DPNH. 
Micrococcus_luteus_WP_041104460.1:19-468                       c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               S  QRTPVIYQAG    G  FA  HAE VFI   T   A   V  IR  L    GR     V V.          A TR RA  GK   A   NSP KEL AAT KK  QS VDA.  DPYD. 
Aspergillus_awamori_GCB21923.1:12-469                          c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVI QAG    G  FAA HAE IFV   S   V   I  IR  A    GR     I  .      L   T KA KA   Q   A   AGH PSV AKN AE  ET KTQF  DPAG. 
Aspergillus_niger_CBS                                          c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVI QAG    G  FAA HAE IFV   S   V   I  IR  A    GR     I  .      L   T KA KA   Q   A   AGH PSV AKN AE  ET KTQF  DPAG. 
Aspergillus_lacticoffeatus_CBS_101883_XP_02545389               c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVI QAG    G  FAA HAE IFV   S   V   I  IR  A    GR     I  .      L   T KA KA   Q   A   AGH PSV AKN AE  ET KTQF  DPAG. 
Aspergillus_wentii_DTO_134E9_OJJ40237.1:14-471                 c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               S  QRTPVI QAG    G  FAA HAE IFV   S   V   V  IR  A    GR     I R.      L   T KA KT   Q   A   GGH PSV AKN AE  QL QTEF  DPQS. 
Aspergillus_indologenus_CBS_114.80_PYI31207.1:11-               c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVI QAG    G  FAA HAE IFV   S   VK  I  IR  A    GR     I  .      L   T KA KL   Q   A   AGH PSV  NN AE  EL ATRF  DGTS. 
Aspergillus_fischeri_NRRL_181_XP_001264002.1:14-4               c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVI QAG    G  FAA HAE IFV   S   V   I  IR  A    GR     I  .      L   T KA KT   Q   A   AGH PAV AKN AE  AM QAQF  DPKS. 
Penicillium_coprophilum_200_OQE46388.1:11-466                  c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTP LFQAG    G  F   H E IFI   T    R  V  IR  A    GR     I  .    F     V EA GR GGK G A   GGQ PEGT LT DN  NI KQQ.  DPNH. 
Cupriavidus_taiwanensis_WP_116379876.1:8-454                   c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLFQAG    G  FAA HAE VFI   S   AR  V  LR  L    GR     V  .          S GR QR   R   C   SPP KEA  KT AA  EQ VAA.  RPDD. 
Penicillium_digitatum                                          c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTP I QAG    G  FAA HAE VFV       VR  V  IR  A    GR     I  .    F L   T TA KA   K   A   HAQKPEL  PS DS  QQ AEI.  NPQH. 
Aspergillus_niger_GAQ46262.1:12-469                            c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVI QAG    G  FAA HAE IFV   S   V   I  IR  A    GR     I  .      L   T KA KA   Q   A   AGH PSV AKN AE  ET KTQF  DPAG. 
Aspergillus_nomius_NRRL_13137_XP_015412385.1:15-4               c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVI QAG    G  FAA HAE IFV   S   V   V  IR  A    GR     I  .      L   T KS KA   Q   A   AGH PVV AKN AE  EL KTQF  DPQS. 
Aspergillus_aculeatus_ATCC_16872_XP_020055010.1:1               c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVI QAG    G  FAA HAE IFV   S   VK  I  IR  A    GR     I  .      L   T KS KL   Q   A   AGH PSV  NN AE  EL ASQF  DGTS. 
Penicillium_brasilianum_OOQ84969.1:19-474                      c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTP LFQAG    G  F   H E IFI   T    R  V  IR  A    GR     L  .    F     V EA NG GGK G A   GGQ PEAT AT EN  KI QQE.  DPNH. 
Penicillium_subrubescens_OKP15100.1:19-474                     c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTP LFQAG    G  F   H E IFI   T    R  V  IR  A    GR     L  .    F     V EA NG GGK G A   GGQ PETT AT EN  KI QQE.  NPNH. 
Trichoderma_arundinaceum_RFU80530.1:19-474                     c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTP LFQAG    G  F   H E IFV   T   VR  V  IR  A    GR     I  .    F     V EA NG GGK G A   GGQ PEG  KT DN  DV RKE.  DPNH. 
Aspergillus_thermomutatus_210_XP_026614594.1:15-4               c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVI QAG    G  FAA HAE IFV   S   V   I  IR  A    GR     I  .      L   T KA KT   Q   A   AGH PAV AKN AE  TT QGQF  DPQS. 
Serratia_liquefaciens_WP_044551273.1:4-449                     c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPLLFQAG    G  FAA HAE  FV   T   MK  V  LR  A    GR     L  .          S SR IQ   R   CT  NHA PAV  AQ DK  NA VAA.  QRQD. 
Micrococcus_luteus_WP_065572847.1:19-468                       c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               S  QRTPVIYQAG    G  FA  HAE VFI   T   A   V  IR  L    GR     V V.          A TR RA  GK   A   NSP KEL AAT KK  QA VDA.  DPYD. 
Halolamina_rubra_WP_049979911.1:1-449                          c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVIYQAG    G  FAA  AE VF    T   VR  V  V   A    GR     I  .          S EY RD   AN  A  CSQP EEG  EY ED QQR ADA.  DEDS. 
Acinetobacter_pittii_WP_075382847.1:7-452                      c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               S  QRTP LFQAG    G  FA  HAE VFI       IR  V  IR  A    GR     I I.    T     A PK MQ  TR   C   GGDKPEK  EQ KK  AL EQQ.  SADD. 
Corynebacterium_variabile_WP_052302534.1:2-464                 c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVIFQAG    G  FAA HAE VFV   T   L   V  L   L    GR     V  .          A SR ST   D   A   AAP KEA AST RT TAK ADA.  SRED. 
Aspergillus_luchuensis_GAT21254.1:12-471                       c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVI QAG    G  FAA HAE IFV   S   V   I  IR  A    GR     I  .      L   T KA KA   Q   A   AGH PSV AKN AE  ET KTQF  DPAG. 



Aspergillus_luchuensis                                         c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVI QAG    G  FAA HAE IFV   S   V   I  IR  A    GR     I  .      L   T KA KA   Q   A   AGH PSV AKN AE  ET KTQF  DPAG. 
Aspergillus_bombycis_XP_022386026.1:15-472                     c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVI QAG    G  FAA HAE IFV   S   V   V  IR  A    GR     I  .      L   T KS KA   Q   A   AGH PVV AKN AE  EL KTQF  DPQS. 
Agrobacterium_vitis_WP_070163524.1:1-454                       c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLYQAG    G  FAA HAE VFV   T   LK  V  IR  A    GR     L  .          A GP KK   E   C   AAP KSV  AY AE  QQ AAA.  DPNA. 
Pseudomonas_psychrotolerans_220_WP_074584491.1:5-               c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               S  QRTPVLFQAG    G  FA  HAE VFI        R  V  VR  A    GR     I R.          S DR LA  GR   C   SGQDQAAT AQ ER  GA AAA.  RADD. 
Micrococcus_yunnanensis_WP_135040276.1:19-468                  c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               S  QRTPVIYQAG    G  FA  HAE VFI   T   A   V  IR  L    GR     V V.          A TR RA  GK   A   NSP KEL AAT KK  QA VDA.  DPYD. 
Acinetobacter_calcoaceticus_WP_004642549.1:7-452               c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               S  QRTP LFQAG    G  FA  HAE VFI       IR  V  IR  A    GR     I V.    T     A PK MQ  TR   C   GGDKPEK  EQ KK  AL EQQ.  AGDD. 
Penicillium_brasilianum_CEO59775.1:15-472                      c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVI QAG    G  FAA HAE IFV   S   V   V  IR  A    GR     I  .      L   T KA KT   Q   A   AGH PSV AKN AE  QL KTEF  DPQS. 
Aspergillus_cristatus_ODM22551.1:12-469                        c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPLI QAG    G  FAA HAE IFV   S   VK  I  IR  A    GR     I  .      L   T KA KT   Q   A   GGH PSV  KN AE  EM KTQF  DPAS. 
Pseudomonas_taiwanensis_WP_027907363.1:1-446                   c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLFQAG    G  FAA HAE VFI   T   LR  A  IR       GR     V  .          A AR QQ   R   C   SGP PTV  RY EG  QASDAQ.  GRDE. 
Acidovorax_avenae                                              c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLFQAG    G  FAA HAE VFM        R  V  LR  V    GR     V  .          S GR LR   R   C   STQDKDST EL RA  AE VRA.  HPDD. 
Staphylococcus_pseudintermedius_WP_101431388.1:4-               c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLFQAG    G  FAA HAE VF    S   LR  V  IR  A    GR     I  .          A EK KT   K   A  TKHT IES  AY TD  TR QQF.  NGED. 
Rhodococcus_triatomae_WP_081607437.1:2-451                     c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               S  QRTPALFQAG    G  FAA HAE VFL   S   LR  V      A    GR     L R.          A SA RE   K   A   VDT VNS  RS DATTEL RTL.  SRSD. 
Alcaligenes_sp._RS4_230_WP_128393375.1:4-450                   c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLYQAG    G  FA  HAE VFI       AK     LR       GR     V  .          S GR RQ  SR   C   AASDPAT  AASTK  QDFVNA.  QADD. 
Gibbsiella_quercinecans_WP_121552947.1:7-454                   c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPLLFQAG    G  FAA HAE  FV   T   MK  V  LR  V    GR     L  .          A AR IR   R   CT  NGA PSA  AQ DK  AA VEA.  AAED. 
Acinetobacter_ursingii_WP_044435211.1:5-452                    c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               S  QRTPVLFQAG    G  FA  HAE IFI   Q   IR  V  IR  A    GR     I I.          A PR LA  TA   C   GGD PKK  QQ DK  EL VQQ.  QADD. 
Erwinia_typographi_WP_034887712.1:4-447                        c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPLLFQAG    G  FAA HAE  FV   S   MR     LR  A    GR     L  .          S AR IQ   R   CS  NAS PAA  QQTQR  QA LDA.  RADD. 
Trichoderma_harzianum_KKP01913.1:14-470                        c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVI QAG    G  F A  AE IFV   S   I   I  IR  A     R     I  .      M   T KA KA S KN  A   AGH PSV AKN AD  AA RDEYN DPST. 
Fusarium_graminearum_235_CEF79766.1:12-466                     c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPLL QAG    G  FAA HAE IF        AK  I  IR  A     R     I  .      L   A KA KL   Q   A  TSAHAPAV  KN AE  QT KDTFN NPNN. 
Gordonia_alkanivorans_WP_006357654.1:10-461                    c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP Q SPVIYQAG    G  FAA  AE IFV   T   LR  V  IR  L    GR     A  . G        A PR RR   DN  A   AAP KAI  DV SK  EE VLA.  DPYD. 
Acinetobacter_radioresistens_WP_111281495.1:5-455               c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLFQAG    G  FA  HAE IFI       IK  V  IR  A    GR     I  .          A PR LT  TQ   A   GGDKPEK  QQ EK  SL TAQ.  EAEA. 
Mesorhizobium_plurifarium_WP_073985566.1:5-458                 c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLFQAG    G  FAA HAE VFI       AR  V  VR  A    GR     L  .          V GV RE   R   G   AVHRPDL  KI DD  AR ERL.  DPQS. 
Oceanobacillus_halophilus_WP_121203049.1:1-454                 c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLFQAG    G  FAA HAE VF    S   LK     LR       GR     I  .          A PR RD   K   A  TKGH LEA  SYTKD  NRTIQQ.  KGED. 
Acinetobacter_tandoii_240_WP_100241535.1:7-457                 c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVLYQAG    G  FA  HAE IFI   Q   IK  V  IR  A    GR     V  .          A PR LT  TQ   G   GGD PEK  QQ DK  AL VSQ.  DANS. 
Burkholderia_plantarii_WP_042624083.1:1-457                    c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPLLFQAG    G  FAA HAE IFL   T   LR  A  IR  L    GR     A  .          G AR TR   R   C   GAP RNG  SS RA  QA VDA.  APDS. 
Alcaligenes_faecalis_WP_094195208.1:6-457                      c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               S  QRTPLLFQAG    G  FA  HAE VFI   T   AR     LR  A    GR     L A.          T AR LQ  GQ   G   GAG PEA  ESSRK  QA VDA.  RAQD. 
Bradyrhizobium_arachidis_WP_092214516.1:1-453                  c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               S  QRTP LFQAG    G  FAA HAE VFL   S       V   R  A    GR     I L.    F     A NR KD   R   A   GEH KAPTAAN AET AR RAF.  DGRD. 
Cupriavidus_plantarum_WP_109583068.1:1-458                     c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPLLFQAG    G  FAA HAE IFV   T   LR  V  LR  L    GR     V  .          G DR TR   R   C   GAP PAG  RT DR  DA REA.  DPAS. 
Variovorax_sp._770b2_245_WP_093443018.1:5-461                  c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPLLFQAG    G  FAA HAE VFV           I  L   L    GR     V  .          A PR TA   R   V   PNQGLKATAQV RK EAA TAV.  TRDS. 
RZJ22128.1:4-447                                               c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                                  Q  PVI QAG    G   A   AE IF    N   A      VK  L    GR     LV.. GY   V   Q ED REL GKY  V  TAQQ LAD QEFYRD  SR LKY.  HADD. 
LadB_Geobacillus_thermoleovorans_BAM76371.1                    c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                                P    P IY  G        AA  AD   M   T   MK  I  MK  A    GR     LK .AQR P  FG A DIAKEV  KE  VYM WGE FER  ER QE  QK AHY.  T.... 
LadAbeta_Geobacillus_thermoleovorans_BAM76372.1                c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                                P Q  PVL QAG    G  FAA  AE VF    T   A      VK  A    GR     IP . GK   I   S QD IR   HV  V  TAQS LTD QRFYQT  QE ARA.  NPDH. 
Af1_AFLA_024140_XP_002373925.1                                 c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTPVI QAG    G  FAA HAE IFV   S   V   V  IR  A    GR     I  .      L   T KS KA   Q   A   AGH PVV AKN AE  EL KTQF  DPQS. 
Af3_AFLA_58870_XP_002378631.1                                  c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTP L QAG    G  FAA HAE IFL       VR  V  VR  A    GR     I  .    F L   T TA KA   K   A   HGQKPEL  PS DN  QQ QAQ.  DPAS. 
Af4_AFLA_049780_XP_002383105.1                                 c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTP LFQAG    G  FAA HAE IFV   S   LR  I  IR  A    GR     I  .    F     T AA SA   T   A   SSH PAV  PK EN  KL AEQ.  DPRS. 
Af5_AFLA_126060_XP_002381799.1                                 c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               S  QRTPLLFQAG    G  FAA H E MFL        K  V  MR  L    GR     I K.          A SA KR   K S V   PGLEPEKT AV DD  KH AEI.  PTDS. 
Af2_QMW32876.1:9-463                                           c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               SP QRTP LFQAG    G  F   H E IFV   T   VR  V  IR  A    GR     I  .    F     V EA NG GGK G A   GGQ PEG  VT DN  KV AEE.  DANH. 
Yarrowia_lipolytica_CLIB122_YALI0C07546p_XP_50156               c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               S  QRTPVLFQAG    G  FA  HAE VFI   S   IR  V  LR  A           L V.          M SA RA  GK   A   AGP PQL  QT NA  ES GDR......K. 
Rhizobium_sp._CF122_WP007794079.1                              c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                                P Q QPVL QAG    G   AA  AE VF    T   AR     LK  L    GR     LA . G    V   S EP KEL  RT  V  TAHQ IED  GFYSD  GR AKY.  RPEE. 
Acinetobacter_sp._NIPH_2100_LLM                                c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               TP Q  PVI QAG    G   AA  AE IF        A      VK  L    GR     L  . GY   V   Q GP RDL  RY  V  TANQKLED QEFYRD  SR AKY.  SADE. 
Nostoc_sp._PCC_7107_WP_015115963.1                             c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                                P Q  PVI QAG    G   AA  AE IF    T   A      VK  L    GR     LP . GY   V   A EV RDL  RT  V  TANQ LAD QEFYAD  GR AKY.  SPDD. 
Aspergillus_flavus_NRRL3357_uncharacterized                    c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                                  Q  PVI QAG    G   AA  AE VF        AK     IK  A    GR     LPV. GW   V   Q EP KQL  ET  A  CSPRDLES  ALYAD  GR VAA.  DRNH. 
Paenibacillus_curdlanolyticus_WP006037998.1                    c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                                  Q  PVV QAG    G   AA  AE IF    T   A      VK  L    GR     LPI. GH   I   A EP KEL  RT  V  TAWQ LEE QRFYSD  GR ARY.  SPDD. 
LadAbeta_Geobacillus_thermoleovorans_FMN-dependen               c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                                P Q  PVL QAG    G  FAA  AE VF    T   A      VK  A    GR     IP . GK   I   S QD IR   HV  V  TAQS LTD QRFYQT  QE ARA.  NPDH. 
SsuD_1M41                                                      c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                                  Q  P LY  G        AA  VD           VK  I  VR  A    GR     IAIQ PY P  FG S DVAQEL  EQ  LYLTWGEPPEL  EK EQ  AK AAH.  K.... 
Paenibacillus_curdlanolyticus_WP006037998.1                    c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                                  Q  PVV QAG    G   AA  AE IF    T   A      VK  L    GR     LPI. GH   I   A EP KEL  RT  V  TAWQ LEE QRFYSD  GR ARY.  SPDD. 
Bacillus                                                       c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                                    SP IY  G    G   AA H D           VR  I  VR  A    GR     VPVQKP  P  FG S PA QKV  K S VYLTWGEPPEQ  EK AA  KQ EAE.  T.... 
Pseudomonas                                                    c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                                     P LY  G        A   VD           V   I  VR  A    GR     VLQ.RPY P  FG S EAAHEL GEQ  VYLTWGEPLPA AAK AD  QR ARH.  T.... 
LadB_Geobacillus_thermoleovorans_FMN-dependent                 c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                                P    P IY  G        AA  AD   M   T   MK  I  MK  A    GR     LK .AQR P  FG A DIAKEV  KE  VYM WGE FER  ER QE  QK AHY.  T.... 
Pseudomonas_aeruginosa_PAO1_NP_251290.1                        c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                                  S    IY  G        AA HAD   L       V   I  VR  A    GR     LRQ. PHIP  FS S DAAIEV  R   TYM WGEPLAA DGH RR  AA KAQ.  D.... 
Alkanesulfonate                                                c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                                  N T  V   G            AD   L        K  I  I   A    GR      L.. G IP SVG S DEAYRIGGSL  IFG WGEPLKET EQ DR YAE AKA.  AENDRP
Alkanesulfonate                                                c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               T     PV    G            AD   L        K  I  I   A    GR       K.ETI  SV.G S DDAYRIGGAL  IFG WGEPLKET EQ EK YAA EKA.  TDRP..
Aspergillus_niger_ATCC13496_RDH19503.1                         c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                                  N T  V   G            AD   L        K  I  I   A    GR      ANP G IP SVG S DEAYRVGGSL  IFG WGEPLKET EQ DR YAE ERA.  APNDRP
Penicillium_digitatum_Pd1_XP014534980.1                        c                                               dG KddddddddG B  B  KdG KdG KdG   B   KG  B  KG  B    KG     K              S                                               TG    PV    G            AD   L        K  I  I   A    GR        .DSI  SV.G S PEAYRIGGSL  IFG WGEPLKET EQ ER YAE AKA.  PESDRP
Acinetobacter_rudis_WP_016657872.1                             c                                               IH JIIIIIIIIH C  C  JIH JIH JIH   C   JH  C  JH  C    JH     J              S                                                     P LY  G        AA  VD           V   I  IR  A    GR     VVQ.KPY P  FG S TVAQDL  KQ  VYLTWGEPPAA AEK AQ  AK AQQ.  E.... 
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LADA_Geobacillus_thermodenitrificans_WP_011888513 EF   A DEF  DF  A  A  DF    A A  DF     A DEF   A     DF  A   KM   I VIV  T   A  K   F    S E  LA     T G D   Y      D  I     FAG C   GK HDE ME LNS QKYW L GH  HYGGG . Y LSK S...SN Y. ...
Geobacillus_sp._LEMMY01_WP_079935807.1:1-440     dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KM   I VIV  T   A  K   F    S E  LA     T G D   Y      D  I     FAG C   GK HDE ME LNS QKYW L GH  HYGGG . Y LSK S...SN Y. ...
Geobacillus_stearothermophilus_ABV66256.1:1-440  dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KM   I VIV  T   A  K   F    S E  LA     T G D   Y      D  I     FAG C   GK HDE ME LNS QKYW L GH  HYGGG . Y LSK S...SN Y. ...
Geobacillus_sp._B4113_201601_WP_061912600.1:1-440 dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KM   I VIV  T   A  K   F    S E  LA     T G D   Y      D  I     FAG C   GK HEE ME LNS QKYW L GH  HYGGG . Y LSK S...SN Y. ...
Geobacillus_sp._B4113_201601_5WP_061912600.1:1-44 dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KM   I VIV  T   A  K   F    S E  LA     T G D   Y      D  I     FAG C   GK HEE ME LNS QKYW L GH  HYGGG . Y LSK S...SN Y. ...
Bacillus_thuringiensis_6WP_029441578.1:1-435     dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KL   I VIV  T   A  K   F    S E  IA     S G D   Y      D  I     FAG C   GK YEE IE FDS QKYW L GN  HYAGG . Y LSQ N...IN Y. ...
Lysinibacillus_sphaericus_WP_103976887.1:2-422   dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KM   L IV   TD  I  K   Y    S E  MA     Q GID   Y     DD  I     FMG C  TGL  EE NS VDL KSFW L GN  HYCGG .   LSK S...Q  N. ...
Lysinibacillus_sphaericus_WP_069508309.1:2-422   dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KM   L IV   TD  I  K   Y    S E  MA     Q GID   Y     DD  I     FMG C  TGL  EE NS VDL KSFW L GN  HYCGG .   LSK S...Q  N. ...
Rummeliibacillus_sp._SL167_10_WP_146551437.1:2-42 dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   K    L II   TD  I  K   Y    S E  LA     Q  LD   Y     ED  L    FFMG C  TGL  DA RE IEL KAFW V GN  HYCGG .N  LSK E...K  I. ...
Paenibacillus_sp._DXL2_WP_110843609.1:1-459      dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KL   V VIV  T   A  K  DY    S E  LA     S G D   Y     DD  L     FAG S   GR KEE ER YE  KRLY V GV  HYGGG . Y LSA D...P  Y. ...
Paenibacillus_naphthalenovorans_WP_074730028.1:1- dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KL   V  IV  T   A  K  EY    S E  LA     S G D   Y     ED  L     FAG AT  GR KEE QR YE  ARLY V GV  HYGGG . Y LSA D...P  D. ...
Cohnella_sp._HS21_WP_130606586.1:1-453           dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KV   I  IV  T   A  K  EY    S E   V     S GID   Y      D  L     FMA NS  GR RAE EE LR  TAIR D APQ LYGGF .   LSK D...RS Y. ...
Streptosporangium_subroseum_15_WP_089205784.1:1-4 dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KV   A VIV  T   A  K  D          LA       GID   Y      D  I     FPG S   AE QRE DA VA LQRHIRAAGF  QRGS...   LAA D...PA S. DDI
Arthrobacter_sp._Hz2_WP_120147654.1:1-455        dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KA   A VIV  T   A  K  EY    S E  LA       GID   Y     DE  I     FAS V   GR HKE QR AD  RRLS A GY  HAGGG..   LAA R...P  V. DDI
Nonomuraea_solani_WP_103963668.1:1-453           dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B        A VIV  T   V  K  D       E  LA       GID   Y      E  I   TFFPS S   AR QFE DA LA LQRHIRP GF  QRGS...   LAA D...PG L. ...
Arthrobacter_ruber_WP_105030338.1:1-455          dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KA   A VIV  T   A  K  EY    S E  LA       GID   Y     DE  I     FAS V   GR SKG QR AD  RRLS A GY  HAGGG..   LAA R...P  V. DDI
Bacillus_aciditolerans_20_WP_121446947.1:1-456   dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KA   L VIV  T   A  K  E     S E   A     S G D   Y     D         FTF N   GE SEQ EE YQ LARYW A AAK QYGGS . Y LSQ T..DL SP.F...
WP_137163763.1:1-458                             dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B    I   A LIV  T   A  R  EY      D  LA     T GID         D   I   L YAQ L   AP REE EA FA  RRYVDL AA  LLSGW .   FAGLD...P AP. ...
Aeribacillus_pallidus_WP_130157503.1:4-457       dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KV      IV  TE  A  K  E     S E  L      S GVD   Y     D   I     FALFTP  GR  EE WA YE LSQYI Y GA SLLGGW .   FSK D...P QE. ...
Bacillus_megaterium_24WP_098602848.1:4-460       dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KV      IV  TE  A  K  D     S E  L      S GID   Y     D   I     FALFTP  GR  EE WK YE LASYI Y GA SLLSGW .   FSK S...P QE. ...
Streptomyces_sp._150FB_WP_078877664.1:5-455      dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   K    A VIV  SD  V  K  EF    S D  LA       GLD   Y     E   I    FMAG S   GK  ED AR VE  TALR V GY  HSGA...   WTR S...P TR. GDI
Arthrobacter_sp._DWC3_WP_104051071.1:1-454       dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KA   A VIV  T   A  K  EY    S E  LA       GID   Y     DE  I     FAS V   GR AKD QR AD  RRLS A GY  HAGGG..   LAA R...P  V. ...
Cohnella_thermotolerans_WP_027093898.1:1-456     dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KA   L VVV  T   A  K  EY    S E   A     S G D   Y      D  I     FTF N   AE TEE ER FA  SRLW G AAK QYGGS . Y LSQ K...DL A. FEY
Paenibacillus_bovis_28WP_144921429.1:1-452       dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KI   V  VV  TE  A  K  EY    S E  LA     T GVD   Y         V     LTM TP  GR  EE QE YN  KKHI Y GA  LFGGW .   LSG D...PSTI. ...
Bacillus_aciditolerans_WP_121447760.1:1-452      dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KI   I  IV  TE  A  K  EY    S E  LA     T GID   Y     DE  L     LAC TP  GQ  EE QD YN  QKHV Y GA  LLGGW .   FSE D...P  N. ...
Leifsonia_sp._ALI-44-B_30_WP_077053645.1:1-455   dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   K    A VIV      A  K  EY    S E  L        GID   Y     D   I    TFAS V   DRDRDA LA AE  KRYS D GY THSGGG..   LAA P...K AL. SDI
Parageobacillus_thermoglucosidasius_WP_064552269. dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KV   L VIV  T   A  K  E     S D   A     S G D   Y               FAF T   GK TEE EQ FA LNHLW P ASK QFSGA . Y LAE ENKDLNAP.F...
Geobacillus_sp._Y4.1MC1_WP_013399886.1:1-459     dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KV   L VIV  T   A  K  E     S D   A     S G D   Y               FAF T   GK TEE EQ FA LNHLW P ASK QFSGA . Y LAE ETKDLNAP.F...
Bacillus_methanolicus_35WP_004434428.1:1-462     dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KV   L VIV  T   A  K  E     S D   A     S G D   Y     D         FSF T   GE TEE ER YQ LNRLW P AAK QFGGA . Y LSQ EKSDL QP.F...
Terribacillus_halophilus_WP_077309754.1:1-448    dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KV      IV  TE  A  K  EY    S E  LV     T GID   Y     EE  L     MSLFTP  AE  EA QL LN  RSYA Y GG  LLGGW .   FSE D...P  E. ...
Paraburkholderia_kururiensis_WP_017777532.1:1-453 dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B    I     VI   TE  A  K  DY    S E  LA     T GID   Y     DE  L   L FNLHT  TGR  AE HA HA  RRYA D GA  LMSGW .   LSK D...L  P. ...
Gracilibacillus_massiliensis_WP_058308419.1:1-456 dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KI   L VVV  T   A  K  EY    S D   A     S G D   Y     DE        ISF S   AE TEE EA FE  NKVW A AAK QY.GA . Y IAE EDADP  P.F...
Streptomyces_yanglinensis_WP_103888551.1:5-452   dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   K    A VIV  TE  V  K  EF    S D  LA       GLD   Y     D   V    FMAG A   GS  RD AR VE  TALR V GH  HSGA...   WTR S...P TR. GDI
Trinickia_sp._7GSK02_40_WP_136896361.1:1-452     dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B    I     VI   TE  A  K  DY    S E  LA     T GID   Y     DE  L   L FNLHT  TGR  AQ HA HA  RRYA D GS  LMSGW .   LSK G...L  P. ...
Cryobacterium_sp._NEAU-85_WP_123045138.1:1-448   dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   R    L VIV  TE  A  K  D          LV     S GID         EE  I    FLIG D   GR  AE KA VA LLQYRDLIGY  HLGGG .   LAAMG...A  Y. ...
Alicyclobacillus_acidoterrestris_WP_021298468.1:4 dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   RV      IV  T   A  K  EY    S D  L      T GID   Y      E  L     LALFTP  GR QAE EE YA  KAHA Y GA SLFGGW .   LSN S...PN N. ...
Oceanobacillus_senegalensis_WP_085994229.1:1-452 dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KI      IV  T   A  K  DY    S D  LA     T GID   Y     DE  L     FCLFTP  GK QTE EE YL  QKHG Y GA  LFGGW .   FSG D...P  K. ...
Bacillus_sinesaloumensis_WP_077620983.1:1-449    dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KI   L VIV  T   A  K  EY    S D   A     S G D   Y     DE        ISF S   AE TEE EQ FQ  NKMW P AAK QY.GA . Y IAE EDVDP  P.F...
Halopenitus_persicus_WP_021074147.1:6-457        dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   HV   I  IV  TE  A  K  E     S E  LA     T  ID   Y     DE  V     FAA AP  AP  EE QR YA LEEYV H GA  LVGGW .D  FAE D...P  R. ...
Microbacteriaceae_bacterium                      dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   R    L VVV  TE  A  K  E          LV     S GID         EE  I    FLIG N   GR  EE RA LE LLPYRDVVGY  HFGGG .   LASAG...A  Y. ...
Lysinibacillus_sinduriensis_WP_036201100.1:1-458 dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   K    L IVV  T   A  K   Y    S E   A     S G D   Y      D       TFTF N   AE TEE EN FEQ RHFW S AAK QFGGS . Y LAK T...DK APF...
Bacillus_endophyticus_WP_113749053.1:5-457       dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KV     VIV  TE  A  K  E     S E  L        GVD   W         I     FALFT   GR  EE WK YE LSNYI Y GA SLLSGWC.   FSK D...PNQE. ...
Pseudomonas_monteilii_WP_119371117.1:1-455       dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B    I     VIV  TD  A  K  E     S E  LA     T GID   Y     D   L   L FNLQT   DE  AK QA WQ LKSYA Y GA  LISGW .   FSK Q...P QV. ...
Bacillus_endophyticus_50_WP_061801645.1:5-457    dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KV     VIV  TE  A  K  E     S E  L        GVD   W         I     FALFT   GR  EE WK YE LSNYI Y GA SLLSGWC.   FSK D...PKQE. ...
Planococcus_maitriensis_WP_112233285.1:1-457     dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B    V     AIV  TE  A  K        S E  LA     T GID   Y     DD  L   L YTTFT   GK  QE QE YETLKSHV Y GA  LLSGW .   FSG E...P  T. ...
Oceanobacillus_profundus_WP_118889880.1:1-447    dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KI      IV  TE  A  K  DY    S E  LA     T GVD   Y     D   I     LTMFVP  GK  AE KE YK  QQYI A GA  LFGGW .   LSQ A...K QE. ...
Burkholderia_pseudomallei_WP_141404579.1:1-452   dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B    I     VI   T   A  K  DY    S E  LA     T GID   Y     DE  L   L FNLHT  TGR SAD HA HA  RRYA D GA  LMSGW .   LSK A...L  P. ...
Terribacillus_saccharophilus_WP_095261886.1:1-455 dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KI   L VIV  T   A  K   Y    S D   A     S G D   Y      E        FSF S   AK TEE QQ YQA TSHW S AAK QF.GA . Y ISE EELDPN P.F...
Sediminibacillus_albus_WP_093212831.1:4-453      dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KI      IV  TE  A  K  DY    S E  LA     T GID   Y     ED  L     LTMFTP  GR  QE YQ LE  KQHI H GA  LFGGW .   LSE G...P  S. ...
Sciscionella_marina_WP_020496929.1:1-448         dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   R    L VIV  TE  A  K  E          LV     S GID         EE  L    FLVG N   GE  NE RR LD ILRYRDTIGY  HFGGS .   LAALG...A  Y. ...
Mycetocola_saprophilus_WP_043321267.1:1-452      dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KA   I IVL  TE  A  K  E          LV     T GID          E  L     LAS N   GE  AE KR TE VLALRDVHGY  HLGGG .   FSAVA...NN K. ...
Lysinibacillus_macroides_WP_053993569.1:4-460    dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KV      IV  TE  A  K  E     S E  L      S GVD   Y     DE  I     FALFTP  GE  QE WA YD LASYV L GA TLLSGW .   FSQ D...L  E. ...
Pseudomonas_putida_WP_086978777.1:1-458          dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B    I     VIV  TD  A  K  E     S E  LA     T GID   Y     D   L   L FNMQT   DE  AK QA WQ LKSYA Y GA  LISGW .   FSK Q...P QV. ...
Sediminibacillus_halophilus_60_WP_074598704.1:4-4 dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KI      IV  TE  A  K  DY    S E  LA     T GID   Y     DE  L     LTMFTP  GR  QE RE FN  KNHI H GA  LFGGW .   LSQ G...P  S. ...
Rhizobium_oryzae_WP_085420425.1:1-450            dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KV   A IV   TE  A  K  DY    S E  LV       GID   Y     DE  I     FVG T  TGR  KE RE FE  RAHA A GA  HAAASL.   FAK D...L  P. ...
Pseudomonas_extremorientalis_WP_071491956.1:1-455 dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B    I     VIV  TD  A  K  EY    S E  MA     T GID   F     DE  L   L FNLQT   GE  AK KA FE  KSYV Y GA  LISGW .   FSQ K...P  P. ...
Pseudomonas_fluorescens_WP_016977452.1:1-454     dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B    I     VIV  TD  A  K  EY    S E  MA     T GID   F     DE  L   L FNLQT   GE  AK KA FD  KSYV Y GA  LISGW .   FSQ K...P  P. ...
Neorhizobium_sp._T25_27_WP_105419890.1:1-450     dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KV   A IV   TE  A  K  DY    S E  LV       GID   Y     DE  I     FVG T  TGR  KE RE FE  RAYA S GA  HAAGSL.   FAK D...L  P. ...
Pseudomonas_extremaustralis_WP_078833627.1:1-457 dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B    I     VIV  TD  A  K  EY    S E  MA     T GID   F     DE  L   L FNLQT   GE  AK KA FD  KSYV Y GA  LISGW .   FSQ K...P  P. ...
Fictibacillus_aquaticus_WP_094253544.1:1-455     dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KI   L VIV  T   A  K  EY    S D         S G D   Y     D         ICF T   AE TEQ EA YE  NKLW P AAKSQFGGA . Y LSE EKQDQ QP.F...
Pseudomonas_extremaustralis_KAA8559760.1:1-456   dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B    I     VIV  TD  A  K  EY    S E  MA     T GID   F     DE  L   L FNLQT   GE  AK KA FE  KSYV Y GA  LISGW .   FSQ K...P  P. ...
Mycobacterium_sp._ACS1612_WP_067812332.1:1-454   dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KI     VV   T   A  R  DF      E  LA       G D   F     DD  V     VNGHV  TGA QQA QA HD  RRYIDS GA  LWSGWL. T LSR N...L  P. ...
Bacillus_megaterium_WP_116075167.1:1-455         dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B    I      IV  TE  A  K   F    N E  A      T GID   Y     E   I   L FNLFTP  GR  KE EE LAQ ESYV F GA TLFSGW .   VSA E...P QP. ...
Pseudomonas_frederiksbergensis_70_WP_123409596.1: dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B    I     VIL  TD  A  K  EY    S E  MA     T GID   F     DE  L   L FNLQT   GE  AK KA FE  KTWV Y GA  LISGW .   FSQ K...P  P. ...
Pseudomonas_citronellolis_SFC61163.1:1-452       dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   K    A VIV  ND  V  K  DY    S D  LA       GVD   F         L    FIVQ A   GR  LE QA LE  RRLQ L GA  HMQS...   LAA P...AHTP. ...
Herbaspirillum_chlorophenolicum_WP_050468599.1:4- dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KV   L VV   TE  A  K  EY    S E  LA     T GID   Y     DE  I     FMG T  TAA  QA RD YR  ASHA P AG  HFSAG .   FSQ E...P  P. ...
Arthrobacter_crystallopoietes_WP_074700854.1:1-45 dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KA   L IVL  TE  V  K  E       E  LV     S GID         DE  L     LAS N   GE  AE AR VE VVRLRDV GH  HFGGS .   VASLE...T  Y. ...
Terribacillus_goriensis_WP_038558686.1:1-438     dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KA   L VVV  TE  A  K  E     S D   A     T G D   Y     EE  L     FTF H   AE  EK LA YK VKQYW A AAK QYGGS . Y LAS D...N  E. FTY
Bacillus_megaterium_WP_025749753.1:1-455         dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B    I      IV  TE  A  K   F    N E  A      T GID   Y     E   I   L FNLFTP  GR  KE EE LAQ ESYV F GA TLFSGW .   VSA E...P QL. ...
Neorhizobium_sp._T7_12_WP_105403044.1:1-451      dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KV   A IV   TE  A  K  DY    S E  LV       GID   Y     DE  I     FVG T  TAR  KE RE FA  RAYA S GA  HAAGSL.   FAK D...L  P. ...
Rummeliibacillus_sp._SL167_WP_146553619.1:4-459  dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KV   A VIV  TE  A  K  D     S E  L      S GID   F     DE  L     LAL T   AE  EK QE YD LAQYI Y GA TLLSGW .   FSQ D...P  E. ...
Burkholderia_sp._PAMC                            dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KI   I VVV  T   A  K  EY    S E  LA     T G D   F     DD  I     FMG T   GR HAE EA FA  AHYA P AG  HFAAG . T YSI D...P  E. ...
Pseudomonas_koreensis_WP_064585463.1:4-449       dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KV   L VIV  TE  A  K  EY    S E  VA     T GID   Y     DE  I     FMG N   GE  EA WA HA  LSYA A AG  HFSAS .   FSQ D...I  P. ...
Pseudomonas_fluorescens_80_WP_064116961.1:6-451  dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KV   L VIV  TE  A  K  EY    S E  VA     T GID   Y     DE  I     FMG N   GA  EA WA HA  LSYA A AG  HFSAS .   FSQ E...I  P. ...
Pseudomonas_rhodesiae_WP_040265276.1:4-450       dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KV   I VIV  TE  A  K  EY    S E  VA     T GID   Y     DE  I     FMG N   GA  AL WE HA  LSYA A AG  HFSAS .   FSQ E...L  P. ...
Collimonas_sp._OK412_WP_092393355.1:4-454        dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KI   I VIV  T   A  K  EY    N E  LA     T G D   Y     DE  I     FMG S   AP AAE RE YA  CRYA P AG  HFASG . F FSK G...I  A. ...
Pseudomonas_marginalis_WP_058415544.1:1-456      dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B    I     VIV  TD  A  K  EY    S E  MA     T GID   F     DE  L   L FNLQT   GE  AK KA FD  KAYV Y GA  LISGW .   FSQ K...P  P. ...
Pseudomonas_antarctica_WP_064452947.1:1-458      dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B    I     VIV  TD  A  K  EY    S E  MA     T GID   F     DE  L   L FNLQT   GE  AK KA FE  KSYV Y GA  LISGW .   FSQ K...P  P. ...
Pseudomonas_protegens_WP_041115159.1:9-454       dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KV   L VIV  TE  A  K  EY    S E  VA     T GID   Y     DE  I     FMG N   GQ  EL WK HA  RSHA A AG  HFSAS .   FSQ E...I  P. ...
Pseudomonas_synxantha_WP_057024776.1:4-449       dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KV   L VIV  TE  A  K  EY    S E  VA     T  ID   Y     DE  I     FMG N   GA  EL WR HA  LSYA A AG  HFSAS .A  FSQ E...L  P. ...
Rhizobium_leguminosarum_WP_128409501.1:2-451     dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KI   I VVV  TE  A  K  EY    S E  LA     T GID   Y     DD  I     LSL T   GR  KE RD LE  RRHA V AS  HYSAS .   FSK G...L  V. ...
Pseudomonas_chlororaphis_WP_038359779.1:6-451    dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KV   L VIV  TE  A  K  EY    S E  VA     T GID   Y     DE  I     FMG N   GA  EA WA HA  LSYA A AG  HFSAS .   FSQ E...I  P. ...
Pseudomonas_syringae_90_WP_024642725.1:1-456     dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B    I     VIL  TD  A  K  EY    S E  MA     T GID   F     DE  L   L FNLQT   GE  AK RA FE  KSWV Y GA  LISGW .   FSQ K...P  P. ...
Collimonas_fungivorans_WP_061540754.1:4-453      dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KI   I VIV  T   A  K  EY    N E  LA     T G D   Y     DE  I     FMG S   AP AAE RE YA  CRHA P AG  HFASG . F FSA G...I  A. ...
Rhizobium_leguminosarum_WP_116409027.1:2-451     dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KI   I VVV  TE  A  R  EY    S E  LA       GID   Y     DE  I     LNL S   GR  RQ QD LE  RRHA V AS  HYSASI.   LAK R...L  V. ...
Microvirga_ossetica_WP_099511173.1:1-454         dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KV   M LVV  TE  A  K  DY    S E  LA     S GVD   Y     DE  I     FVG S   GR  RE ND LE  RRHA V GA  HFSSS .   FSK D...L  P. ...
Pseudomonas_caspiana_WP_087268376.1:4-451        dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KV   L VIV  TE  A  K  EY    S E  VA     T GID   Y     DE  I     FMG N   GK  AD QA LA  REFA A AG  HFAAS .   FSQ E...L  P. ...
Pseudomonas_lundensis_WP_048375063.1:4-451       dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KV   L VIV  TE  A  K  EY    S E  VA     T GID   Y     DE  I     FMG N   AP  QQ HA RE  LSYA A AG  HFSSS .   FSD E...L  P. ...
Caballeronia_mineralivorans_WP_047894899.1:4-456 dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KV   L VVV  T   A  K  EY    S E  LA     S GID   F     DD  L     FMG T   GR TTE EE FA  ARYA A AG  HFAAG .   YST D...L  E. ...
Pseudomonas_paralactis_WP_057702387.1:4-450      dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KV   L VIV  TE  A  K  EY    S E  VA     T  ID   Y     DE  I     FMG N   GA  AL WA HA  LSYA A AG  HFSAS .A  FSA A...L  P. ...
Pseudomonas_taetrolens_WP_048381143.1:4-453      dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KL   L VIV  TE  A  K  DY    S E  VA     T GID   Y     DE  I     FMG N   AP  AQ LA RD  LSHA A AG  HFASS .   FAD E...L  P. ...
Pseudomonas_psychrophila_WP_123750761.1:4-450    dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KV   L VIV  TE  A  K  EY    S E  VA     T GID   Y     DE  I     FMG N   AP  AQ LA RE  LAYA A AG  HFSSS .   FAD E...L  P. ...
Collimonas_arenae_100_WP_061532973.1:4-454       dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KI   I VIV  TE  A  K  EY    N E  LA     T G D   Y     D   I     FMG S   AP  AE RE YA  CRYA P AG  HFSAG . F FST G...I QP. ...
Pseudomonas_viridiflava_WP_122210720.1:4-451     dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KV   L VIV  TE  A  K  EY    S E  VA     T GID   Y     DE  I     FMG N   AA  AL QE HA  RQHA A AG  HFAAS .   FAQ E...L  P. ...
Kocuria_varians_WP_068470402.1:1-454             dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KI   L VVV  TD  A  K  DY      E   A     S GVD   F     DE  L     YAM S   AD  EE GE YR  LQYVDL ASQ IIGGW .   LSQ P...E  A. ...
Pseudomonas_wadenswilerensis_WP_115084816.1:4-455 dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KV   L VIV  TE  A  K  EY    S E  VA     T GID   Y     DE  I     FMG T   AR  EQ KA HA  LRYA A AG  HFASS .   FSE E...L  P. ...
Pseudomonas_syringae_WP_011266344.1:4-452        dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KV   L VIV  TE  A  K  EY    S E  VA     T GID   Y     DE  I     FMG N   AA  AL RE HA  RRHA A AG  HFAAS .   FSQ E...L  P. ...
Pseudomonas_sp._286_105WP_122415793.1:4-453      dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KV   L VIV  TE  A  K  EY    S E  VA     T GID   Y     DE  I     FMG N   AA  AL QE HA  RRHA A AG  HFAAS .   FAQ E...L  P. ...
Geobacillus_vulcani_WP_031406843.1:1-461         dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   K    L VIV  T   A  K        S D   A     S G D   Y     DE       FFTF T   AK TEQ EA YEQLRRLW M AAK QFSGA . Y LAE EAKPA  P.F...
Geobacillus_icigianus_WP_033018365.1:1-461       dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   K    L VIV  T   A  K        S D   A     S G D   Y     DE       FFTF T   AK TEQ EA YEQLRRLW T AAK QFSGA . Y LAE EAKPA  P.F...
Pseudomonas_floridensis_WP_083182568.1:4-453     dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KV   L VIV  TE  A  K  EY    S E  VA     T GID   Y     DE  I     FMG N   AA  AQ WE HA  RRHA A AG  HFAAS .   FAQ G...L  P. ...
Pseudomonas_asturiensis_WP_073167523.1:4-451     dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KV   L VIV  T   A  K  EY    S E  VA     T GID   Y     DE  I     FMG N   AA QAL QE QA  RRHA A AG  HFAAS .   FAQ E...L  P. ...
Geobacillus_vulcani_110_WP_031406843.1:1-461     dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   K    L VIV  T   A  K        S D   A     S G D   Y     DE       FFTF T   AK TEQ EA YEQLRRLW M AAK QFSGA . Y LAE EAKPA  P.F...



Pseudomonas_syringae_WP_024682626.1:4-452        dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KV   L VIV  TE  A  K  EY    S E  VA     T GID   Y     DE  I     FMG N   AA  AL RE HA  RRHA A AG  HFAAS .   FSQ E...L  P. ...
LadAalpha_Geobacillus_thermoleovorans_BAM76377.1 dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   K    L VIV  T   A  K        S D   A     S G D   Y     DE       FFTF T   AK TEQ EA YEQLRRLW M AAK QFSGA . Y LAE EAKPA  P.F...
Tsukamurella_pseudospumae_WP_068746786.1:1-457   dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KV   L IV   TE  A  K  EY    S E  LV       GVD   Y      D  V     YTL T  TDE  AK QA LE  HRYA V GS  FMSGWM.   LGA D...PS P. ...
Kocuria_sp._Marseille-P3598_WP_085529073.1:5-456 dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KI   L VIV  SD  A  K  DY    S E   A     S GVD   F     DE  L     FAM S   DE  EK QA YE  LQYV T SSQ IIGGW .   LSE G...E  V. ...
Microvirga_aerophila_WP_114188789.1:1-456        dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B    L     IVV  T   A  K  EY    S E  LA       GID   Y     DE  L   Q FLGRA   GR RKE EE YE  LSYA A GA  HFSSTV.   FSQ D...L  P. ...
Burkholderia_ubonensis_WP_071760483.1:5-455      dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   RI   V VV   NE  A  K  EY    S E  LA     T GID   Y     DE  I     FAG T  TAE  RL RE FD  RRYA P AG  HFASS .   FAK G...L  P. ...
Achromobacter_marplatensis_WP_006226823.1:4-450  dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   K    V AVV  TE  A  K  EY    N E  LA     T GID   Y      E  I    FFMG T   GR  AE RE HA  LRYA P AG  HYASS .   FSR G...AN P. ...
Acinetobacter_baumannii_WP_070165746.1:1-443     dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KI   L IV   TD  A  K  EY    S D  L      S GVD   Y      D  V     YAL S  TDE  AK QA FK  QSYG Y GA TLLSGW .   FSQ Q...PT K. ...
Labedella_phragmitis_WP_128496094.1:1-453        dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KI   L II   T   A  K  DY    S E  LV       GID   Y     DE  I     YTL T  TDE SEK HA HA  LRYA E GA  FMSGWM.   LSR D...P  P. ...
Nocardia_cyriacigeorgica_120_WP_130918184.1:1-453 dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   RI   A IV   SD  A  K  EY    S E  LV       GID   Y     DD  I     YAL T  TDA  EA HR HE  LSYA V GG  FMSGWM.   LSN D...L  P. ...
Nocardia_cyriacigeorgica_WP_130918184.1:1-453    dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   RI   A IV   SD  A  K  EY    S E  LV       GID   Y     DD  I     YAL T  TDA  EA HR HE  LSYA V GG  FMSGWM.   LSN D...L  P. ...
Mycobacterium_sp._1164985.4_WP_067298521.1:1-453 dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KI     IV   TD  A  R  EY      E  L        GVD   Y     DE  V     FNLST  TAS  EE HV HA  LSYGDP GA TFMSGWM.   LSR G...L  P. ...
Rhodococcus_sp._1R11_WP_135042739.1:1-449        dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   RI   L IV   T   A  K  EY    S E  LV       GVD   Y     DE  L     YQL T  TDE SEL HA HD  RSYA A GA  FMSGWM.   LSR A...L  P. ...
Erwinia_amylovora_WP_004157587.1:5-459           dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B    I     AIV   D  A  K  DY    S E  LA     T GID   Y     D   L   L FNLQT   GAM QE QA WL  KSYV Y GA  LISGW .   FGQ Q...P QV. ...
Ralstonia_mannitolilytica_WP_102079134.1:4-451   dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KV   A VV   TE  A  K  DY    S E  LA     T GVD         DD  I     FMG A  TGR  AE HA HA  RAYA R AG  HFAAS .   FSRHG...L  P. ...
Leifsonia_flava_WP_135120808.1:15-465            dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   RI   L II   T   A  K  DY    S E  LV       GID   Y     DE  V     YTL T  TDA PEA QA YE  LSYA E GA  FMSGWM.   LSQ D...L  P. ...
Cryobacterium_roopkundense_WP_084141147.1:1-453  dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KI   L II   S   A  K  DY    S E  LV       GID   Y     DE  I     YTL T  TDA SEK QA YQ  LSYA E GA  FMSGWM.   LST D...L  P. ...
Cupriavidus_pauculus_WP_101681197.1:1-455        dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KV   A LVV  TD  A  K  EY    S E  LV       GID   Y     DE  I     FLG T   GR  AE RE FE  RRYV S AA  HAAASL.   FAR D...L  P. ...
Rhizobium_sp._BK333_130_WP_133704837.1:2-454     dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B    I   I VVV  TE  A  R  DY    S E  LA       GID   F     DE  I   S LNL T   GR  ME ED LE  RRHA V AS  HYSSSI.   LSK G...M  P. ...
Caballeronia_mineralivorans_WP_047846789.1:1-454 dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B    I   V VIV  TD  A  K  EY    S D  LV     T GVD   Y      D  V   L YNL T   DE  AK QA FE  RRYT Y GS  FMSGW .   FGQ A...PT L. ...
Nocardia_altamirensis_WP_069163049.1:1-454       dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   RI   A II   TD  A  K  EY    S E  LV       GID   Y     DD  I     YAL T  TDA  EA RH HE  LSYA V GG  FMSGWM.   LST D...L  P. ...
Cupriavidus_sp._P-10_WP_116322758.1:1-452        dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B    V   M VIV  TD  A  K  EY    S E  L      T GID          D  V   V FAM N   GR  EE QE LR  KQYA Y GA TLMSGW .   FSSCD...PQ E. ...
Serratia_sp._S1B_WP_116726564.1:1-452            dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KI   L IV   SD  A  K  EY    S D  L      S GVD   Y      D  V     YTL S  TDS  AK QQ FK  QSYG Y GA TLLSGW .   FSQ Q...ST K. ...
Pseudomonas_putida_WP_043864435.1:1-452          dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B    V   L VIV  TD  A  R  EY    S    L      T GID   Y     D   L   L LEQ T   AP  EQ LA LR  REYA ASGA TLMSGW .   FAQ Q...S QV. ...
Pseudomonas_aeruginosa_WP_023084248.1:4-453      dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   RI   I VIV  T   A  K  EY    S E  LA     S GID   Y     DE  I     FMG N   AA AAE RD HA  RRYA P AG  HFASS .   LSR G...L  P. ...
Pseudomonas_mucidolens_WP_084381795.1:9-455      dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KV   L VIV  TE  A  K  EY    S E  VA     T GID   Y     DE  I     FMG N   GA  EL WA HA  LSYA A AG  HFSAS .   FFQ E...L  P. ...
Pseudomonas_poae_WP_060549803.1:4-450            dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KV   L VIV  TE  A  K  EY    S E  VA     T  ID   Y     DE  I     FMG N   GA  EL WA HA  LSYA A AG  HFAAS .A  FAE E...L  P. ...
Pseudomonas_chlororaphis_WP_123573412.1:9-454    dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KV   L VIV  TE  A  K  EY    S E  VA     T  ID   Y     DE  I     FMG N   AA  EL WK HA  RSYA A AG  HFSAS .A  FSQ E...I  P. ...
Janthinobacterium_lividum_140_WP_072454679.1:1-44 dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B    I   A VI   TE  A  K   Y    N E  LV     T GVD   Y     D   I   L YAQ L  TGA  EE RA HAG LRHV I AA  LLSGW .   FSR P...L AT. ...
Haladaptatus_cibarius_WP_049970513.1:4-446       dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B        I  IV  TE  A  K   Y      E  L         LD         D   V   AFFAG AP  GE  EI QA YET RENVDT AT TLLGGFM.D  FSELA...P QP. ...
Arthrobacter_luteolus_WP_066298473.1:1-443       dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   RI   V AVV  SD  A     EY    S E  L      S GLD   Y     EE  L     YAL T   AD  AA EKLYR  LSYS R GA TFYGGW .   LSR A...P  E. ...
Geobacillus_sp._ZGt-1_WP_047758532.1:1-436       dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   K    L VIV  T   A  K        S D   A     S G D   Y     DE       FFTF T   AK TEQ EA YEQLRRLW M AAK QFSGA . Y LAE EAKPA  P.F...
Lysinibacillus_composti_WP_124766485.1:4-458     dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KI      IV  TE  A  K  DY    S E  LA     T GVD   Y     D   I     LTMFVP  GR  EE KQ YE  RQYI K GA  LFGGW .   VSG A...P QV. ...
Microcella_putealis_WP_130486201.1:20-474        dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   RI   L II   T   A  K  DY    N E  LV       GID   F     DE  V     YTL T  TDA PEA QA YR  LSYA P GA  FMSGWM.   LSQ P...L  P. ...
Pseudomonas_nitroreducens_WP_037016976.1:1-453   dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B    V   L VIV  TD  A  K  DY      E  LA     T GID   Y     D   L   L LNQ T   AP  AE LA LE  RQYSDR GA  LVSGW .   FGQ A...P QV. ...
Acinetobacter_wuhouensis_WP_130168784.1:1-453    dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KI   L IV   TD  A  K  EY    S D  L      S GVD   Y      D  V     YTL S  TDD  QK QE FK  QSYG Y GA TLVSGW .   FSQ Q...PH Q. ...
Bradyrhizobium_sp._YR681_WP_008144663.1:1-454    dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B    M   M IIL  TE  A  K  DY    S E  LA     T GID   Y     D   V   L FNM T   GN  AE AA YA  RSHI P GA  LMSGW .   FSG E...L QQ. ...
Schumannella_sp._10F1D-1_WP_141164655.1:10-460   dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KI   L VI   T   A  K  DY    S E  L        GVD   Y     DE  V     YTL T  TDA PEK QA LE  LQYT A GA TFMSGWM.   LSQ E...L  P. ...
Pseudomonas_coronafaciens_150_WP_122355187.1:4-45 dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KV   L VIV  TE  A  K  EY    S E  VA     T GID   Y     DE  I     FMG N   AA  AL RE HA  RRYA A AG  HFAAS .   FAE E...L  P. ...
Pseudomonas_syringae_WP_003430238.1:4-452        dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KV   L VIV  TE  A  K  EY    S E  VA     T GID   Y     DE  I     FMG N   AA  AL RE HA  RRHA A AG  HFAAS .   FSR E...L  P. ...
unclassified_Rhodococcus_WP_094682261.1:1-449    dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   RI   L IV   T   A  K  EY    S E  LV       GVD   Y     DE  L     YQL T  TDE SEL HA HD  RSYA A GA  FMSGWM.   LSR A...L  P. ...
Hafnia_alvei_WP_046449330.1:6-449                dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KV   V VIV  TE  A  K  EY    S E  LA     T GID   F     DE  I     FMG G   AK  AE KE HH  LRYA P AG  HFSSS .   LAS D...L  P. ...
AS9A_3890_Hoyosella_subflava_WP_013808677.1:1-453 dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   RI   A II   SD  A  K  EF    S E  LV       GID   Y     DE  I     YAL T  TDR  AA AA HE  KRYA L GG  FTSGWM.   LSR D...L  P. ...
Acinetobacter_baumannii_WP_000995600.1:1-443     dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KI   L IV   TD  A  K  EY    S D  L      S GVD   Y      D  V     YAL S  TDE  AK QA FK  QSYG Y GA TLLSGW .   FSQ Q...PT K. ...
Agrobacterium_sp._B133/95_WP_065696417.1:2-454   dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   RI   I VVV  TE  A  K  DY    S E  LA       GID   F     DE  I     LNL T   GR  KE ED LE  RRHA V AS  HYSSSI.   LSK S...L  P. ...
Microbacterium_sp._KROCY2_WP_024289149.1:1-453   dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KI   L VVV  TD  A  K  EY    N E   A     S GLD   F     DE  L     YAM S   DE  EK QA YR  QSYA L ASQ IIGGW .   LSK Q...E  V. ...
Variovorax_paradoxus_WP_012747040.1:6-452        dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KV   A VV   S   A  K  DY    S E  LA     T GID   Y     DE  I     FVG A  PGA TKE QE YA  RRYA R AG  HFSAS .   YAR G...L  P. ...
Methylobacterium_radiotolerans_WP_076730229.1:5-4 dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KV   L II   T   A  K  EY    S E  LA     T GID   Y     DE  I     FVG A  PGR RAE EA RD  LSYA P AG  HFSAS .   FAR G...L  P. ...
Streptomyces_sp._BK215_WP_132915265.1:7-452      dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B        L  VV  TE  A  K  E     S E  L        GVD         D   L   SFFQG SF  GS  EE RR NA IDEML V GL THMSGNI.   LSAVD...L KP. ...
Geobacillus_thermodenitrificans_160_WP_008880416. dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   K    L VIV  T   A  K        S D   A     S G D   Y      E       FFTF T   AK TEQ KA YEQLRRLW A AAK QFSGA . Y LAE ETKPPH P.F...
Pseudomonas_aeruginosa_WP_132556951.1:356-785    dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   RI   I VIV  T   A  K  EY    S E  LA     S GID   Y     DE  I     FMG N   AA AAE RD HA  RRYA P AG  HFASS .   LSR G...L  P. ...
Penicillium_solitum_OQE02104.1:14-471            dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   K    L  IL  TE  A  K   F    S D  LA     T GID   Y     DE  L    FLAL CP  GK  EE VE FEY RSLG I GA  LFGGW .   LDK G...D  E. ...
Penicillium_vulpinum_OQE05502.1:12-469           dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   K    L  IL  TE  A  K   F    S D  LA     T GID   Y     DE  L    FLAL CP  GK  EE VE FKY RSLG I GA  LFGGW .   LDT G...D  E. ...
Clavibacter_michiganensis_WP_045526194.1:1-454   dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   RI   A VIV  TD  A     EY    S D  LA     S GLD   Y     D   L     LTL T   AE  EA AALLE  RGYV L GA  LYGGW .   LSG D...P AP. ...
Glutamicibacter_creatinolyticus_WP_054821484.1:6- dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KI     II       A  K  DY      E  LV       GVD   Y     DD  I     FAMQT  TGQDSAT QA YE  KSYADV GA  LISGWM.   LSA D...P  V. ...
Campylobacter_sp._P0078_WP_086237522.1:4-454     dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KI   A II   T   A  K  D     S E  LV       G     Y     DD  L     YVL T  TDK QKL QA YN LLSYV E GS  LNSGWL. ENLGK A...L  L. ...
Pseudomonas_furukawaii_WP_003454569.1:1-447      dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KV   I AIV  TE  A  K  EY    S E  IA     T GID   F     DE  I     FMG N   AP  AE LD LA  RRHA P AG  HFSAS .   LAA G...L  P. ...
Leucobacter_triazinivorans_WP_130111548.1:1-442  dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KI   L IIV  TD  A  K  EY    S E  L        GVD   Y     DE  L     YLL T   DE  EL QK HE  LSYV P GA TFLSGWM.   LSK D...L  P. ...
Aspergillus_brasiliensis_CBS_101740_OJJ68286.1:12 dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   K    L  VL  TE  A  K   F    S D  LA     T GID   Y     DE  L    FLAL CP  GR  EE QE FRY RSLG I GA  LFGGW .   LDR G...E  E. ...
Aspergillus_udagawae_170_GAO89440.1:15-472       dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   K    L  VL  TE  A  K   Y    S D  LA     T GI    Y     DE  L    FLAL CP  GR  EE RE FQY RSLG I GA  LFGGW .  NLDT G...D  E. ...
Aspergillus_flavus_RMZ37351.1:15-472             dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   K    I  VL  TE  A  K   Y    S D  LA     T GI    Y     DE  L    FLAL CP  GR  EE QE FKY RSLG I GA  LFGGW .  NLDT G...D  E. ...
Aspergillus_flavus_RAQ54081.1:15-472             dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   K    I  VL  TE  A  K   Y    S D  LA     T GI    Y     DE  L    FLAL CP  GR  QE QE FKY RSLG I GA  LFGGW .  NLDT G...D  E. ...
Penicillium_arizonense_XP_022490779.1:12-469     dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   K    L  VL  TE  A  K   Y    S D  LA     T GID   Y     DE  L    FLAL CP  GK  EE RT FEY RSLG I GA  LFGGW .   LDK G...D  E. ...
Salinibacterium_sp._CGMCC                        dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   RI   L VI   T   A  K  EY    S E  LV       GID   Y     DE  V     YTL T  TDA PEK RA HA  LSYA E GA  FMSGWM.   LSQ D...L  P. ...
Aspergillus_fumigatus_OXN06785.1:14-471          dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   K    L  VL  TE  A  K   Y    S D  LA     T GI    Y     DE  L    FLAL CP  GR  EE RE FQY RSLG I GA  LFGGW .  NLDT G...D  E. ...
Aspergillus_lentulus_GAQ10210.1:7-464            dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   K    L  VL  TE  A  K   Y    S D  LA     T GI    Y     DE  L    FLAL CP  GR  EE RE FQY RSLG I GA  LFGGW .  NLDT G...D  E. ...
Aspergillus_flavus_RAQ66103.1:15-472             dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   K    I  VL  TE  A  K   Y    S D  LA     T GI    Y     DE  L    FLAL CP  GR  EE QE FKY RSLG I GA  LFGGW .  NLDT G...D  E. ...
Aspergillus_fumigatus_OXN22894.1:14-471          dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   K    L  VL  TE  A  K   Y    S D  LA     T GI    Y     DE  L    FLAL CP  GR  EE RE FQY RSLG I GA  LFGGW .  NLDT G...D  E. ...
Aspergillus_nidulans                             dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   K    L  VL  TE  A  K   Y    S D  LA     T GI    Y     DE  L    FLAL CP  GK  EE KE FAY RSLG I GA  LFGGW .  NLDV G...D  E. ...
Penicillium_nalgiovense_OQE79848.1:14-471        dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   K    L  IL  TE  A  K   F    S D  LA     T GID   Y     DE  L    FLAL CP  GK  EE VE FKY RSLG I GA  LFGGW .   LDK G...D  E. ...
Aspergillus_wentii                               dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KI   I VIV  TD  A  K  EY      E  LA     T GVD         DE        IVG N   AA  EE KA RE  LSYADE GA  LFGGW .   LSSHS...D  D.F...
Gordonia_iterans_WP_105943624.1:1-453            dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KI   V VI   T   A  K  EY    S E  LV       GID   Y         I     YTL T  TAS PEA RE AA  QRYA D GA  FMSGWM.   LSH D...LAAP. ...
Azotobacter_beijerinckii_WP_090735436.1:4-454    dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KL   L VIV  SE  A  K  EY    S E  LA       GID   Y     DE  I     FMG T   AP  AE RD HA  LRYA P AG  HLSSSI.   LAA G...L  P. ...
Staphylococcus_sp._NAM3COL9_WP_057513692.1:4-453 dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B    V   V  II  TE  A  K        S E  A      T GID   Y     D   I   L FPM LP  GE  EE YQ YETLTEHI Y GS SLLSGH .   FSE D...P HY. ...
Acidovorax_sp._56_WP_099656603.1:11-450          dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KI   V VV   TE  A  K  EY    N E  LA     T GID   Y     DE  I     VLG S  PGR  AE RD DA  RRYA P AG  HFAAG .   FAR G...L  P. ...
Paenibacillus_sp._BIHB4019_WP_099518466.1:1-456  dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KV   L VVV  T   A  K  EY    S E  L      T GID                   FTG S   AQ REE QR FD  MRHQ A AT SSYAGV .   LTQLD...PNAY.F...
Penicillium_antarcticum_OQD90033.1:5-465         dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KI   A VIV  TD  A  K  E       E  LA     T G D   Y     D         VAG L   AE  EA QA FD LKTYGDR GA  LFGGW . Y LST D...D QD.F...
Aspergillus_oryzae_RIB40_190_XP_001823703.1:9-463 dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KI   I AIV  TD  A  K  EY      E  LA     T GVD   Y     DE        IVG N   AA  EE KA RE  LRYADE GA  LFGGW .   LSG T...D  D.F...
Fusarium_oxysporum_f._sp._pisi                   dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   K       II  T   A  K  EF    S D  LA     T GID   Y     DE  L    FLAMFCP  GK QEE DA YK  VGYG E GA  LFGGW .   LAQ G...D  E. ...
Colletotrichum_fructicola_Nara_gc5_ELA35345.1:18- dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KI   I VIV  TD  A  K  DY      E  LA     T GVD   Y     DE        ILG N   AA  EE EA RN  LKYADT GA  LFGGW .   LSG P...D  D.F...
Micrococcus_luteus_WP_041104460.1:19-468         dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KI     IV   TD  A  K  D          LV       GID   Y     DE  I     FAMQT  TGA  ED RA YN LAQYVDPLGG  LMSGWM.   LSQ D...L  P. ...
Aspergillus_awamori_GCB21923.1:12-469            dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   K    L  VL  TE  A  K   F    S D  LA     T GID   Y     DE  L    FLAL CP  GR  EE QE FRY RSLG I GA  LFGGW .   LDR G...D  E. ...
Aspergillus_niger_CBS                            dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   K    L  VL  TE  A  K   F    S D  LA     T GID   Y     DE  L    FLAL CP  GR  EE QE FRY RSLG I GA  LFGGW .   LDR G...D  E. ...
Aspergillus_lacticoffeatus_CBS_101883_XP_02545389 dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   K    L  VL  TE  A  K   F    S D  LA     T GID   Y     DE  L    FLAL CP  GR  EE QE FRY RSLG I GA  LFGGW .   LDR G...E  E. ...
Aspergillus_wentii_DTO_134E9_OJJ40237.1:14-471   dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   K    L  VI  TE  A  K   Y    S D  LA     T GID   Y     DE  L    FLAL CP  GN  EE QE FKY RSLG I GA  LFGGW .   LDK G...D  E. ...
Aspergillus_indologenus_CBS_114.80_PYI31207.1:11- dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   K    L  VL  TE  A  K  EY      E  LA     T GID   Y     EE  L    FLAL CP  AA  EE QA FR  QSYGDV GA  LFGGW .   LST G...E  E. ...
Aspergillus_fischeri_NRRL_181_XP_001264002.1:14-4 dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   K    L  VL  TE  A  K   Y    S D  LA     T GI    Y     DE  L    FLAL CP  GR  EE RE FQY RSLG I GA  LFGGW .  NLDT G...D  E. ...
Penicillium_coprophilum_200_OQE46388.1:11-466    dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KV   I VIV  T   A  K  DY      E  LA     T GID         DE        IVG N   AA NEE EA RE  LQFADD GA  LFGGW .   LSNHA...D  D.F...
Cupriavidus_taiwanensis_WP_116379876.1:8-454     dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KV   A VV   TE  A  R  EY    S E  LA     T GVD   Y     DD  V     FMG A  TGR  AE RA HA  RDYA R AG  HFAAS .   FAR G...L  P. ...
Penicillium_digitatum                            dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KV   A VIV  TD  A  K  E       E  LA     T G D   Y     D         IAG L   AE  EE TA FE LKTYGDR GA  LFGGW . Y LST S...D QD.F...
Aspergillus_niger_GAQ46262.1:12-469              dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   K    L  VL  TE  A  K   F    S D  LA     T GID   Y     DE  L    FLAL CP  GR  EE WE FRY RSLG I GA  LFGGW .   LDR G...E  E. ...
Aspergillus_nomius_NRRL_13137_XP_015412385.1:15-4 dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   K    L  VL  TE  A  K   Y    S D  LA     T GI    Y     DE  L    FLAL CP  GR  EE QE FKY RSLG I GA  LFGGW .  NLDT G...D  E. ...
Aspergillus_aculeatus_ATCC_16872_XP_020055010.1:1 dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   K    L  VL  TE  A     EY      E  LA     T GID   Y     EE  L    FLAL CP  GA  EE RNTFK  QSYGDV GA  LFGGW .   LSQ G...E  E. ...
Penicillium_brasilianum_OOQ84969.1:19-474        dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KV   I VIV  TD  A  K  EY      E  LA     T GID   Y     DE        IVG N   AA  AE EA RE  LQYADA GA  LFGGW .   LSS S...D  D.F...
Penicillium_subrubescens_OKP15100.1:19-474       dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KI   I VII  TD  A  K  EY      E  LA     T GID   Y     DE        IVG N   AA  AE EA RE  LQYADS GA  LFGGW .   LSG S...D  D.F...
Trichoderma_arundinaceum_RFU80530.1:19-474       dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KI   I VIV  TD  A      Y      E  LA     T GVD   Y     DE        IVG N   AA  EE QALRES VQYADQ GA  LFGGW .   LSS S...D  D.F...
Aspergillus_thermomutatus_210_XP_026614594.1:15-4 dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   K    L  VL  TE  A  K   Y    S D  LA     T GI    Y     DE  L    FLAL CP  GR  EE QE FQY RSLG I GA  LFGGW .  NLDT G...D  E. ...
Serratia_liquefaciens_WP_044551273.1:4-449       dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KV   V VIV  T   A  K  EY    S E  LA     T GID   F     DD  I     FMG G   AP AAE QD YR  LRYA P AG  HFSSS .   LSH G...L  P. ...
Micrococcus_luteus_WP_065572847.1:19-468         dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KI     IV   TD  A     D          LV       GID   Y     DE  I     FAMQT  TGA  ED RATYD LAQYVDPLGG  LMSGWM.   LSQ D...L  P. ...
Halolamina_rubra_WP_049979911.1:1-449            dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B        I  VV  TE  A  K          E  LA        MD         D   V   SFFIG VP  AP  AE EA YEALKDSIDV ST  LLSGFL.D  LSELD...P QK. ...
Acinetobacter_pittii_WP_075382847.1:7-452        dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KV   I VVV  T   A  K  EY    S E  LA     T GID   F     DE  I     FVG T   AE HDL VQ LN  RQYA P AG  HYASS .   LSK A...D  A. ...
Corynebacterium_variabile_WP_052302534.1:2-464   dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B    V   L VI   TE  A  K  EY      E  L        GVD   F     DD  V   V YAL T  TDA  DA RA AA  RSYIDH GA TLMSGWM.   FSS D...L  P. ...
Aspergillus_luchuensis_GAT21254.1:12-471         dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   K    L  VL  TE  A  K   F    S D  LA     T GID   Y     DE  L    FLAL CP  GR  EE WE FRY RSLG I GA  LFGGW .   LDR G...E  E. ...



Aspergillus_luchuensis                           dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   K    L  VL  TE  A  K   F    S D  LA     T GID   Y     DE  L    FLAL CP  GR  EE WE FRY RSLG I GA  LFGGW .   LDR G...E  E. ...
Aspergillus_bombycis_XP_022386026.1:15-472       dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   K    L  VL  TE  A  K   Y    S D  LA     T GI    Y     DE  L    FLAL CP  GQ  EE QE FKY RSLG I GA  LFGGW .  NLDT G...D  E. ...
Agrobacterium_vitis_WP_070163524.1:1-454         dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KI   I II   TE  A  K  DY    S D  LV     S GID   Y      D  I     YTL T  TDE  GK KA FE  KQYV Y GS  FMSGW .   FGQ A...PT V. ...
Pseudomonas_psychrotolerans_220_WP_074584491.1:5- dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KL   L VIV  T   A  K  EY    S E  VA       GID   Y     DE  I     FMG T   AP AAE RD HA  LHYA P AG  HHSASV.   LAA G...L  P. ...
Micrococcus_yunnanensis_WP_135040276.1:19-468    dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   RI     IV   TD  A  K  D          LV       GID   Y     DE  I     FAMQT  TGA  ED RA YD LAQYVDPLGG  LMSGWM.   LSQ D...L  P. ...
Acinetobacter_calcoaceticus_WP_004642549.1:7-452 dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KI   I VVV  T   A  K  EY    S E  LA     T GID   F     DE  I     FVG T   AE HDL VQ LN  RQYA P AG  HYASS .   LSK D...D  A. ...
Penicillium_brasilianum_CEO59775.1:15-472        dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   K    L  IL  TE  A  K   Y    S D  LA     T GID   Y     DE  L    FLAL CP  GR  EE IE FKY RSLG I GA  LFGGW .   LDK G...D  E. ...
Aspergillus_cristatus_ODM22551.1:12-469          dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   K    L  IL  TE  A  K   Y    S D  LA     T GID   Y     D   L    FLAL CP  GK  EE KE FAY RSLG I GA  LFGGW .   LDT G...D QE. ...
Pseudomonas_taiwanensis_WP_027907363.1:1-446     dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B    I   A LIV  T   A  R   Y      D  LA     T GID         D   I   L YAQ L   AP RQE EA FAQ RRYVDL AA  LLSGW .   FAGLD...P AP. ...
Acidovorax_avenae                                dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KV   L AV   T   A  K  DY    S E  LA       GID   W     D   I     VVG T  PGA RRE ED YQ  CRHA P AA  HLSAGA.   FST R...H TPL ...
Staphylococcus_pseudintermedius_WP_101431388.1:4- dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B    V   V  II  TE  A  K        S E  VA     T GID   Y     DE  I   L FPM LP  GE  EE YE YEALQNEV Y GS  LLSGH .   FSQ D...P  Y. ...
Rhodococcus_triatomae_WP_081607437.1:2-451       dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B        V VVV  TD  A  K        S E  LA        LD         D   L   SFIAG S   AP  SE RA FEQQLPFI V GT  RQSSLM.Q  FGEID...I AP. ...
Alcaligenes_sp._RS4_230_WP_128393375.1:4-450     dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KI   I VV   T   A  K  EY    S    VA     T GID   F     DE  I     FVG A  TGQ QGQ WE YE  LRYA AQAG  HFSSS .   FSR G...L  P. ...
Gibbsiella_quercinecans_WP_121552947.1:7-454     dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KI   I VIV  T   A  K  EY    S E  LA     T GI    F     DE  V     FMG S   AP ARE QE HQ  LRYA P AG  HFSSS .  NFSR A...L  P. ...
Acinetobacter_ursingii_WP_044435211.1:5-452      dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KI   I VV   TE  A  K  EY    S E  LA       GMD   F     DE  I     FLG T  TGE  QI QE LA  RQYA P AG  HYASSV.   LSK A...D  V. ...
Erwinia_typographi_WP_034887712.1:4-447          dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   RI   V VIV  SE  A  K   Y    S E  IA       GMD   F     DE  I     FMG S   AP  RE QE HRS LEYA P AG  HFSSSI.   LAA D...L  P. ...
Trichoderma_harzianum_KKP01913.1:14-470          dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   K    L  II  T   A  K  DY    S D  LA     T GID   Y     D   L    FLAM CP  GR QEE DA YA  IQYG E GA  LFGGW .   LAQ D...D QE. ...
Fusarium_graminearum_235_CEF79766.1:12-466       dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KV   V  IL  TE  A  K  DY    S E  L      T GMD   Y     DE  L     LAL TP  GR  EE KA YD  KQYA L GA SLFGGW .   LNQ G...D  E. ...
Gordonia_alkanivorans_WP_006357654.1:10-461      dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KI   L II   T   A  K  EY    S E  LV       GID   Y     DE  I     YTL T  TDS PEA RA AA  QSYA E GA  FMSGWM.   LAS N...I  P. ...
Acinetobacter_radioresistens_WP_111281495.1:5-455 dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KI   I VV   TD  A  K  EY    S E  LA       GID   F      E  I     FIG T  SAE  AL QE LA  CHYA P AG  HYSSSV.   LSQ T...EQ T. ...
Mesorhizobium_plurifarium_WP_073985566.1:5-458   dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   K    A VV    D  A      Y    S E  LA        LD         D   L    FFAM T  TGAD AE LAMHEA RKVI T GH  RLSAIL.Q  LSKLD...P QP. ...
Oceanobacillus_halophilus_WP_121203049.1:1-454   dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   RI   V  II  TE  A  K  D     S E  AA     T GID   Y     D   L     FPM LP  GS  AE YA YE LKNHV Y GT  LLSGH .   FSV N...P QY. ...
Acinetobacter_tandoii_240_WP_100241535.1:7-457   dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KI   I VV   TD  A  K  EY    S E  LA       GID   F     DE  I     FVG T  TAE  TL QE LA  IRYA P AG  HYSSSV.   LSK A...D  P. ...
Burkholderia_plantarii_WP_042624083.1:1-457      dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   RL   L VIV  T   A  R        S E  LA     T GID   Y     DD  L     FAM T   DS AER QA YAACRERA H GA  LLSGW .   LAR R...P  T. ...
Alcaligenes_faecalis_WP_094195208.1:6-457        dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KI   V VV   TE  A  K  DY    S E  LA     T GVD   Y     DE  I     YAG A  TGA  AE KE YA  LAHA S GG  HFAAS .   FSQ G...L  P. ...
Bradyrhizobium_arachidis_WP_092214516.1:1-453    dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   R    L VIV  T   A  K  DY         LA     T GID   Y     DD       FYAL T   GE HAE EA YR  QRYIDPKGS  LLSGW .   LSR S...L  P.F...
Cupriavidus_plantarum_WP_109583068.1:1-458       dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   RI     VIV  TE  A  R   Y    S D  LA     T GID   Y     DD  L     FAMFT   DE  AL KA HDA RARV Y GA  LLSGW .   LSR A...P  T. ...
Variovorax_sp._770b2_245_WP_093443018.1:5-461    dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   R    L VV   TD  A  R  EY    Q E  LV       GVD   F     DD  V    FVTT Q  TGR  TE RE FD  RGYA P AG  QFSSAI.   LSR G...L  P. ...
RZJ22128.1:4-447                                 dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KI   V I V  TE  A  K             L      S GI    Y     D         MPG S F AK  QE QE YQLLNSLIHPKVG SLLSGL G  NLDK D...L AP.F...
LadB_Geobacillus_thermoleovorans_BAM76371.1      dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   R      VVL  TE  A           S               E          D  V    YSISFQ   GE  KE WEQADALVSHL ESAKRK.......KD LIQKG..... S. ...
LadAbeta_Geobacillus_thermoleovorans_BAM76372.1  dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B    I   V   I  TE  A             E  LA       GID   Y     DD  L   L MPG APY GR  QE REQYEQLQELIVP VG  FLSDYLG   FSG S...L  P. ...
Af1_AFLA_024140_XP_002373925.1                   dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   K    I  VL  TE  A  K   Y    S D  LA     T GI    Y     DE  L    FLAL CP  GR  EE QE FKY RSLG I GA  LFGGW .  NLDT G...D  E. ...
Af3_AFLA_58870_XP_002378631.1                    dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KV   I AIV  TD  A  K  E       E  LA     S G D   Y     D         VAG L   AE  EA HA FA LAQYGDP GA  LFGGW . Y LSK E...D QD.F...
Af4_AFLA_049780_XP_002383105.1                   dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   K       II  TD  A  K  E     S    LV     T GID         D   I    FFATFTP  GR  DE QA YE LQKYA VVGG  LFSGW .   ISRIP...L QD. TAA
Af5_AFLA_126060_XP_002381799.1                   dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   K    I VIV  TD  A  K  EY      E  A      T   D   F     DE       FIAG L   DE  EK QA YE  LAQSDL GV TLFGGW .NN LSK D...D  D.F...
Af2_QMW32876.1:9-463                             dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KI   I AIV  TD  A  K  EY      E  LA     T GVD   Y     DE        IVG N   AA  EE KA RE  LRYADE GA  LFGGW .   LSG T...D  D.F...
Yarrowia_lipolytica_CLIB122_YALI0C07546p_XP_50156 dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B    V   L VIV  T   A     E       E  LI       GAD   Y         L   L VST M   KA NQE QDYYK LSDASDK GA  FCSQMF.   LKS P...PGQD. ...
Rhizobium_sp._CF122_WP007794079.1                dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KI   I  VV  T   A  K  E          L        GVD   Y     D   I     MPG FP  GR QAE EA FQ IQDLIHPVVG SILNGMAE   LSK P...L GP. ...
Acinetobacter_sp._NIPH_2100_LLM                  dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B    I   V A V  TE  A  K          E  LA     S G D   Y     D       L LPG S F GR  EE RA YQQLTDLIHP AG  LLSGL G F FSG D...L GP.F...
Nostoc_sp._PCC_7107_WP_015115963.1               dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KI   A  II  TE  A  K          D           GVD   Y     DD  A     MPG FP  GS  EK QE YEFIQSLIHP VAWGILKNYYK   LSK S...F  L. ...
Aspergillus_flavus_NRRL3357_uncharacterized      dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KI   A IVV  S   A  K          D  IA       G D   F     D   L     LPA F   GD VEE RA RLKLDSLVHY SA  SLSIAL. T ASG D...P GP. ...
Paenibacillus_curdlanolyticus_WP006037998.1      dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KI   V  II  TE  A  K   F         VA         D   Y     D   L     MPG FP  GR  EE LE KAL EQLIPEQAG  LLSALI.SF LSG P...V GP. ...
LadAbeta_Geobacillus_thermoleovorans_FMN-dependen dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B    I   V   I  TE  A             E  LA       GID   Y     DD  L   L MPG APY GR  QE REQYEQLQELIVP VG  FLSDYLG   FSG S...L  P. ...
SsuD_1M41                                        dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   R    L VIV  T   A             E  A                     D  V    FGIR H   RE NDE WQAAERLISHLDD TI KAQAAFA............RT S. ...
Paenibacillus_curdlanolyticus_WP006037998.1      dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   KI   V  II  TE  A  K   F         VA         D   Y     D   L     MPG FP  GR  EE LE KAL EQLIPEQAG  LLSALI.SF LSG P...V GP. PEL
Bacillus                                         dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   K    L IIV  TE  A                                              FGIR H   RE  EE W............................................
Pseudomonas                                      dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   K    L VIV  TD  A           S E  AA        VD                  FGIR H   RE  EE WRAADRLIEHI D TI  AQQSFA.R  SEGQR............
LadB_Geobacillus_thermoleovorans_FMN-dependent   dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   R      VVL  TE  A           S               E          D  V    YSISFQ   GE  KE WEQADALVSHL ESAKRK.......KD LIQKG..... S. ...
Pseudomonas_aeruginosa_PAO1_NP_251290.1          dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   R       IV  TE  A  R  E           L       GL                   FSVSFRP  AD  EA WK AA VLEQVRENRAR .......  PLRDHQ...PQNV.....
Alkanesulfonate                                  dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   RI      II  TE  A  K                                            WVTFRP  AE  EL WA ..........................................
Alkanesulfonate                                  dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   RI      II  TE  A  K        T D   A     Q G                     WVTFRP  AE  EL WE .....AHR L ALQ NRPGG . NA........PSRP.....
Aspergillus_niger_ATCC13496_RDH19503.1           dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   RI      II  TD  A  K        T E         Q G               V     WVTFRP  AE  EL WA .....AYQ L KLKEHRANG . KAPANAP...PPQN. ...
Penicillium_digitatum_Pd1_XP014534980.1          dG   B KdG  KG  B  B  KG    B B  KG     B KdG   B     KG  B   RI      IV  TE  A  K        T D         Q                       WVTFRP  AE  DL WA .....AHR L ALNSNRANG .....SRVP...VNAP.....
Acinetobacter_rudis_WP_016657872.1               IH   C JIH  JH  C  C  JH    C C  JH     C JIH   C     JH  C   K    L VIV  T   A           S E  A              F              FGIR H   RR NEE WTAANQLIEHI D TI KA......QQSFAR D...SVGQ.....



       330                                 340       350               X                                   X         X      
LADA_Geobacillus_thermodenitrificans_WP_011888513           A      A DEF              A A   DF     DEF     DEEEF          S                           S   II     L G      VGTP.........G I.......................... VGE  NNMSK D KWFKLS    
Geobacillus_sp._LEMMY01_WP_079935807.1:1-440               B      B KdG              B B   KG     KdG     KdddG          S                           S   II     L G      VGTP.........G I.......................... VGE  NNMSK D KWFKLS    
Geobacillus_stearothermophilus_ABV66256.1:1-440            B      B KdG              B B   KG     KdG     KdddG          S                           S   II     L G      VGTP.........G I.......................... VGE  NNMSK D KWFKLS    
Geobacillus_sp._B4113_201601_WP_061912600.1:1-440           B      B KdG              B B   KG     KdG     KdddG          S                           S   II     L G      VGTP.........G L.......................... VGE  NNMSK D KWFKLS    
Geobacillus_sp._B4113_201601_5WP_061912600.1:1-44           B      B KdG              B B   KG     KdG     KdddG          S                           S   II     L G      VGTP.........G L.......................... VGE  NNMSK D KWFKLS    
Bacillus_thuringiensis_6WP_029441578.1:1-435               B      B KdG              B B   KG     KdG     KdddG          T                           S   II     I G     LIGTP.........G L.......................... VKE  GNLSK D KWFKL     
Lysinibacillus_sphaericus_WP_103976887.1:2-422             B      B KdG              B B   KG     KdG     KdddG                                          IV     I G     IIG PNGF...................................AVGE  NTLNR D KWFKV   K 
Lysinibacillus_sphaericus_WP_069508309.1:2-422             B      B KdG              B B   KG     KdG     KdddG                                    F     IV     I G     IIG PN..................................G .AVGE  NTLNR D KWFKV   K 
Rummeliibacillus_sp._SL167_10_WP_146551437.1:2-42           B      B KdG              B B   KG     KdG     KdddG                                          IL     I G     I G P.........NGS..........................KVTD  DNLRK D KWFRV T K 
Paenibacillus_sp._DXL2_WP_110843609.1:1-459                B      B KdG              B B   KG     KdG     KdddG          T        T A                    VI     IGG     VAGTPD.Y.V....E D....HGR S AQFTKHSPT.RK....KVRE  ETLGT   RGL.F     
Paenibacillus_naphthalenovorans_WP_074730028.1:1-           B      B KdG              B B   KG     KdG     KdddG          T        T A                    VV     IGG     VVGT E.Y.V....E D....HGQ S AQFTKHSPK....KL.KVRE  KTLGT   RGL.F    A
Cohnella_sp._HS21_WP_130606586.1:1-453                     B      B KdG              B B   KG     KdG     KdddG          S         AV                N   VV     IGG     L GSGSYY......A D....HGQA  ARFTTMSEK.KM.... VGE  DEIVK   RSA.L F   
Streptosporangium_subroseum_15_WP_089205784.1:1-4           B      B KdG              B B   KG     KdG     KdddG                    AV                    VL     IG      VAGTPVAR......GGD....FTER  RPLVGRGL........RVGD  DSVGR  QGGPFF     
Arthrobacter_sp._Hz2_WP_120147654.1:1-455                  B      B KdG              B B   KG     KdG     KdddG                                      T   AL             AIGT LAR......EDR....PGRDRQPSTRRHPAG.T..... VGE  E.RITRFDRGPFV    A
Nonomuraea_solani_WP_103963668.1:1-453                     B      B KdG              B B   KG     KdG     KdddG                    AI                    VL     VG      VAGTP..D.DIVARGGD....FTER  RPLAGRGL........RVRD  DSVGR  QGGPFF     
Arthrobacter_ruber_WP_105030338.1:1-455                    B      B KdG              B B   KG     KdG     KdddG          N                           T   AL             AIGTPLAR......E R....PGRDRQPSNRRHPAG.T..... VGE  E.RITRFDRGPFV     
Bacillus_aciditolerans_20_WP_121446947.1:1-456             B      B KdG              B B   KG     KdG     KdddG          T        S A                T   VL     I       LVGNPEYK......H E....HGQ R ASLTKDAPK....KL. VRE  NRFET DRNH..V     
WP_137163763.1:1-458                                       B      B KdG              B B   KG     KdG     KdddG          N         AL              W T   AA     LGG     LVGT E.Y.V....E D....AGRA  AAFTAADPN.RR.. . VRE  E.FVG   RGP.V    A
Aeribacillus_pallidus_WP_130157503.1:4-457                 B      B KdG              B B   KG     KdG     KdddG          T      I SVL              W T   LA     IGG     VVGTPE.Y.I....D N....A K   ESLTKASPN...KK . VRE  N.FAG   MGP.V     
Bacillus_megaterium_24WP_098602848.1:4-460                 B      B KdG              B B   KG     KdG     KdddG          T      V SMV              W T   LA     IGG      VGTPK.Y.I....E N....A K   ELLTKSSPN.KK.. . VRE  T.FAG   MGP.VT    
Streptomyces_sp._150FB_WP_078877664.1:5-455                B      B KdG              B B   KG     KdG     KdddG                    L                 T   II             VAGTPIAR......EDP....GYQR TRRYKPGQ......... VGD  G.QTGRFDRGPFY     
Arthrobacter_sp._DWC3_WP_104051071.1:1-454                 B      B KdG              B B   KG     KdG     KdddG          N                           T   AL             AIGTP..D.DILARE R....PGRDRQPSNRRHPAG.T..... VGE  E.RITRFDRGPFV     
Cohnella_thermotolerans_WP_027093898.1:1-456               B      B KdG              B B   KG     KdG     KdddG          T        S A                T   VL     L       IVGNPK........H E....HGQ R ASLTKDAPT....KL. VRE  SKFDN SRKF..A     
Paenibacillus_bovis_28WP_144921429.1:1-452                 B      B KdG              B B   KG     KdG     KdddG          N      I SAL              W T   IA     IGG     MVGTPE.Y.V....E D....S R   ENYTKVDPT..R.Q . VGE  E.QIG   MGI.N     
Bacillus_aciditolerans_WP_121447760.1:1-452                B      B KdG              B B   KG     KdG     KdddG          N      I S V              W T   I      IGG      VGSPK.Y.V....K D....A Q T ENFTKIDSD...KK . IDE KK.YTG   LGP.VT    
Leifsonia_sp._ALI-44-B_30_WP_077053645.1:1-455             B      B KdG              B B   KG     KdG     KdddG                     A                T   AL             AVGTPLAA......EAK....AGRDN GANRRHYPP.GA.... VAD  E.AVTRFDRPPFF     
Parageobacillus_thermoglucosidasius_WP_064552269.           B      B KdG              B B   KG     KdG     KdddG          T          A                S   AL     L       IVGNPEFK......N E....HGHYK ASLTKDASK....RL. IGE  RKLEQ DRES..I     
Geobacillus_sp._Y4.1MC1_WP_013399886.1:1-459               B      B KdG              B B   KG     KdG     KdddG          T          A                S   AL     L       IVGNPE.F.K....N E....HGHYK ASLTKDASK....KL. IGE  SKLEQ DRES..I     
Bacillus_methanolicus_35WP_004434428.1:1-462               B      B KdG              B B   KG     KdG     KdddG          T          A                    AL     I       IVGNPEFK......P E....HGHYK ASLTKDASK....KL.KIGE  SRLEN DREQ..V     
Terribacillus_halophilus_WP_077309754.1:1-448              B      B KdG              B B   KG     KdG     KdddG          N      I SAV              W T   VA     IGG     VAGTPR.F.V....E E....A H   ETFTKIDPN...KK . VRE  E.FVG   IGP.V     
Paraburkholderia_kururiensis_WP_017777532.1:1-453           B      B KdG              B B   KG     KdG     KdddG          S      V SAV              W T   IA     IGG      VG PR.Y.V....E N....A Q   EALSSADPT.RV.. . VRE  K.WGG   LGP.LT  D 
Gracilibacillus_massiliensis_WP_058308419.1:1-456           B      B KdG              B B   KG     KdG     KdddG          T          A                T   VL     I       IVGNPE.YKK....K E....GGHYK ATLTKDAPK....KL. VGD  NRFEA DRNS..Y     
Streptomyces_yanglinensis_WP_103888551.1:5-452             B      B KdG              B B   KG     KdG     KdddG                    LI                T   VL             VAGTPIAR......KVP....GYQR  RQYRPEQ......... VGD  T.RIGGFNRGQFF     
Trinickia_sp._7GSK02_40_WP_136896361.1:1-452               B      B KdG              B B   KG     KdG     KdddG          S      V SAV              W T   IA     IGG      VGSPS.Y.V....E N....A Q   EALSSADPA.RV.. . VRE  K.WGG   LGP.LT    
Cryobacterium_sp._NEAU-85_WP_123045138.1:1-448             B      B KdG              B B   KG     KdG     KdddG                 I S                  Q   II      P      V GTPEYK......GRD....H Q SEAAFANK.......... VRD  D.YYEN TENPFF S   
Alicyclobacillus_acidoterrestris_WP_021298468.1:4           B      B KdG              B B   KG     KdG     KdddG          N      V SAV              W N   IA     IGG     VVGTPR.Y.V....K R....A E   ETFTKIDPD...KT . VDE  D.FVG   IGP.V     
Oceanobacillus_senegalensis_WP_085994229.1:1-452           B      B KdG              B B   KG     KdG     KdddG          N      I SAI              W T   IA     VGG     AVGTPR.Y.I....R D....A Q   ETFTKIDPN...KQ . VDE  K.FIG   IGP.V     
Bacillus_sinesaloumensis_WP_077620983.1:1-449              B      B KdG              B B   KG     KdG     KdddG          T          A                T   VL     L       IVGNPG.YKK....K E....GGHYK ALLTKDAPK....QL. VGE  NRFES DRNS..I     
Halopenitus_persicus_WP_021074147.1:6-457                  B      B KdG              B B   KG     KdG     KdddG          S      I  IV              W T   VA     VGG     VVGTPE.H.I....E D....A QG  DSFTKADPD...RE . VGE  T.FIG   IGV.P     
Microbacteriaceae_bacterium                                B      B KdG              B B   KG     KdG     KdddG                 I S                      VV      P      V GTPE.Y.K....ARD....H Q SEKAFADK..........RVRD  D.HYEN LADPFF W   
Lysinibacillus_sinduriensis_WP_036201100.1:1-458           B      B KdG              B B   KG     KdG     KdddG          T        T A                T   VL     I       LVGNPEYQ......H E....HGQ R ASLTKDAPK....KL. VQE  NKFET DRDH..V     
Bacillus_endophyticus_WP_113749053.1:5-457                 B      B KdG              B B   KG     KdG     KdddG          T      V SML              W T   LA     IGG     AVGTPE.Y.I....E K....A Q   ESLTKYSSN...KT . VQE  K.FAG   MGP.V     
Pseudomonas_monteilii_WP_119371117.1:1-455                 B      B KdG              B B   KG     KdG     KdddG          T      I SAV              W T   LA     IGG     IVGS E.H.I....H N....A Q   EAFSTADPN.KR.. . VQE  D.WVG   FGP.L    A
Bacillus_endophyticus_50_WP_061801645.1:5-457              B      B KdG              B B   KG     KdG     KdddG          T      V SML              W T   LA     IGG     AVGTPE.Y.I....E K....A Q   ESLTKYSSN.KT.. . VQE  K.FAG   MGP.V     
Planococcus_maitriensis_WP_112233285.1:1-457               B      B KdG              B B   KG     KdG     KdddG          S      M SAV              W T   LA     IGG     AVGTPE.Y.I....Q N....A Q   EVFTRADPD...RK . IGE  T.FVG   RGP.V     
Oceanobacillus_profundus_WP_118889880.1:1-447              B      B KdG              B B   KG     KdG     KdddG          N      I SAL                T   VI     IGG     AIG PS.Y.I....E D....S R   ENFTKIHPDRPS.... VED  Q.TIG   MGA.T   A 
Burkholderia_pseudomallei_WP_141404579.1:1-452             B      B KdG              B B   KG     KdG     KdddG          S      I SAV              W T   IA     IGG      VG  E.H.V....E N....A Q   EALSSADPT.RK.. . VRE  R.WGG   LGP.VS  DA
Terribacillus_saccharophilus_WP_095261886.1:1-455           B      B KdG              B B   KG     KdG     KdddG          T          A                T   AL             IVGNPT.YGK....T E....GGHYK ASLTKDASK....QL. VGE  KRFDTPDK.S..L     
Sediminibacillus_albus_WP_093212831.1:4-453                B      B KdG              B B   KG     KdG     KdddG          N      I SAV              W T   I      IGG      AGSPR.Y.V....E D....A Q   ENFTKIDPD..K.Q . VKE KE.FIG   LGA.YT    
Sciscionella_marina_WP_020496929.1:1-448                   B      B KdG              B B   KG     KdG     KdddG                 V SA                     VV      P      VVG PGFK......ARG....H E  ERSFADK..........RVRE  D.HFSD FDDPFF   A 
Mycetocola_saprophilus_WP_043321267.1:1-452                B      B KdG              B B   KG     KdG     KdddG                 I SA                     II       G     V GT EYK......GRG....H E  EAEHTRDAKA.N.....GATS  DKLNDPR DEF.F S  V
Lysinibacillus_macroides_WP_053993569.1:4-460              B      B KdG              B B   KG     KdG     KdddG          T      I SLL              W T   LA     IGG     VVGTPN.Y.I....E N....A K   EVLTKFSPN...KK . VRE  T.FAG   MGP.V     
Pseudomonas_putida_WP_086978777.1:1-458                    B      B KdG              B B   KG     KdG     KdddG          T      I SAV              W T   LA     IGG     IVGS E.H.I....H N....A Q   EAFSTADPN.KR.. . VQE  D.WVG   FGP.L    A
Sediminibacillus_halophilus_60_WP_074598704.1:4-4           B      B KdG              B B   KG     KdG     KdddG          N      I SAV              W T   I      IGG     AVGSPR.Y.V....E N....A Q   ENFTRIDPN...KQ . VKE KE.FIG   LGA.Y     
Rhizobium_oryzae_WP_085420425.1:1-450                      B      B KdG              B B   KG     KdG     KdddG          S      I S V              W T   LL     LG      MVGS ETG......R A....A V N EAMTRTAGP....Q . KRK  E.QMV  SRQA.P    A
Pseudomonas_extremorientalis_WP_071491956.1:1-455           B      B KdG              B B   KG     KdG     KdddG          T      I SAV              W T   LA     IGG      VG PR.H.V....H N....A Q   EAFSTADPN.KV.. . PNE  D.WVG   FGP.LF  G 
Pseudomonas_fluorescens_WP_016977452.1:1-454               B      B KdG              B B   KG     KdG     KdddG          T      I SAV              W T   LA     IGG      VG PK.H.V....H N....A Q   EAFSTADPN.KV.. . PNE  D.WVG   FGP.LF  G 
Neorhizobium_sp._T25_27_WP_105419890.1:1-450               B      B KdG              B B   KG     KdG     KdddG          S      I S V              W T   LL     LG      MVGS ETG......K S....A V N EAMTRTAGP....Q . KRK  E.QMV  SRQA.P    A
Pseudomonas_extremaustralis_WP_078833627.1:1-457           B      B KdG              B B   KG     KdG     KdddG          T      I SAV              W T   LA     IGG      VGSPK.H.V....H N....A Q   EAFSTADPS.KV.. . PKE  D.WVG   FGP.LF    
Fictibacillus_aquaticus_WP_094253544.1:1-455               B      B KdG              B B   KG     KdG     KdddG          T          A                S   AL     I        IGNPEFK......K E....HGHYK ASLTKDASK....QL. IKE  GRLES DRNT..VF    
Pseudomonas_extremaustralis_KAA8559760.1:1-456             B      B KdG              B B   KG     KdG     KdddG          T      I SAV              W T   LA     IGG      VG PK.H.V....H N....A Q   EAFSTADPN.KV.. . PNE  D.WVG   FGP.LF  G 
Mycobacterium_sp._ACS1612_WP_067812332.1:1-454             B      B KdG              B B   KG     KdG     KdddG          N      L S V              W T    I     IG       VGSPA.V.T....D E....Y K S TMFGQGQ....... . LRDF D.AHA  VEGG.FT    
Bacillus_megaterium_WP_116075167.1:1-455                   B      B KdG              B B   KG     KdG     KdddG          T      V SAL              W T   VV     IGG      VGSPE.F.I....A N....S R   EKFTISDPD...RK . VEE  K.FVS   MGP.VT    
Pseudomonas_frederiksbergensis_70_WP_123409596.1:           B      B KdG              B B   KG     KdG     KdddG          T      I SAV              W T   LA     IGG      VGSPK.H.V....H N....A Q   EAFSTADPN.KV.. . PNE  D.WVG   FGP.LF    
Pseudomonas_citronellolis_SFC61163.1:1-452                 B      B KdG              B B   KG     KdG     KdddG                                      T   LV             VAGTP.........AEL....PGGGPWAALLASDPQ.A..... VGQ  KRLGGFDEGRF.F     
Herbaspirillum_chlorophenolicum_WP_050468599.1:4-           B      B KdG              B B   KG     KdG     KdddG          T      I SLA              W T   LL     LGG     VVGSPR.A.A....K N....S E   KTVTNPELN..... . KRK  Q.QLE   RYA.T     
Arthrobacter_crystallopoietes_WP_074700854.1:1-45           B      B KdG              B B   KG     KdG     KdddG                 A SM                     LI             IAGTPQ.Y.V....GRD....H Q  EAEFATGAGR.K.....RAHE  DALADPRNDEF.F     
Terribacillus_goriensis_WP_038558686.1:1-438               B      B KdG              B B   KG     KdG     KdddG          T        S A              F T   I              IIGSPK........H E....QGQ R AYLTKDAAK....P . VKE QEKFSQPAEMD..I     
Bacillus_megaterium_WP_025749753.1:1-455                   B      B KdG              B B   KG     KdG     KdddG                 V SAL              W T   VV     IGG      VGSPE.F.I....AKN....S R   EKFTISDPD...RK . IEE  K.FVS   MGP.VT    
Neorhizobium_sp._T7_12_WP_105403044.1:1-451                B      B KdG              B B   KG     KdG     KdddG          S      I S V              W T   LL     LG      MVGS E.T.G....K S....A V N EAMTRTAGP....Q . KRK  E.QMV  SRQA.P    A
Rummeliibacillus_sp._SL167_WP_146553619.1:4-459            B      B KdG              B B   KG     KdG     KdddG          T      I SML              W T   LA     IGG      VGTPK.Y.I....E N....A Q   ESLTKASPN...KK . PRE  N.FAG   LGP.VF    
Burkholderia_sp._PAMC                                      B      B KdG              B B   KG     KdG     KdddG                 I S V              W T   LL     LGG     IVG PQ.P.P....GAP.KSRG E S QRVTDGQAG..... . VRR  D.QLK   RYT.T   D 
Pseudomonas_koreensis_WP_064585463.1:4-449                 B      B KdG              B B   KG     KdG     KdddG          S      I SA               W T   LL     LGG     VVGSPQ.Y.V....K N....A Q  TKNLQNND....... . RRK  D.QHA   RYI.T     
Pseudomonas_fluorescens_80_WP_064116961.1:6-451            B      B KdG              B B   KG     KdG     KdddG          S      I SA               W T   LL     LGG     VVGSPQ.Y.V....K N....A Q  TKNLQNND....... . RRK  D.QHA   RYI.T     
Pseudomonas_rhodesiae_WP_040265276.1:4-450                 B      B KdG              B B   KG     KdG     KdddG          S      I SA               W T   LL     LGG     LVGSPQ.Y.V....K N....A Q  TKTLQNND....... . RRK  D.QHA   RYI.T     
Collimonas_sp._OK412_WP_092393355.1:4-454                  B      B KdG              B B   KG     KdG     KdddG          S      I S A              W T   LL     LGG     IVGSPK.P.A....S N....A Q S KAVTAADAG..... . VRK  D.QLA   RYV.T     
Pseudomonas_marginalis_WP_058415544.1:1-456                B      B KdG              B B   KG     KdG     KdddG          T      I SAV              W T   LA     IGG      VG PK.H.V....H N....A Q   EAFSTADPN.KV.. . PNE  D.WVG   FGP.LF  G 
Pseudomonas_antarctica_WP_064452947.1:1-458                B      B KdG              B B   KG     KdG     KdddG          T      I SAV              W T   LA     IGG      VG PK.H.V....H N....A Q   EAFSTADPN.KV.. . PNE  D.WVG   FGP.LF  G 
Pseudomonas_protegens_WP_041115159.1:9-454                 B      B KdG              B B   KG     KdG     KdddG          S      I SA               W T   LL     LGG     VVGSPQ.Y.V....K N....A Q  TKNLQNND....... . RRK  D.QHA   RYF.T     
Pseudomonas_synxantha_WP_057024776.1:4-449                 B      B KdG              B B   KG     KdG     KdddG          S      I SA               W T   LL     LGG     LVGSPQ.Y.V....K N....A Q  TKNLQNND....... . RRK  D.QHA   RYI.T     
Rhizobium_leguminosarum_WP_128409501.1:2-451               B      B KdG              B B   KG     KdG     KdddG          T        SAL                T   II     LG      MVGSPDQS......S N....ANQ   AAITKQAAK....PV. LRD  D.QMV  SRMK.P     
Pseudomonas_chlororaphis_WP_038359779.1:6-451              B      B KdG              B B   KG     KdG     KdddG          S      I SA               W T   LL     LGG     VVGSPQ.Y.V....K N....A Q  TKNLQNND....... . RRK  D.QHA   RYI.T     
Pseudomonas_syringae_90_WP_024642725.1:1-456               B      B KdG              B B   KG     KdG     KdddG          T      I SAV              W T   LA     IGG      VGSPR.H.V....H N....A Q   ETFSTADPN.TI.. . PQA  D.WVG   FGP.LF    
Collimonas_fungivorans_WP_061540754.1:4-453                B      B KdG              B B   KG     KdG     KdddG          S      I S A              W T   LL     LGG     IVGSPK.P.A....S N....A Q S KAVTAADAG..... . VRK  D.QLA   RYV.T     
Rhizobium_leguminosarum_WP_116409027.1:2-451               B      B KdG              B B   KG     KdG     KdddG          T        SAL                T   IV     LG      MVGSPD.Q.S....S N....ANQ   AAITKQAAK....PV. KRE  D.LMV  SRMK.P     
Microvirga_ossetica_WP_099511173.1:1-454                   B      B KdG              B B   KG     KdG     KdddG          N        S L              W T   LI     LG       VGTPQ.Y.E....K N....ANN T EAITKRSAG.TV.. . VRK  D.QMI  SRQK.PF    
Pseudomonas_caspiana_WP_087268376.1:4-451                  B      B KdG              B B   KG     KdG     KdddG          S      I SA               W T   LL     LGG     LVGSPQ.Y.V....K N....A Q  TKNLKNND....... . RQK  D.QHA   RYI.T     
Pseudomonas_lundensis_WP_048375063.1:4-451                 B      B KdG              B B   KG     KdG     KdddG          S      I SA               W T   LL     LGG     VVGSPQ.Y.V....K N....A Q  TQVLQNND....... . RRK  E.QHA   RYM.T     
Caballeronia_mineralivorans_WP_047894899.1:4-456           B      B KdG              B B   KG     KdG     KdddG                 I S V              W T   LL     LGG     IVG PE.P.P....GGH.KSRG E S QRVTDGQSG..... . VRR  D.QLR   RFT.T   D 
Pseudomonas_paralactis_WP_057702387.1:4-450                B      B KdG              B B   KG     KdG     KdddG          S      I SA               W T   LL     LGG     LVGSPQ.Y.V....K N....A Q  TKNLQNND....... . RRK  E.QHA   RYI.T     
Pseudomonas_taetrolens_WP_048381143.1:4-453                B      B KdG              B B   KG     KdG     KdddG          S      I SA               W T   LL     LGG     LVGSPQ.Y.V....K N....A Q  TNVLQNND....... . RRK  E.QHA   RYM.T     
Pseudomonas_psychrophila_WP_123750761.1:4-450              B      B KdG              B B   KG     KdG     KdddG          S      I SA               W T   LL     LGG     VVGSPQ.Y.V....K N....A Q  TKVLQNND....... . RRK  E.QHA   RYI.T     
Collimonas_arenae_100_WP_061532973.1:4-454                 B      B KdG              B B   KG     KdG     KdddG          S      M SAV              W T   LL     LGG     IVGSPK.P.A....S N....A Q   KALTAPDAG..... . VRK  D.QLA   RYV.T     
Pseudomonas_viridiflava_WP_122210720.1:4-451               B      B KdG              B B   KG     KdG     KdddG          N      I SA               W T   LL     LGG     VIGSPQ.Y.V....K N....A Q  TKNLKNND....... . RQK  D.QHA   RYI.T     
Kocuria_varians_WP_068470402.1:1-454                       B      B KdG              B B   KG     KdG     KdddG          T      I S L              W T   IA     LGG     IVGSPN.Y.I....K D....S Q F TPFTLQAKD..K.R . REE  K.HCA   MGA.V     
Pseudomonas_wadenswilerensis_WP_115084816.1:4-455           B      B KdG              B B   KG     KdG     KdddG          S      I SA               W T   LL     LGG     LIGSPQ.Y.V....K N....A Q  TKNLQNND....... . RRK  E.QHA   RYI.T     
Pseudomonas_syringae_WP_011266344.1:4-452                  B      B KdG              B B   KG     KdG     KdddG          N      I SA               W T   LL     LGG     LIGSPQ.Y.V....K N....A Q  TKNLKNND....... . RQK  D.QHA   RYI.T     
Pseudomonas_sp._286_105WP_122415793.1:4-453                B      B KdG              B B   KG     KdG     KdddG          S      I SA               W T   LL     LGG     VIGSPQ.Y.V....K N....A Q  TKNLKNND....... . RQK  D.QHA   RYI.T     
Geobacillus_vulcani_WP_031406843.1:1-461                   B      B KdG              B B   KG     KdG     KdddG          T          A                T   AL             IIGNPLFR......A D....HGHYK ASLTKDATK....PL. IGE  Q.KAGTLTRES.V     
Geobacillus_icigianus_WP_033018365.1:1-461                 B      B KdG              B B   KG     KdG     KdddG          T          A                T   AL             IIGNPLFR......A D....HGHYK ASLTKDATK....PL. IGE  Q.KAGTLTRES.V     
Pseudomonas_floridensis_WP_083182568.1:4-453               B      B KdG              B B   KG     KdG     KdddG          N      I SA               W T   LL     LGG     VIGSPQ.Y.V....K N....A Q  TKNLKNND....... . RQK  D.QHA   RYI.T     
Pseudomonas_asturiensis_WP_073167523.1:4-451               B      B KdG              B B   KG     KdG     KdddG          S      I SA               W T   LL     LGG     VIGSPQ.Y.V....K N....A Q  TRNLKNND....... . RQK  D.QHA   RYI.T     
Geobacillus_vulcani_110_WP_031406843.1:1-461               B      B KdG              B B   KG     KdG     KdddG          T          A                T   AL             IIGNPLFR......A D....HGHYK ASLTKDATK....PL. IGE  Q.KAGTLTRES.V     



Pseudomonas_syringae_WP_024682626.1:4-452                  B      B KdG              B B   KG     KdG     KdddG          N      I SA               W T   LL     LGG     LIGSPQ.Y.V....K N....A Q  TKNLKNND....... . RQK  D.QHA   RYI.T     
LadAalpha_Geobacillus_thermoleovorans_BAM76377.1           B      B KdG              B B   KG     KdG     KdddG          T          A                T   AL             IIGNPLFR......A D....HGHYK ASLTKDATK....PL. IGE  Q.KAGTLTRES.V     
Tsukamurella_pseudospumae_WP_068746786.1:1-457             B      B KdG              B B   KG     KdG     KdddG          S      I SAV              W T   I      IGG     LVGS G.D.V....K N....A I   SNFQQADPS.GK.D . VED GK.WGR   MGP.V    A
Kocuria_sp._Marseille-P3598_WP_085529073.1:5-456           B      B KdG              B B   KG     KdG     KdddG          T      I S L              W T   IA     IGG     IVG PN.Y.V....K D....S Q F TPFTLQSKD..K.E . REE  K.HCA   MGD.V   G 
Microvirga_aerophila_WP_114188789.1:1-456                  B      B KdG              B B   KG     KdG     KdddG          T      M SML              W T   I      LG      LVGS QYQ......K D....A A   EAFTRDSSQ....V . LRK FD..KG  ARNP.P    A
Burkholderia_ubonensis_WP_071760483.1:5-455                B      B KdG              B B   KG     KdG     KdddG          T      I SAV              W T   ML     LGG     IVGSPS.Y.V....K D....S Q   DAISKKSTS.GA.. . VRR  D.QMS   RYQ.P     
Achromobacter_marplatensis_WP_006226823.1:4-450            B      B KdG              B B   KG     KdG     KdddG          N      I SAV                T   LL     LGG     LVGS R.Y.V....K N....A E   KNLTVSRTD.....R. VTD  A.DMA   RYP.A    A
Acinetobacter_baumannii_WP_070165746.1:1-443               B      B KdG              B B   KG     KdG     KdddG          T      I SLL              W T   IA     LGG     LVGS E.Y.I....Q N....A Q   DSYVNADPE.RV.. . IEE  N.WNS   NGP.V    A
Labedella_phragmitis_WP_128496094.1:1-453                  B      B KdG              B B   KG     KdG     KdddG          S      I SAV              F     IA     IGG     IVGSPG.N.V....E N....A Q   ANFQEANDD.GG.E .RVRD  R.MGA   LGP.R     
Nocardia_cyriacigeorgica_120_WP_130918184.1:1-453           B      B KdG              B B   KG     KdG     KdddG          S      I SAV              W T   I      IGG      VGSGG.D.V....E N....A Q   AAFQEFDDD.GR.E . VRD GR.WAG   MGP.VF    
Nocardia_cyriacigeorgica_WP_130918184.1:1-453              B      B KdG              B B   KG     KdG     KdddG          S      I SAV              W T   I      IGG      VGSGG.D.V....E N....A Q   AAFQEFDDD.GR.E . VRD GR.WAG   MGP.VF    
Mycobacterium_sp._1164985.4_WP_067298521.1:1-453           B      B KdG              B B   KG     KdG     KdddG          S      I SAV              W     IA     IGG      VGSGG.N.V....D N....A L   AAFQSADPD.GR.E .AIRD  E.WGK   MGP.RF    
Rhodococcus_sp._1R11_WP_135042739.1:1-449                  B      B KdG              B B   KG     KdG     KdddG          S      I S V              W T   IA     IGG     IVGSPG.N.V....E N....A Q F ASFQSIGAD.GK.E . VRD  E.WGG   AGP.R     
Erwinia_amylovora_WP_004157587.1:5-459                     B      B KdG              B B   KG     KdG     KdddG          T      I SAV              W T   LA     IGG     LVGS K.H.L....H N....A Q   ETFSTADPD.RQ.. . VQA  D.WVG   FGP.L    A
Ralstonia_mannitolilytica_WP_102079134.1:4-451             B      B KdG              B B   KG     KdG     KdddG                 I SA               W T   LL     LGG     IVG PD.Y.G....GGN....A E  TT..TAARHG..... . RRK  E.LFE   RYP.A   D 
Leifsonia_flava_WP_135120808.1:15-465                      B      B KdG              B B   KG     KdG     KdddG          S      I SVI              F T   IA     IGG     IVGSGG.N.V....Q N....A R   ANYEESAKN.GE.V . VRD  R.GGA   LGP.T     
Cryobacterium_roopkundense_WP_084141147.1:1-453            B      B KdG              B B   KG     KdG     KdddG          S      I SAV              W T   IA     IGG     VVGSGG.N.V....K N....A Q   SNVQGAGGE.GK.E . VRD  R.QGA   LGP.I     
Cupriavidus_pauculus_WP_101681197.1:1-455                  B      B KdG              B B   KG     KdG     KdddG          S      I S V              W T   LL     LG       VGS QTG......K Q....A V N EAMTRSAGP....Q . RRK  E.QMV  SRQP.PW   A
Rhizobium_sp._BK333_130_WP_133704837.1:2-454               B      B KdG              B B   KG     KdG     KdddG          T         AL                T   II     LG      MVGSPE.Q.K....T N....AQQA  AAVTGKSSG.KP.AM. PRQ  D.QMV  SRQK.P     
Caballeronia_mineralivorans_WP_047846789.1:1-454           B      B KdG              B B   KG     KdG     KdddG          T      I SAI              W T   LA     IGG      VGS R.K.V....E N....A V   EHLAGGA...KS.. . IDE  A.WGG   MGP.VF   A
Nocardia_altamirensis_WP_069163049.1:1-454                 B      B KdG              B B   KG     KdG     KdddG          S      I SAV              W T   I      IGG      VGSGG.Q.V....E N....A Q   AAFQEFDDDGGR.E . VRD GQ.WAG   MGP.VF    
Cupriavidus_sp._P-10_WP_116322758.1:1-452                  B      B KdG              B B   KG     KdG     KdddG          N      M TAI              W T   VA     VGG     IVGS K.H.I....R D....S H   DRFTIADPN...RV . VGE  E.HLA   SGP.V    V
Serratia_sp._S1B_WP_116726564.1:1-452                      B      B KdG              B B   KG     KdG     KdddG          T      I SLL              W T   IA     VGG     LVGSPE.Y.I....Q N....A Q   DSYVNADPN.RV.. . IEE  N.WNS   NGP.V     
Pseudomonas_putida_WP_043864435.1:1-452                    B      B KdG              B B   KG     KdG     KdddG          S      I SAV              W T   IA     IGG     LVGS R.E.V....Q D....A Q   EAFTRADPS.RT.. . TAE  D.YCA   DGP.V    A
Pseudomonas_aeruginosa_WP_023084248.1:4-453                B      B KdG              B B   KG     KdG     KdddG          N      I SVV                T   LL     LGG     LVG PR.Y.E....K N....A E   KNLTVARTD.....S. VRK  D.QLA   RYV.T   D 
Pseudomonas_mucidolens_WP_084381795.1:9-455                B      B KdG              B B   KG     KdG     KdddG          S      I SA               W T   LL     LGG     LVGSPQ.Y.V....K N....A Q  TKTLQEND....... . RRK  E.QHA   RYI.T     
Pseudomonas_poae_WP_060549803.1:4-450                      B      B KdG              B B   KG     KdG     KdddG          S      I SA               W T   LL     LGG     LVGSPQ.Y.V....K N....A Q  SKTLQNND....... . RRK  E.QHA   RYI.T     
Pseudomonas_chlororaphis_WP_123573412.1:9-454              B      B KdG              B B   KG     KdG     KdddG          S      I SA               W T   LL     LGG     VVGSPQ.Y.V....K N....A Q  TKNLQNND....... . RRK  D.QHA   RYI.T     
Janthinobacterium_lividum_140_WP_072454679.1:1-44           B      B KdG              B B   KG     KdG     KdddG          S        SAL              W T   AA     LGG     LVG  D.Y.I....D P....AGR   ASFSQADPD.RT.. . VRE  E.YIG   RGP.V   DA
Haladaptatus_cibarius_WP_049970513.1:4-446                 B      B KdG              B B   KG     KdG     KdddG          T      I  AV              W T   VA     LG      VVGSPE.H.I....E E....A QG  NALTKHAPE...RD . VRD  E.FCG  STSP.V     
Arthrobacter_luteolus_WP_066298473.1:1-443                 B      B KdG              B B   KG     KdG     KdddG          T      A SAL              W T   IA     IGG     LVGS K.Y.L....D N....A R   SIFTTADPG..R.S . PNA  D.YLG   IGP.V    A
Geobacillus_sp._ZGt-1_WP_047758532.1:1-436                 B      B KdG              B B   KG     KdG     KdddG          T          A                T   AL             IIGNPLFR......A D....HGHYK ASLTKDATK....PL. IGE  Q.KAGTLTRES.V     
Lysinibacillus_composti_WP_124766485.1:4-458               B      B KdG              B B   KG     KdG     KdddG          N      I S L                T   VI     IGG     AIGSPS.Y.I....E D....S R T ENFTKINLDRPS.... VQD  D.AVG   MGA.A     
Microcella_putealis_WP_130486201.1:20-474                  B      B KdG              B B   KG     KdG     KdddG          S      I SVV              F T   I      IGG     IVGSGG.N.V....P N....A Q   SNFAAAAEH.GQ.E . VGD GR.HSA   LGP.L     
Pseudomonas_nitroreducens_WP_037016976.1:1-453             B      B KdG              B B   KG     KdG     KdddG          S      I SAV              W T   IA     LGG     LVGSPR.H.V....Q D....A Q   DAFSAADPQ.RQ.. . AAE  D.YCA   DGP.L     
Acinetobacter_wuhouensis_WP_130168784.1:1-453              B      B KdG              B B   KG     KdG     KdddG          T      I SML              W T   IA     VGG     LVGS E.Y.I....K N....A Q   DAYVNADPN.RV.. . IEE  H.WNS   NGP.V    A
Bradyrhizobium_sp._YR681_WP_008144663.1:1-454              B      B KdG              B B   KG     KdG     KdddG          N        SAL              W T   VI     IGG     VVGTPR.H.V....Q D....AGR   DNVTRGDPD.RV.. . VRD  E.HVG   AGP.V     
Schumannella_sp._10F1D-1_WP_141164655.1:10-460             B      B KdG              B B   KG     KdG     KdddG          S      I SVL              W T   LA     IGG     IVGSGG.N.V....K N....A Q   TNLQQEKDL.GR.E . VGD  R.QGA   LGP.F     
Pseudomonas_coronafaciens_150_WP_122355187.1:4-45           B      B KdG              B B   KG     KdG     KdddG          N      I SA               W T   LL     LGG     LIGSPQ.Y.V....K N....A Q  TKNLQNND....... . RQK  D.QHA   RYI.T     
Pseudomonas_syringae_WP_003430238.1:4-452                  B      B KdG              B B   KG     KdG     KdddG          N      I SA               W T   LL     LGG     LIGSPQ.Y.V....K N....A Q  TKNLKDND....... . RQK  D.QHA   RYI.T     
unclassified_Rhodococcus_WP_094682261.1:1-449              B      B KdG              B B   KG     KdG     KdddG          S      I S V              W T   IA     IGG     IVGSPG.N.V....E N....A Q F ASFQSIGAD.GK.E . VRD  E.WGG   AGP.R     
Hafnia_alvei_WP_046449330.1:6-449                          B      B KdG              B B   KG     KdG     KdddG                 I SV               W T   LL     LG      IVGSPVAG......KVE....A E  TKAFSG......... . KRR  E.QHA  ARYP.V     
AS9A_3890_Hoyosella_subflava_WP_013808677.1:1-453           B      B KdG              B B   KG     KdG     KdddG          S      I SAV              W     IA     IGG      VGSGG.N.V....E N....A R   AAFQESGDD.GR.E .LVRD  E.WAS   LGP.RF    
Acinetobacter_baumannii_WP_000995600.1:1-443               B      B KdG              B B   KG     KdG     KdddG          T      I SLL              W T   IA     LGG     LVGS E.Y.I....Q N....A Q   DSYVNADPE.RV.. . IEE  N.WNS   NGP.V    A
Agrobacterium_sp._B133/95_WP_065696417.1:2-454             B      B KdG              B B   KG     KdG     KdddG          T         AL                T   II     LG      MVGSPE.Q.K....T N....AQQA  AVVTGKASG.KP.AM. PRE  D.QMV  SRQK.P     
Microbacterium_sp._KROCY2_WP_024289149.1:1-453             B      B KdG              B B   KG     KdG     KdddG          T      I S L              W T   IA     IGG     VVGSPN.Y.V....K E....A Q F TPFTMQDGA..K.Q . REE  R.HCA   MGD.V     
Variovorax_paradoxus_WP_012747040.1:6-452                  B      B KdG              B B   KG     KdG     KdddG          T      I SA               W T   LL     LGG     IVG  D.Y.G....K N....A E  TR..TAEQQG..... . HRK  D.LFE   RYP.A   DA
Methylobacterium_radiotolerans_WP_076730229.1:5-4           B      B KdG              B B   KG     KdG     KdddG                 I SA                 T   LL     LG      L G  P.Y.A....PGN....A Q  TAAAARRGL........ KRD  A.ELQ  SRYA.V T DA
Streptomyces_sp._BK215_WP_132915265.1:7-452                B      B KdG              B B   KG     KdG     KdddG          T      A  AV                T   LA             AVGTP..HEL....R E....V HG  RGLIESAPDKTM.... FAD  RLMVTT......R     
Geobacillus_thermodenitrificans_160_WP_008880416.           B      B KdG              B B   KG     KdG     KdddG          T          A                T   AL             IIGNPLFH......T D....HGHYK ASLTKDAAR....PM. IGA  E.KAGTLTRDA.V     
Pseudomonas_aeruginosa_WP_132556951.1:356-785              B      B KdG              B B   KG     KdG     KdddG          N      I SVV                T   LL     LGG     LVG PR.Y.E....K N....A E   KNLTVARTD.....S. VRK  D.QLA   RYV.T   D 
Penicillium_solitum_OQE02104.1:14-471                      B      B KdG              B B   KG     KdG     KdddG          S      I SAV              W T   V      VGG      VGT R.H.V....E N....A R   EGWSKATPEVAK.. . KAT GR.HIT   LGA.TP   A
Penicillium_vulpinum_OQE05502.1:12-469                     B      B KdG              B B   KG     KdG     KdddG          S      I SAV              W T   V      VGG      VGT R.H.V....E N....A R   EGWSKATPDVAK.. . KAT GQ.HIT   LGA.TP   A
Clavibacter_michiganensis_WP_045526194.1:1-454             B      B KdG              B B   KG     KdG     KdddG          T      A SAL              W T   VA     IGG     I GS K.Y.I....D D....A R   AIFTRYDPD..R.D . PRD  H.YVG   IGP.V S  A
Glutamicibacter_creatinolyticus_WP_054821484.1:6-           B      B KdG              B B   KG     KdG     KdddG          S      I S V              W T   LA     VGG      VGSGGSN.V....K N....A Q S ETFQKASGD.EGSP . IRQ  E.WVG   FGP.IT    
Campylobacter_sp._P0078_WP_086237522.1:4-454               B      B KdG              B B   KG     KdG     KdddG          S      M   V              W S   LI     IG      IVG  S.N.I....K N....A LGK EEYANSKTDNGK.Q . LRE  K.VAG  ALGQ.K   GA
Pseudomonas_furukawaii_WP_003454569.1:1-447                B      B KdG              B B   KG     KdG     KdddG          T      I SVV              W T   LL     LGG     AVGSPVER......K N....A E   KGFSG......... . KRR  E.QHA   RYP.Q     
Leucobacter_triazinivorans_WP_130111548.1:1-442            B      B KdG              B B   KG     KdG     KdddG          S      I S V              W T   MV     I G     VVGS G.N.V....E N....A Q T AAFQADNPD.GR.A . VRD  E.RNG A LGA.T    A
Aspergillus_brasiliensis_CBS_101740_OJJ68286.1:12           B      B KdG              B B   KG     KdG     KdddG          S      I SAV              W T   V      VGG      VGTPR.H.V....E N....A R   EGWSKATPEVEK.. . KAT GQ.HIT   LGA.TP    
Aspergillus_udagawae_170_GAO89440.1:15-472                 B      B KdG              B B   KG     KdG     KdddG          S      I SAV              W T   V      VGG      VGTPR.H.V....E N....A R   EGWSKSTPEVAK.. . KST GQ.HIT   LGA.TP    
Aspergillus_flavus_RMZ37351.1:15-472                       B      B KdG              B B   KG     KdG     KdddG          S      I SAV              W T   V      VGG      VGTPR.H.V....E N....A R   EGWSKATPGVDK.. . KST GQ.HIT   LGA.TP    
Aspergillus_flavus_RAQ54081.1:15-472                       B      B KdG              B B   KG     KdG     KdddG          S      I SAV              W T   V      VGG      VGTPR.H.V....E N....A R   EGWSKATPGVDK.. . KST GQ.HIT   LGA.TP    
Penicillium_arizonense_XP_022490779.1:12-469               B      B KdG              B B   KG     KdG     KdddG          S      I SAV              W T   V      VGG      VGT R.H.V....E N....A R   EGWSKATPEVAK.. . KAT GQ.HIT   LGA.TP   A
Salinibacterium_sp._CGMCC                                  B      B KdG              B B   KG     KdG     KdddG          S      I SAV              W T   IA     IGG     IVGSGG.N.V....K N....A Q   SNFQQANAE.GG.E . VGD  R.HSA   LGP.T     
Aspergillus_fumigatus_OXN06785.1:14-471                    B      B KdG              B B   KG     KdG     KdddG          S      I SAV              W T   V      VGG      VGTPR.H.V....E N....A R   EGWSKSTPEVAK.. . KST GQ.HIT   LGA.TP    
Aspergillus_lentulus_GAQ10210.1:7-464                      B      B KdG              B B   KG     KdG     KdddG          S      I SAV              W T   V      VGG      VGTPR.H.V....E N....A R   EGWSKSTPEVAK.. . KST GQ.HIT   LGA.TP    
Aspergillus_flavus_RAQ66103.1:15-472                       B      B KdG              B B   KG     KdG     KdddG          S      I SAV              W T   V      VGG      VGTPR.H.V....E N....A R   EGWSKATPGVDK.. . KST GQ.HIT   LGA.TP    
Aspergillus_fumigatus_OXN22894.1:14-471                    B      B KdG              B B   KG     KdG     KdddG          S      I SAV              W T   V      VGG      VGTPR.H.V....E N....A R   EGWSKSTPEVAK.. . KST GQ.HIT   LGA.TP    
Aspergillus_nidulans                                       B      B KdG              B B   KG     KdG     KdddG          S      I SAV              W T   V      VGG      VGTPR.S.V....P N....A R   EGWSKATPEVP..K . KKT GE.HIT   LGS.TP    
Penicillium_nalgiovense_OQE79848.1:14-471                  B      B KdG              B B   KG     KdG     KdddG          S      I SAV              W T   V      VGG      VGT R.H.V....E N....A R   EGWSKATPEVAK.. . KAT GQ.HIT   LGA.TP   A
Aspergillus_wentii                                         B      B KdG              B B   KG     KdG     KdddG          S      V SIV              W T   IV     VGG     IVGSPRFS......E P....R Q   RRWSATVPGTENLQ . KRR  E.FLS   LGA.K     
Gordonia_iterans_WP_105943624.1:1-453                      B      B KdG              B B   KG     KdG     KdddG          S      I SAV              W S   LA     IGG      IGSGG.D.V....E N....A R   SAFAQASES.GK.P . VGD  E.WGG   MGP.VF    
Azotobacter_beijerinckii_WP_090735436.1:4-454              B      B KdG              B B   KG     KdG     KdddG          T      I SVA              W T   LL     LGG     IVGSPR.Y.Q....K N....A E   RTFTAAGSG..... . RRK  E.QHA   RYP.T     
Staphylococcus_sp._NAM3COL9_WP_057513692.1:4-453           B      B KdG              B B   KG     KdG     KdddG          T      M   L              W T   AV     LG       IGT EDI......E E....A QGN NMYTKDPHH....K . LRE  K.NHG  NGTA.KF   K
Acidovorax_sp._56_WP_099656603.1:11-450                    B      B KdG              B B   KG     KdG     KdddG          T      I SAV              W T   ML     LGG     IVGTGA.Y.G....Q N....S Q   A..LAKRQG..... . RRG  E.QYA   RYP.A     
Paenibacillus_sp._BIHB4019_WP_099518466.1:1-456            B      B KdG              B B   KG     KdG     KdddG          T        T                  T   VM      G      VVGTP..ENI....H E....MGQ HTDRFTKHSKT.KK.... VQE  DDFVQK FRGL.T     
Penicillium_antarcticum_OQD90033.1:5-465                   B      B KdG              B B   KG     KdG     KdddG                 V SMV              W     IA     LGG     IIGS R.F.V....ELP....A R   NHWASTVPGTEGQK .DKKT  E.YLT   NGV.K    V
Aspergillus_oryzae_RIB40_190_XP_001823703.1:9-463           B      B KdG              B B   KG     KdG     KdddG          S      V SIV              W T   IV     VGG     VVGSPRFS......E P....R Q   RRWSATVPGTENLP . KRR  E.YLS   LGA.K     
Fusarium_oxysporum_f._sp._pisi                             B      B KdG              B B   KG     KdG     KdddG          S      I SAV              W T   VA     VGG     VAGTPR.Y.V....E N....A R   ESWSKSIPGVPK.. . KHT  N.HIK   LGA.T     
Colletotrichum_fructicola_Nara_gc5_ELA35345.1:18-           B      B KdG              B B   KG     KdG     KdddG          S      I SIV              W T   IV     IGG     IVGSPLMT......D P....R R   RRWSDTVPGTDNLP . KRR  E.YLS   MGA.K     
Micrococcus_luteus_WP_041104460.1:19-468                   B      B KdG              B B   KG     KdG     KdddG          S      I S V              W T   LA     IGG     IVG GG.D.V....K N....A Q T ETFQKASGTD.E.E . VRK  E.WVG   FGP.V   G 
Aspergillus_awamori_GCB21923.1:12-469                      B      B KdG              B B   KG     KdG     KdddG          S      I SAV              W T   V      VGG      VGTPR.H.V....E N....A R   EGWSKATPEVEK.. . KAT GQ.HIT   LGA.TP    
Aspergillus_niger_CBS                                      B      B KdG              B B   KG     KdG     KdddG          S      I SAV              W T   V      VGG      VGTPR.H.V....E N....A R   EGWSKATPEVEK.. . KAT GQ.HIT   LGA.TP    
Aspergillus_lacticoffeatus_CBS_101883_XP_02545389           B      B KdG              B B   KG     KdG     KdddG          S      I SAV              W T   V      VGG      VGTPR.H.V....E N....A R   EGWSKATPEVEK.. . KAT GQ.HIT   LGA.TP    
Aspergillus_wentii_DTO_134E9_OJJ40237.1:14-471             B      B KdG              B B   KG     KdG     KdddG          S      I SAV              W T   V      VGG      VGTPR.H.V....E N....A R   EGWSKATPEVAK.. . KST GQ.HIT   LGA.TP    
Aspergillus_indologenus_CBS_114.80_PYI31207.1:11-           B      B KdG              B B   KG     KdG     KdddG          S      I SAV              W T   V      VGG      VGTPR.G.V....Q N....A R   EGWSKATPEVA..K . KST GR.HIT   LGA.TP    
Aspergillus_fischeri_NRRL_181_XP_001264002.1:14-4           B      B KdG              B B   KG     KdG     KdddG          S      I SAV              W T   V      VGG      VGTPR.H.V....E N....A R   EGWSKSTPEVAK.. . KST GQ.HIT   LGA.TP    
Penicillium_coprophilum_200_OQE46388.1:11-466              B      B KdG              B B   KG     KdG     KdddG          S      V SIV              W T   IV     VGG     VVGSPRFS......D P....R Q   RRWSATVPGTDSLP . KRR  E.YIS   LQA.K     
Cupriavidus_taiwanensis_WP_116379876.1:8-454               B      B KdG              B B   KG     KdG     KdddG                 I SA               W T   LL     LGG     IVG PN.Y.E....GGN....A E  TK..TAAQHG..... . RRK  D.LFE   RYP.A   D 
Penicillium_digitatum                                      B      B KdG              B B   KG     KdG     KdddG                 V SMV              W     IA     LGG     IIGS R.F.V....ELP....A R   NHWASTVPGTEGQK .DKKT  E.YLV   NGV.K    V
Aspergillus_niger_GAQ46262.1:12-469                        B      B KdG              B B   KG     KdG     KdddG          S      I SAV              W T   V      VGG      VGTPR.H.V....E N....A R   EGWSKATPEVEK.. . KAT GQ.HIT   LGA.TP    
Aspergillus_nomius_NRRL_13137_XP_015412385.1:15-4           B      B KdG              B B   KG     KdG     KdddG          S      I SAV              W T   V      VGG      VGTPR.H.V....E N....A R   EGWSKATPGVDK.. . KST GQ.HIT   LGA.TP    
Aspergillus_aculeatus_ATCC_16872_XP_020055010.1:1           B      B KdG              B B   KG     KdG     KdddG          S      I SAV              W T   V      VGG      VGTPR.G.V....Q N....A R   EGWSKATPEVAK.. . KAT GR.HIT   LGA.TP    
Penicillium_brasilianum_OOQ84969.1:19-474                  B      B KdG              B B   KG     KdG     KdddG          S      V SIV              W T   IV     VGG     VIGSPR.F.V....E P....R Q   RRFSATVPGTDNLP . KKR  E.YIS   LQA.K     
Penicillium_subrubescens_OKP15100.1:19-474                 B      B KdG              B B   KG     KdG     KdddG          S      V SIV              W T   IV     VGG     VIGSPR.F.A....D P....R Q   RRWSATVPGTDSLP . KKR  E.YIS   LQA.K     
Trichoderma_arundinaceum_RFU80530.1:19-474                 B      B KdG              B B   KG     KdG     KdddG          S      L SIV              W T   IV     LGG     AVGSPRFT......D P....R Q   RRWSDTVPGTDNLP . KRR  E.YLS   LGA.K     
Aspergillus_thermomutatus_210_XP_026614594.1:15-4           B      B KdG              B B   KG     KdG     KdddG          S      I SAV              W T   V      VGG      VGTPR.Q.V....E N....A R   EGWSKSTPEVA..K . KST GQ.HIT   LGA.TP    
Serratia_liquefaciens_WP_044551273.1:4-449                 B      B KdG              B B   KG     KdG     KdddG          T      I SV               W T   LL     MGG     VVG PQ.T.G....P Q....A Q  TQTY....RG..... . RRQ  E.QHA   RYP.L   D 
Micrococcus_luteus_WP_065572847.1:19-468                   B      B KdG              B B   KG     KdG     KdddG          S      I SAV              W T   LA     IGG     IVG GG.D.V....K N....A Q   ETFQKASGTDE..E . VRK  E.WVG   FGP.V   G 
Halolamina_rubra_WP_049979911.1:1-449                      B      B KdG              B B   KG     KdG     KdddG          T      I   M              W T   VA     LG      VVGTPE.H.I....E Q....A QGT NAFTQADPD...RE . VRE  E.FSG  STSP.I     
Acinetobacter_pittii_WP_075382847.1:7-452                  B      B KdG              B B   KG     KdG     KdddG          S      I SI                 T   L      LGG     IVGSGP.Y.Q....K N....S V  TEKFKEQQ.......I. KND KA.QHV   RYP.L     
Corynebacterium_variabile_WP_052302534.1:2-464             B      B KdG              B B   KG     KdG     KdddG          S      I SAV              W T   VA     IGG     VVGSGV.G.I....E N....A Q   AAFQRSAGEEGR.E . VRE  E.FGG   LGP.V     
Aspergillus_luchuensis_GAT21254.1:12-471                   B      B KdG              B B   KG     KdG     KdddG          S      I SAV              W T   V      VGG      VGTPR.H.V....E N....A R   EGWSKATPEVEK.. . KAT GQ.HIT   LGA.TP    



Aspergillus_luchuensis                                     B      B KdG              B B   KG     KdG     KdddG          S      I SAV              W T   V      VGG      VGTPR.H.V....E N....A R   EGWSKATPEVEK.. . KAT GQ.HIT   LGA.TP    
Aspergillus_bombycis_XP_022386026.1:15-472                 B      B KdG              B B   KG     KdG     KdddG          S      I SAV              W T   V      VGG      VGTPR.H.V....E N....A R   EGWSKATPGVDK.. . KST GQ.HIT   LGA.TP    
Agrobacterium_vitis_WP_070163524.1:1-454                   B      B KdG              B B   KG     KdG     KdddG          T      I S V              W T   LA     IGG      VG PQ.K.V....E N....A H F EHIAGGD...KS.. . IEE  K.FGG   LGP.VF  A 
Pseudomonas_psychrotolerans_220_WP_074584491.1:5-           B      B KdG              B B   KG     KdG     KdddG          T      I SAL              W T   LL     LGG     LVG PRPQ......R E....A E   KRLVAKDAG..... . RRK  E.QHA   RYT.A   D 
Micrococcus_yunnanensis_WP_135040276.1:19-468              B      B KdG              B B   KG     KdG     KdddG          S      I SAV              W T   LA     IGG     IVG GG.D.V....K N....A Q   ETFQKASGT.DE.E . VRK  E.WVG   FGP.V   G 
Acinetobacter_calcoaceticus_WP_004642549.1:7-452           B      B KdG              B B   KG     KdG     KdddG          S      I SI                 T   L      LGG     IVGSGP.Y.Q....K N....S V  TEKFKEQQ.......I. KND KA.QHV   RYP.L     
Penicillium_brasilianum_CEO59775.1:15-472                  B      B KdG              B B   KG     KdG     KdddG          S      I SAV              W T   V      VGG      VGT R.H.V....E N....A R   EGWSKATPEVAK.. . KTT GQ.HIT   LGA.TP   A
Aspergillus_cristatus_ODM22551.1:12-469                    B      B KdG              B B   KG     KdG     KdddG          S      I SAV              W T   V      VGG     AVGTPR.T.V....E N....A R   EGWSKATPEVP..K . KKT GE.HIT   LGA.T     
Pseudomonas_taiwanensis_WP_027907363.1:1-446               B      B KdG              B B   KG     KdG     KdddG          N         AL              W T   AA     LGG     LIGSPE.Y.V....E D....AGRA  AAFTAADPN.RR.. . VRE  E.FIG   RGP.V     
Acidovorax_avenae                                          B      B KdG              B B   KG     KdG     KdddG          S      I N L              Y T   LL     LGG     VVGSPG.Q.H....R N....G E S RRLANGRAH..... . LGD  E.ELA   RYA.T     
Staphylococcus_pseudintermedius_WP_101431388.1:4-           B      B KdG              B B   KG     KdG     KdddG          T      M   L              W T   AV     LG       IGTPE.N.I....E E....A QGN NLYTKDPHR....K . LRE  K.NHG  NGTV.KF    
Rhodococcus_triatomae_WP_081607437.1:2-451                 B      B KdG              B B   KG     KdG     KdddG          T      I S L              W T   VA     A       VVGSPE.Y.V....E D....G R F ERFTIADPD.RT.. . PRQ  E..QM RSLGAIT     
Alcaligenes_sp._RS4_230_WP_128393375.1:4-450               B      B KdG              B B   KG     KdG     KdddG          S      M SA               W T   LL     LG      LVG  S.Y.G....Q N....A Q  SQTA..SQQG..... . RRD  N.QHK  SRYP.T   DA
Gibbsiella_quercinecans_WP_121552947.1:7-454               B      B KdG              B B   KG     KdG     KdddG          T      I SV               W T   LL     LGG     IVG PA.G.G....P R....A E  SNTYS.........G . KRR  E.QHA   RYP.L   D 
Acinetobacter_ursingii_WP_044435211.1:5-452                B      B KdG              B B   KG     KdG     KdddG          S      I SV                 T   L      LGG     IVGSGP.Y.Q....K N....S A  NEKFKTQQ.......I. KND KN.QHV   RYP.L     
Erwinia_typographi_WP_034887712.1:4-447                    B      B KdG              B B   KG     KdG     KdddG          T      I SV               W T   LL     MG      LVGNPV.S.G....D R....A E  SKAF....SS..... . RRR  E.QHA  SRYP.L     
Trichoderma_harzianum_KKP01913.1:14-470                    B      B KdG              B B   KG     KdG     KdddG          S      I SAV              W T   VA     VGG     VIGTPR.H.V....E N....A R   EAWSKASPSVAK.. . KRA  K.HIQ   LGA.T     
Fusarium_graminearum_235_CEF79766.1:12-466                 B      B KdG              B B   KG     KdG     KdddG          S      V S V              W T   VA     LGG     LVGTPR.Q.V....E N....A K T EGYARFSPVNS..K . KHT  E.HVS   NGP.L     
Gordonia_alkanivorans_WP_006357654.1:10-461                B      B KdG              B B   KG     KdG     KdddG          S      I SAV              W     IA     IGG     LIGSGG.N.V....E N....A Q   AAFQQASES.GE.E .RVRD  A.WGG   MGP.V     
Acinetobacter_radioresistens_WP_111281495.1:5-455           B      B KdG              B B   KG     KdG     KdddG          T      I SV                 T   L      LGG     IVGSGP.Y.Q....Q N....S A  NNKFKEQK.......I. VAD KD.QHV   RYP.L     
Mesorhizobium_plurifarium_WP_073985566.1:5-458             B      B KdG              B B   KG     KdG     KdddG          T      I SVL              W T   I      I G     IVG PE.Y.V....E Q....G R   DIYTRLDPN...RR . PRA GE.FLG A GGA.E   G 
Oceanobacillus_halophilus_WP_121203049.1:1-454             B      B KdG              B B   KG     KdG     KdddG          T      V   L              W T   AV     LG       IGTPEDM......E E....A QGN DMYTKDPNK....K . LRE  Q.NHG  NGTV.KF    
Acinetobacter_tandoii_240_WP_100241535.1:7-457             B      B KdG              B B   KG     KdG     KdddG          T      I SV                 T   L      LGG     IVGSGP.Y.Q....K N....S A  NQKFKEQS.......I. RND KA.QHV   RYP.L     
Burkholderia_plantarii_WP_042624083.1:1-457                B      B KdG              B B   KG     KdG     KdddG          T        SAL              W T   A      IGG     VVG  A.Y.V....D D....AGQ   ASFSKLDPD.KV.. . VRD TE.FAA   RGA.V   DA
Alcaligenes_faecalis_WP_094195208.1:6-457                  B      B KdG              B B   KG     KdG     KdddG          S      I SAA              W T   LL     LG      IVG PS.F.G....P N....A Q   AAA..QKQG..... T RRK  E.QFT  SRYK.T   D 
Bradyrhizobium_arachidis_WP_092214516.1:1-453              B      B KdG              B B   KG     KdG     KdddG                 V SMI              W T   II     IGG     IVGSPP.T.VK...KDN....A T   DSFSRSE...RP.. . IRE  E.HNG   RGP.V     
Cupriavidus_plantarum_WP_109583068.1:1-458                 B      B KdG              B B   KG     KdG     KdddG          T        SAL              W T   AV     IGG     AVG PA.Y.V....D N....AGQ   ASFSKLDPS...RT . VRD  E.FVG   RGG.V   D 
Variovorax_sp._770b2_245_WP_093443018.1:5-461              B      B KdG              B B   KG     KdG     KdddG                 I S V                T   LL     LGG     VVGSPS.G.G....SAD....A Q S SSL.AGQGG.KP.SP. VRQ  A.QMP   RHT.P     
RZJ22128.1:4-447                                           B      B KdG              B B   KG     KdG     KdddG                   QMM                S   L      A G     LIGT P.K.LE...DADINFSSRQ   IDIARKHNF....... IRQ YEYIAS R HW..T    A
LadB_Geobacillus_thermoleovorans_BAM76371.1                B      B KdG              B B   KG     KdG     KdddG                 L  LM              W     VL       G     LVGTP.........GAK....R HE  KTSAERRFQIGPNL AGLTQ  S...... NSI.A     
LadAbeta_Geobacillus_thermoleovorans_BAM76372.1            B      B KdG              B B   KG     KdG     KdddG          N        QLI                T   L      AG      IIGTPPDD.IPETNG Q....SRR   IDLARRERL....... IRQ YQ..RI  ARGHFT     
Af1_AFLA_024140_XP_002373925.1                             B      B KdG              B B   KG     KdG     KdddG          S      I SAV              W T   V      VGG      VGT R.H.V....E N....A R   EGWSKATPGVDK.. . KST GQ.HIT   LGA.TP   S
Af3_AFLA_58870_XP_002378631.1                              B      B KdG              B B   KG     KdG     KdddG          Q      I SMV              W     I      MGG     VIGS R.F.V....E P....A R   NHWASTVPGTEGKK .DKKT SE.YLI   NGA.K    A
Af4_AFLA_049780_XP_002383105.1                             B      B KdG              B B   KG     KdG     KdddG                 V SML              W T   VA     IGG      IGSPDSL......EAH....K T   DAFTTTSEDVPQ.. . PRV  Q.KAA   LGP.VG    
Af5_AFLA_126060_XP_002381799.1                             B      B KdG              B B   KG     KdG     KdddG                 I SLI              W T   VL     LGG     AIGSPSFT......AVG....G Q   SSWSKTVPNSNGLK . KRR  Q.ELA   AHP.R     
Af2_QMW32876.1:9-463                                       B      B KdG              B B   KG     KdG     KdddG          S      V SIV              W T   IV     VGG     VVGSPR.F.S....E P....R Q   RRWSATVPGTENLP . KRR  E.YLS   LGA.K     
Yarrowia_lipolytica_CLIB122_YALI0C07546p_XP_50156           B      B KdG              B B   KG     KdG     KdddG          N      L  AV              W     VA     L G     AVG  R.E.T....D P....N VK  SMWASQTDSKDE.V .DVDK  N.EYK A RGG.V   DA
Rhizobium_sp._CF122_WP007794079.1                          B      B KdG              B B   KG     KdG     KdddG          T         LL                T   L      A G     IVGTPP.D.VP...E N.ASKSRQK  LDLARRENL....... IRE YLRVAG R HW..Q     
Acinetobacter_sp._NIPH_2100_LLM                            B      B KdG              B B   KG     KdG     KdddG                    MV              F S   L       G      LIGTPP........ELG....EGQG  SRPALIADIAKKNN . IRQ YE.WVA. ARGHWQ     
Nostoc_sp._PCC_7107_WP_015115963.1                         B      B KdG              B B   KG     KdG     KdddG          T         LV                T   L      A G     IIGTPP.E.LP..SD N.NNKSRLK  KDLATRGTL....... LRQ YLALAT R HR..T     
Aspergillus_flavus_NRRL3357_uncharacterized                B      B KdG              B B   KG     KdG     KdddG          S          V                T   LA       G      VGTPPTD.IPETNA K....TGRAG LKLAEDEKL....... VRQ  QRHGGYS L...AF    
Paenibacillus_curdlanolyticus_WP006037998.1                B      B KdG              B B   KG     KdG     KdddG                   QLL                T   L      AG      IVGTPP.E.LPELSQIN.GGKSRF   KDLADREQL....... IRQ YQ..RI  ARGHRE     
LadAbeta_Geobacillus_thermoleovorans_FMN-dependen           B      B KdG              B B   KG     KdG     KdddG          N        QLI                T   L      AG      IIGTPPDD.IPETNG Q....SRR   IDLARRERL....... IRQ YQ..RI  ARGHFT     
SsuD_1M41                                                  B      B KdG              B B   KG     KdG     KdddG                 L N                W     LV      GG     LVG GGQQ......RMA....A H GKRDNLEISPN....L .AGVG  R.....  AGT.A   D 
Paenibacillus_curdlanolyticus_WP006037998.1                B      B KdG              B B   KG     KdG     KdddG                 I                    T   L      AG      IVGTPP........ELS....Q NGGKSRFQLLKDLADREQL. IRQ YQ..RI  ARGHRE     
Bacillus                                                   B      B KdG              B B   KG     KdG     KdddG..............................................................
Pseudomonas                                                B      B KdG              B B   KG     KdG     KdddG                 L                  W     LV      GG     LVG P.........RMA....A HGGRRDRLEIQPN....L .AGVG  R.....  AGT.A   D 
LadB_Geobacillus_thermoleovorans_FMN-dependent             B      B KdG              B B   KG     KdG     KdddG                 L  LM              W     VL       G     LVGTP.........GAK....R HE  KTSAERRFQIGPNL AGLTQ  S...... NSI.A     
Pseudomonas_aeruginosa_PAO1_NP_251290.1                    B      B KdG              B B   KG     KdG     KdddG          S      L  AA              W     L              LVGTP.........G Q....R LA  EQGEVLDSR....L TGVAR TG.....ARWNSTA     
Alkanesulfonate                                            B      B KdG              B B   KG     KdG     KdddG..............................................................
Alkanesulfonate                                            B      B KdG              B B   KG     KdG     KdddG          N         LL              W     VA     A G     LVGS .........Q V....GSQR  DIAARGEVQ.DRAL .YPTV  T...N R AST.A    Y
Aspergillus_niger_ATCC13496_RDH19503.1                     B      B KdG              B B   KG     KdG     KdddG                    LL              Y T          A G     LVGSP................GSQR  DIAARGEIQDRALW P VT.....ATN R AST.A     
Penicillium_digitatum_Pd1_XP014534980.1                    B      B KdG              B B   KG     KdG     KdddG          Q          L              W     A      A G     LVGSPP........P N....VGSRR LDIATRGEVQDRAL YPTVT TN.... Q AST.A     
Acinetobacter_rudis_WP_016657872.1                         C      C JIH              C C   JH     JIH     JIIIH                 L                  W     LV      GG     LVG PK........RMA....A HGGKRDHLEVSPN....L .AGVG  R.....  AGT.A   D 



 360       370         380       390       400         410       X         X           X         X         X           X    
LADA_Geobacillus_thermodenitrificans_WP_011888513  DEEF A  DF A  DEEEEF     A A DF A DF DEEEEF DF A     A     DE  VAD M   V E  IDGFNL     V P TF D IE VVPELQ RG Y     Y     T KK   E QYL E AG      ..VQY S G  V F  L      K  L R..VD EEG.. Y
Geobacillus_sp._LEMMY01_WP_079935807.1:1-440      KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd  VAD M   V E  IDGFNL     V P TF D IE VVPELQ RG Y     Y     T KK   E QYL E AG      ..VQY S G  V F  L      K  L R..VD EEG.. Y
Geobacillus_stearothermophilus_ABV66256.1:1-440   KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd  VAD M   V E  IDGFNL     V P TF D IE VVPELQ RG Y     Y     T KK   E QYL E AG      ..VQY S G  V F  L      K  L R..VD EEG.. Y
Geobacillus_sp._B4113_201601_WP_061912600.1:1-440  KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd  VAD M   V E  IDGFNL     I P TF D IE VVPELQ RG Y     Y     T KK   E QYL E AG      ..VQY S G  V F  L      K  L R..VD DEG.. Y
Geobacillus_sp._B4113_201601_5WP_061912600.1:1-44  KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd  VAD M   V E  IDGFNL     I P TF D IE VVPELQ RG Y     Y     T KK   E QYL E AG      ..VQY S G  V F  L      K  L R..VD DEG.. Y
Bacillus_thuringiensis_6WP_029441578.1:1-435      KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd  IA  M   V E  IDGFNL     I P TF D ID VVPELQ RG Y     Y     T KE  NE QYL E TD      ..VQY S G  Q F  L      K  L K..TQ TEG.. Y
Lysinibacillus_sphaericus_WP_103976887.1:2-422    KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd  VAD I   I    IDGFNL       P TF D I  IVPELQ RG Y     Y     T KE   Q QHI EQTN      ..VQYHS D  E F KY      N  L Q..KD SPG.. Y
Lysinibacillus_sphaericus_WP_069508309.1:2-422    KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd  VAD I   I    IDGFNL       P SF D I  IVPELQ RG Y     Y     T KE   Q QHI EQTN      ..VQYHS D  E F KY      N  L Q..KE SPG.. Y
Rummeliibacillus_sp._SL167_10_WP_146551437.1:2-42  KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd  VV  I   I E  IDGFNL       P TF D I  IVPELQ R  Y     Y     T VE  NQ QSI E TD      ..VQFHS H  E F NY      N EL Q..KD SPG.. Y
Paenibacillus_sp._DXL2_WP_110843609.1:1-459       KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd  VAD L  WV E  IDGFNV     V P T  D VE VVP LQ RG F     Y     TLEE   K QY  E TG      ..TQF S G LR F  L   V  R  L R..EE EET..  
Paenibacillus_naphthalenovorans_WP_074730028.1:1-  KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd  VAD L  WV E  IDGFNV     L P T  D VE VVPELQ R  F     Y     TLEE   R QY  E AG      ..SQF S G LQ F  L      K KL R..EN EET..  
Cohnella_sp._HS21_WP_130606586.1:1-453            KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd  VAD M  WV    IDGFNL     I P S  D ID VVP LQ RG Y     Y     TMEE   Q QQ  ERTG      ..AHL T G LE I  L   I  E  L K..TE AKG..  
Streptosporangium_subroseum_15_WP_089205784.1:1-4  KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd  VAD I  WA E  A GFNL     L P T  D IE VVPELQ RG Y     Y     TLER   E ER  D TG A    ..MQY S G AE F  L      K  R R..TS DDT..  
Arthrobacter_sp._Hz2_WP_120147654.1:1-455         KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd  VAD I  WV    LDGFNL     L P T  D IE VVPELQ RG Y     Y     TLTE   E ER  EGTD      ..RQF T G AE F  L      K  L R..RS EES..  
Nonomuraea_solani_WP_103963668.1:1-453            KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd  VAD I  WA E  A GFNL     L P T  D IE VVPELQ RG Y     Y     TLER   E ER  D TG T    ..MQY S G AE F  L      R  R R..TS EDS..  
Arthrobacter_ruber_WP_105030338.1:1-455           KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd  VAD I  WV    LDGFNL     L P T  D IE VVPELQ RG Y     Y     TLTE   E ER  EATG      ..RQF T G AE F  L      K  R R..RS EES..  
Bacillus_aciditolerans_20_WP_121446947.1:1-456    KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd  VAD I     E  VDGFNL     V P S  E ID VIPELQ RG Y     Y     S SE   A QFQFE SG      ..AHL T E LE F  L      K  I K..TE EQG.. F
WP_137163763.1:1-458                              KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd  VAD L  WL    IDGFNL     V P      VE LVPELQ RG Y           TLSE   Q ES  DQTG      ..TYA Q DDLANV  L      R  R P..LSHAEG..  
Aeribacillus_pallidus_WP_130157503.1:4-457        KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QIAD    WI D  IDGFNL     I P TF D VD VIPELQ RG       Y     TLK    TFEE  E TD      ..AYA T G  K F  L      Q  VVK..KE EEG..  
Bacillus_megaterium_24WP_098602848.1:4-460        KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd  IAD L  WI E  IDGFNL     I P TF D VE V PELQ RG       Y     T EK   T EE  D TD      ..AYA T G  K F  L S    K  LVK..KE EEG.. F
Streptomyces_sp._150FB_WP_078877664.1:5-455       KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd  VAD I  WL E  IDG NL     L P T  D IE VVPEL  RG F     Y     TLGV   A EN  D GG   I  ..RQF T G AR F  L     RR  R R..ES EEGE.  
Arthrobacter_sp._DWC3_WP_104051071.1:1-454        KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd  VAD I  WV    LDGFNL     L P T  D VE VVPELQ RG Y     Y     TLME   E ER  EGTD      ..RQF T G AE F  L      R  L R..RS EES..  
Cohnella_thermotolerans_WP_027093898.1:1-456      KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd  VAD I  Y     VDGFNL     V P S  D VD VVPELQ RG Y     Y     T QE   G QS FEATG      ..AHF T G LV F  L      R  V K..TE AEG.. Y
Paenibacillus_bovis_28WP_144921429.1:1-452        KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QIAD M  WV E  VDGFNI     V P TF D AE VVP LQ RG       Y     TLE    L EE  N AG      ..AYA S G  K F  L   V  A  RVP..IA EET..  
Bacillus_aciditolerans_WP_121447760.1:1-452       KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVA  L  WV E  VDGFNI     I P TF D IE VVP LQ RG       Y     TLE   ND ES  E TG      ..AYA T G  K F  L   L  E  LVR..KE EGD..  
Leifsonia_sp._ALI-44-B_30_WP_077053645.1:1-455    KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd  VAD I  WV E  LDGFNL     L P T  D IE VVPELQ RG Y     Y     TLVE   A ER  D TG      ..RQF T G AR F  Y      K  R R..TS EAP..  
Parageobacillus_thermoglucosidasius_WP_064552269.  KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd  VAD I        VDGFNL     V P S  D IE VIP LQ RG Y     Y     TLEE   A QYRFEASG      ..NHL T S LE F  L   I  K  L K..TE KQG..  
Geobacillus_sp._Y4.1MC1_WP_013399886.1:1-459      KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd  VAD I     E  VDGFNL     I P S  D IE VIP LQ RG Y     Y     TLEE   A QHRFE SG      ..NHL T S LE F  L   I  K  L K..TE KPG..  
Bacillus_methanolicus_35WP_004434428.1:1-462      KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd  VAD I        VDGFNL     I P S  D ID VVP LQ RG Y     Y     TLIE   A QYQFEASG      ..NHL T G LE F  L   I  E  L K..TE KEG..  
Terribacillus_halophilus_WP_077309754.1:1-448     KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD M  WV    VDGFNI     V P TF D AD VVP LQ RG       Y     TLE    A ED  EQTG      ..AYA T G  K L  Y   I  K  RIR..EK EGK..  
Paraburkholderia_kururiensis_WP_017777532.1:1-453  KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD L  WV E  VDGFNL     L   TF D VE VVPELQ RG Y     Y     TLA    E QS  E TD      ..AYA THE  S F  L      R  A K..TE ARG..  
Gracilibacillus_massiliensis_WP_058308419.1:1-456  KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd  VAD I     E  VDGFNL     V P      VD VIPELQ RG Y     Y     TLKE   A QFQFE SG      ..NHL T GDLESF  L      A  I K..KD REG..  
Streptomyces_yanglinensis_WP_103888551.1:5-452    KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd  VAD I  WL E  IDG NL     L P T  D IE VVPEL  RG Y     Y     TLKV   T EN  D GG   I  ..RQF T G AQ F  L     RR  R R..ES EDGE.  
Trinickia_sp._7GSK02_40_WP_136896361.1:1-452      KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD L  WV E  VDGFNL     L   TF D VD VVPELQ RG Y     Y     TLE    E QS  E TG      ..AYA THE  S F  L      R  V K..TE APG..  
Cryobacterium_sp._NEAU-85_WP_123045138.1:1-448    KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD I   A    LDGFNL     L P TF D ID VVPELQ RG Y     Y     TLE    R EEI EAAD      ..VQY S G  E F  L      K  R R..TA RDGE.  
Alicyclobacillus_acidoterrestris_WP_021298468.1:4  KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd TIAD M  WM E  VDGFNI     V P TF D VE VVP LQ RG       Y     TLD    A EY  D AG      ..AYT S G  V F  R   V  R  LVR..HA GGT..  
Oceanobacillus_senegalensis_WP_085994229.1:1-452  KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd  IAD M  WV E  VDGFNI     V P TF E VD VVP LQ RG       Y     TMER   T EQ  N AG      ..TYA T G  E F  Q   V  E  LVQ..KE EGN..  
Bacillus_sinesaloumensis_WP_077620983.1:1-449     KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd  VAD I     E  VDGFNL     V P    D VD VIP LQ RG Y     Y     TLIE   A QYQFE SG      ..NHL T GDLE F  L   I  E  L K..TE KQG..  
Halopenitus_persicus_WP_021074147.1:6-457         KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QIAD M  WV E  IDGFNL     L   T  D VE VVPELQ RG       Y     TLA    E ER  D AG      ..TEV RSG LS F  H      D  LHR..EE TGE..  
Microbacteriaceae_bacterium                       KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD I   A    LDGFNL     L P TF D IE VVPELQ RG Y     Y     TLE    R EEL DGIG      ..VQY S G  E F  L      R  R R..TE RPGE.  
Lysinibacillus_sinduriensis_WP_036201100.1:1-458  KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd  VAD I        IDGFNL     V P N  E I  VVPELQ RG Y     Y     TLSE   A QYQFEATG      ..AHF T A IE F NL      K  I K..EN TEG..  
Bacillus_endophyticus_WP_113749053.1:5-457        KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QIAD    WI E  IDGFNL     V P SF D VE VIPELQ RG       Y     TLQ    IFEE  D TD      ..AYT T G  A F  L      E  LVK..TE EEG..  
Pseudomonas_monteilii_WP_119371117.1:1-455        KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd TVAD L  WV E  VDGFNL     L   TF D VE LVPELQ RG Y     Y     TLQ    E QA  E TD      ..AYA AHE  R V  L      Q  A K..TE RPG..  
Bacillus_endophyticus_50_WP_061801645.1:5-457     KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QIAD    WI E  IDGFNL     V P SF D VE VIPELQ RG       Y     TLQ    IFEE  D TD      ..AYT T G  A F  L      E  LVK..TE EEG..  
Planococcus_maitriensis_WP_112233285.1:1-457      KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD V  W  E  VDGFNL     L P SF D VE VVP LQ RG       Y     T E    E ER RD TG      ..AYT A G  E F  L   V  E  LVQ..KE TEG.. Y
Oceanobacillus_profundus_WP_118889880.1:1-447     KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QIAD M  WV E  IDGFNI     I P SF D VE VIP LQ RG       Y     TLE    E ER  N AG      ..AYA T G  K F  L   V  E  LVQ..TE EGS..  
Burkholderia_pseudomallei_WP_141404579.1:1-452    KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd  IAD L  WV E  VDGFNL     V P TF D VE VVPELQ RG Y     Y     TLRE   D QS  D TD      ..AYA T E  V V  L      R  A Q..TD APG..  
Terribacillus_saccharophilus_WP_095261886.1:1-455  KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd  VAD I        VDGFNL     V P      VD VIP LQ RG Y     Y     TLEE   A QHQFEVSG      ..NHL T GDLESF  L   I  E  L K..QS KTG..  
Sediminibacillus_albus_WP_093212831.1:4-453       KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD M  WV E  IDGFNI     I P TF D ID VVP LQ RG       Y     SLE    T EQ  E AG      ..AYA T G  K F  L   I  E  LVR..KE RGD..  
Sciscionella_marina_WP_020496929.1:1-448          KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD I   A    VDGFNL     L P TF D IE VVPELQ RG Y     Y     TLD    R EEI ERTG      ..VQY S G  T F  L      R  R R..RS TEGT.  
Mycetocola_saprophilus_WP_043321267.1:1-452       KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD I   A    VDGFNL     L P TF D VE LVPELQ RG Y     Y     TLE    R EEI EVTG      ..VQY S G  T V  L      K  R R..TE TEH..  
Lysinibacillus_macroides_WP_053993569.1:4-460     KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QIVD    WV E  IDGFNI     I P TF D AD V PELQ RG       Y       K    KFEE  D TD      ..AYA T G  I F  L T    R  LLK..TA EEG..VY
Pseudomonas_putida_WP_086978777.1:1-458           KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd TVAD L  WV E  VDGFNL     L   TF D VE LVPELQ RG Y     Y     TLQ    E QA  E TD      ..TYA AHE  R V  L      Q  A K..TE RPG..  
Sediminibacillus_halophilus_60_WP_074598704.1:4-4  KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QIAD M  WV E  VDGFNI     I P TF D VD VVP LQ RG       Y     TLE    T EK  K AG      ..AYA T G  Q F  L   I  E  LIR..SS KGE..  
Rhizobium_oryzae_WP_085420425.1:1-450             KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QIAD L  WM E  VDGFNL     V P  F D IE VIP LQ RG Y     Y     T E    R VT  D AG      ..SRT V EC D I  L   I  E  L K..TD REG.. F
Pseudomonas_extremorientalis_WP_071491956.1:1-455  KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd TVAD L  WV E  VDGFNL     L   TF D VD LVPELQ RG Y     Y     TLE    L QE  E TD      ..AYA THE  I A  L      K  V K..TE AQG..  
Pseudomonas_fluorescens_WP_016977452.1:1-454      KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd TVAD L  WV E  VDGFNL     L   TF D VD LVPELQ RG Y     Y     TLE    L QE  E TD      ..AYA THE  I A  L      K  V K..TE AQG..  
Neorhizobium_sp._T25_27_WP_105419890.1:1-450      KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QIAD L  WM E  VDGFNL     I P  F D IE VIP LQ RG Y     Y       E    N VA  D AG      ..SRT V EC D I  L   I  E  L K..TS REG..PF
Pseudomonas_extremaustralis_WP_078833627.1:1-457  KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd TVAD L  WV D  VDGFNL     L   TF D VE LVPELQ RG Y     Y     TLE    L QE  E TD      ..AYA THD  I A  L      K  V K..TE AQG..  
Fictibacillus_aquaticus_WP_094253544.1:1-455      KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd  VAD I        VDGYNL     V P    D ID VIP LQ RG Y     Y     SLVE   Q QHHFETSG      ..NHL T SCLE F  L   I  E  I K..KE KDG..  
Pseudomonas_extremaustralis_KAA8559760.1:1-456    KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd TVAD L  WV E  VDGFNL     L   TF D VD LVPELQ RG Y     Y     TLE    L QE  E TD      ..AYA THE  I A  L      K  V K..TE AQG..  
Mycobacterium_sp._ACS1612_WP_067812332.1:1-454    KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD L  WV E  VDGFNL     I P SF D V  VVPELQ RG Y     Y     TLS    E QE  E TD      ..TNV T G  A F TY      R  A K..TA SEG..  
Bacillus_megaterium_WP_116075167.1:1-455          KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD M  WI D  MDGFNM       P TF D ID VIP LQ RG F     Y     T E    F EE  D TG      ..AYVTT G  A F  L   V  K  L K..TD SEG.. Y
Pseudomonas_frederiksbergensis_70_WP_123409596.1:  KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd TVAD L  WV E  VDGFNL     L   TF D VE LVPELQ RG Y     Y     TLE    L QE  E TD      ..AYA THE  I A  L      K  V K..TE APG..  
Pseudomonas_citronellolis_SFC61163.1:1-452        KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd  VAD I  WL E  IDG NL     L P T  D IE VVPEL  RG F     Y     TLKV   E EK  D DG   I  ..RQF T H AR F  L     RR  R R..EA NDGE.  
Herbaspirillum_chlorophenolicum_WP_050468599.1:4-  KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD L  WM D  IDGFNL     V P SF D VD VIP LQ RG Y     Y     TLT    G EA  A TG      ..TRT T E  E F  L   V  E  S K..RD ADG..  
Arthrobacter_crystallopoietes_WP_074700854.1:1-45  KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD I   V    VDGFNI     L P TF D VE LVPELQ RG Y     Y     TLE    R EEI DATD      ..VQF S G  T V  L      K  R R..TA SESER  
Terribacillus_goriensis_WP_038558686.1:1-438      KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD I  F     VDGFNL     I P    D VE VVP LQ RG Y     Y     T E    K ED FVRSG      ..THY T KDLN F  L   I  E  L K..RD AEG.. F
Bacillus_megaterium_WP_025749753.1:1-455          KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD M  WI D  MDGFNM       P TF D ID VIP LQ R  F     Y     T E    F EE  N TG      ..AYVTT G  A F  L   V  E DL K..MD SEG.. Y
Neorhizobium_sp._T7_12_WP_105403044.1:1-451       KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QIAD L  WM E  VDGFNL     V P  F D IE VIP LQ RG Y     Y       E    N VA  D AG      ..SRT V EC D I  L   I  E  L K..TG REG..PF
Rummeliibacillus_sp._SL167_WP_146553619.1:4-459   KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd  IAD    WI D  IDGFNL     I P TF D VE VIPELQ RG F     Y     TLEK   EFEE  D TD      ..AYA T G  E I  F      K  I K..KE DEG..  
Burkholderia_sp._PAMC                             KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd  VAD L  WV E  VDGFNL     V P SY D ID VIPELQ RG Y     Y     T VE   A ES  N AG      ..TRT T E  E F  L      A  I K..TT ADG.. F
Pseudomonas_koreensis_WP_064585463.1:4-449        KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD L  WI E  LDGFNL     V P SY D IE VIPELQ RG Y     Y     SLE    E ES  A TG      ..TRI T E  V F  L      R  S K..TA DSG..  
Pseudomonas_fluorescens_80_WP_064116961.1:6-451   KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD L  WI E  LDGFNL     V P SY D IE VIPELQ RG Y     Y     SLE    E ES  A TG      ..TRI T E  V F  L      R  S K..TA DTG..  
Pseudomonas_rhodesiae_WP_040265276.1:4-450        KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD L  WI E  LDGFNL     V P SY D ID VVPELQ RG Y     Y     TLQ    E ES  S TG      ..TRI T E  V F  L      R  S K..TE EQG..  
Collimonas_sp._OK412_WP_092393355.1:4-454         KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD L  WI D  IDGFNL     V P SF D V  VIPELQ RG Y     Y     TLQ    Q EA  R TD      ..TRT A E  E F NL      A  S K..LD EPG..  
Pseudomonas_marginalis_WP_058415544.1:1-456       KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd TVAD L  WV E  VDGFNL     L   TF D VD LVPELQ RG Y     Y     TLQ    L QE  E TD      ..AYA THE  I A  L      K  V K..TE AQG..  
Pseudomonas_antarctica_WP_064452947.1:1-458       KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd TVAD L  WV E  VDGFNL     L   TF D VD LVPELQ RG Y     Y     TLE    L QE  E TD      ..AYA THE  I A  L      K  V K..TE AQG..  
Pseudomonas_protegens_WP_041115159.1:9-454        KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD L  WI E  LDGFNL     V P SY D ID VIPELQ RG Y     Y     TLQ    D ES  A TG      ..TRI T E  V F  L      R  S K..TA DDG..  
Pseudomonas_synxantha_WP_057024776.1:4-449        KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD L  WI E  LDGFNL     V P SY D ID VIPELQ RG Y     Y     TLE    E ES  S TG      ..TRI T E  V F  L      R  S K..TA EQG..  
Rhizobium_leguminosarum_WP_128409501.1:2-451      KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QIAD L  WI E  IDGFNL     V P S  D VD VVP LQ R  F     Y      LE    H TT  E GG      ..ART A E LR F  L   V  E RV K..AD AAG..P 
Pseudomonas_chlororaphis_WP_038359779.1:6-451     KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD L  WI E  LDGFNL     V P SY D ID VIPELQ RG Y     Y     SLE    E ES  A TG      ..TRI T E  V F  L      R  S K..TA DTG..  
Pseudomonas_syringae_90_WP_024642725.1:1-456      KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd TVAD L  WV E  VDGFNL     L   TF D VE LVPELQ RG Y     Y     TLE    L QE  E TD      ..AYA THE  I A  L      K  V K..TE AKG..  
Collimonas_fungivorans_WP_061540754.1:4-453       KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD L  WV D  IDGFNL     V P SF D V  VIPELQ RG Y     Y     TLQ    Q EA  R TD      ..TRT A E  E F NL      A  S K..LE EDG..  
Rhizobium_leguminosarum_WP_116409027.1:2-451      KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QIAD L  WI E  IDGFNL     V P S  D VE VVP LQ RG F     Y      LE    H AT  E GG      ..ART A E LR F  L   V  E  L K..VD ADG..P 
Microvirga_ossetica_WP_099511173.1:1-454          KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QIAD I  WV D  IDG NL     V P S  D VD VVP LQ RG F     Y     TLE    H AS  E AD   I  ..PRT A E LA F  L   V  E  L K..AD ADG..  
Pseudomonas_caspiana_WP_087268376.1:4-451         KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD L  WI E  LDGFNL     V P SY D ID VIPELQ RG Y     Y     SLE    E ES  A TG      ..TRI T E  V F  L      R  S K..TA DSG..  
Pseudomonas_lundensis_WP_048375063.1:4-451        KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD L  WI E  LDGFNL     V P SY D IE VIPELQ RG Y     Y     TLE    E EA  A TG      ..TRI T E  Q F  L      R  S K..TA DPG..  
Caballeronia_mineralivorans_WP_047894899.1:4-456  KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD L  WM E  IDGFNL     V P SY D VD VIPELQ RG Y     Y     TLV    A ES  D TG      ..TRT T E  E F  L      A  V K..TS ADG..  
Pseudomonas_paralactis_WP_057702387.1:4-450       KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD L  WI E  LDGFNL     V P SY D ID VIPELQ RG Y     Y     TLE    E ES  S TG      ..TRV T E  V F  L      R  S K..TE EQG..  
Pseudomonas_taetrolens_WP_048381143.1:4-453       KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD L  WI E  LDGFNL     V P SY D ID VIPELQ RG Y     Y     SLA    E ES  E TG      ..TRI T E  V F  L      R  S K..TA DNG..  
Pseudomonas_psychrophila_WP_123750761.1:4-450     KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD L  WI    LDGFNL     V P SY D ID VIPELQ RG Y     Y     SLE    E ES  EQTG      ..TRI T E  A F  L      R  S K..TA DSG..  
Collimonas_arenae_100_WP_061532973.1:4-454        KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD M  WI D  IDGFNL     V P SF D V  VIPELQ RG Y     Y     TLQ    Q EA  R AD      ..TRT A E  E F NL      A  S K..LD EDG..  
Pseudomonas_viridiflava_WP_122210720.1:4-451      KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD L  WI E  LDGFNL     V P SY D ID VIPELQ RG Y     Y     SLE    E ES  A TG      ..TRI T E  E F  L      R  S K..TA EEG..  
Kocuria_varians_WP_068470402.1:1-454              KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd TVAD L  WV E  LDG NL     V P SF D VE VVPELQ RG Y     Y     TLS    E ER  D GG   I  ..AYH S G  E F  Y      A  R R..TE EGS..  
Pseudomonas_wadenswilerensis_WP_115084816.1:4-455  KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD L  WI E  LDGFNL     V P SY D ID VIPELQ RG Y     Y     SLT    E ES  A TG      ..ART T E  V F  L      R  S K..TA EQG..  
Pseudomonas_syringae_WP_011266344.1:4-452         KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD L  WI E  LDGFNL     V P SY D ID VIPELQ RG Y     Y     SLR    E ES  E TG      ..TRI T E  E F  L      R  S K..TA QEG..  
Pseudomonas_sp._286_105WP_122415793.1:4-453       KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD L  WI E  LDGFNL     V P SY D ID VIPELQ RG Y     Y     SLE    E ES  A TG      ..TRI T E  E F  L      R  S K..TA EDG..  
Geobacillus_vulcani_WP_031406843.1:1-461          KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD I   A    VDGFNL     I P    D IE VVP LQ RG Y     Y     TMI    A EER RRSG      ..THL T KDLD F  Y   I  R  L K..TA TPG..  
Geobacillus_icigianus_WP_033018365.1:1-461        KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD I   A    VDGFNL     I P    D IE VVP LQ RG Y     Y     TMI    A EER RRSG      ..THL T KDLD F  Y   I  R  L K..TA TPG..  
Pseudomonas_floridensis_WP_083182568.1:4-453      KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QIAD L  WI E  LDGFNL     V P SY D IE VIPELQ RG Y     Y     SLE    E ES  E TG      ..TRI T E  E F  L      R  S K..TA EDG..  
Pseudomonas_asturiensis_WP_073167523.1:4-451      KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD L  WI E  LDGFNL     V P SY D ID VIPELQ RG Y     Y     SLE    E ES  A TG      ..TRI T E  E F  L      R  S K..TA EDG..  
Geobacillus_vulcani_110_WP_031406843.1:1-461      KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD I   A    VDGFNL     I P    D IE VVP LQ RG Y     Y     TMI    A EER RRSG      ..THL T KDLD F  Y   I  R  L K..TA TPG..  



Pseudomonas_syringae_WP_024682626.1:4-452         KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD L  WI E  LDGFNL     V P SY D ID VIPELQ RG Y     Y     SLE    E ES  E TG      ..TRI T E  E F  L      R  S K..TA QDG..  
LadAalpha_Geobacillus_thermoleovorans_BAM76377.1  KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD I   A    VDGFNL     I P    D IE VVP LQ RG Y     Y     TMI    A EER RRSG      ..THL T KDLD F  Y   I  R  L K..TA TPG..  
Tsukamurella_pseudospumae_WP_068746786.1:1-457    KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd  VAD L  W  E  VDGFNL     I P TF D VE IVPEL  RG Y     Y     TLQR   E QE GE TD      ..AYA T G  E I  F     RR  V P..SE TPG..  
Kocuria_sp._Marseille-P3598_WP_085529073.1:5-456  KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd  VAD L  WI E  LDG NL     V P SF D VE VVPELQ RG Y     Y     T EK   E ER  D GG   I  ..AYH T G  E F  F      K  R R..TE EGS.. F
Microvirga_aerophila_WP_114188789.1:1-456         KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd  IAD L  WV E  VDGFNI     V P T  D VD VVP LQ RG Y     Y     TLEE   E QS  E TG      ..SRV T E LE F  L   I  E  V K..RD AEG..  
Burkholderia_ubonensis_WP_071760483.1:5-455       KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD L  WI E  IDGFNL     V P SF D VD VVPELQ RG Y     Y     TLS    E QA  D TG      ..TRT M E  E F  W      N  V K..ED DPAP.  
Achromobacter_marplatensis_WP_006226823.1:4-450   KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD L  WV E  IDGFNL     V P  Y D ID VIPELQ RG Y     Y      LA    E ES  A TD      ..ART T EC G F  L      S  S K..TA ADG..P 
Acinetobacter_baumannii_WP_070165746.1:1-443      KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd TV D L  WV D  IDGFNL     L   TF D VE IVPELQ RG Y     Y     TLE  S A QQ  E TD      ..AYI AHQ  A V  F      K  V Q..TS AQG..  
Labedella_phragmitis_WP_128496094.1:1-453         KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd  IAD L  WV E  VDGFNL     I P TF D VE IVPEL  RG Y     Y     SLTE   V QE  E TD      ..AYA T G  E V  H     RR  V P..EE TPG..  
Nocardia_cyriacigeorgica_120_WP_130918184.1:1-453  KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd TVAD L  WV D  LDGFNL     V P SF D V  VVP LT RG Y     Y     TLE    R QE  D TD      ..AYA T G  E I RH   V  E  V A..TE QPG..  
Nocardia_cyriacigeorgica_WP_130918184.1:1-453     KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd TVAD L  WV D  LDGFNL     V P SF D V  VVP LT RG Y     Y     TLE    R QE  D TD      ..AYA T G  E I RH   V  E  V A..TE QPG..  
Mycobacterium_sp._1164985.4_WP_067298521.1:1-453  KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd  V D L  WV E  VDGFNL     I P SF E VD VVP LT RG Y     Y     TLVR S T QE  E TD      ..AYA T G  A F  H   V  E  A Q..TS TPG..  
Rhodococcus_sp._1R11_WP_135042739.1:1-449         KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd  VAD L  WV    VDGFNL     I P TF D V  VVPELQ RG Y     Y     TLGE   Q QE  DKTD      ..AYA T G  E V QY      R  V R..TE TPG..  
Erwinia_amylovora_WP_004157587.1:5-459            KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd TVAD L  WV E  VDGFNL     L   TF D VE LIPELQ RG Y     Y     TLQ    E QS  E TD      ..AYA THE  S V  H      K  V K..QA QPG..  
Ralstonia_mannitolilytica_WP_102079134.1:4-451    KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD L  WI E  IDGFNL     V P SY D VD VVP LQ RG Y     Y     TLG    T IE  D TG      ..SRT V E  E F  L   V  E  R K..TA GEG..  
Leifsonia_flava_WP_135120808.1:15-465             KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd  IAD L  WV    VDGFNL     I P TF D IE VVP L  RG Y     Y     TLEE   T QE  DYTD      ..AYA T G  E V  F   V RE  A P..TE VEG..  
Cryobacterium_roopkundense_WP_084141147.1:1-453   KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd  VAD L  WV D  VDGFNL     I P TF D IE VIPEL  RG Y     Y     SLAE   H QD  A TD      ..AYA T G  E V  F     RK  A P..EA AEG..  
Cupriavidus_pauculus_WP_101681197.1:1-455         KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd  VAD L  W  E  VDGFNL     V P  F D ID VVP LQ RG Y     Y     T EH   L MA SE TG      ..SRT V EC E V  L   L  E  A K..TA QPG.. Y
Rhizobium_sp._BK333_130_WP_133704837.1:2-454      KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QIAD L  WV    IDGFNL     V P S  D ID VVP LQ RG F     Y     TLE    R QV  EKGG      ..ART A E LR F  L   V  E  L K..AD AEG..  
Caballeronia_mineralivorans_WP_047846789.1:1-454  KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd TVAD L  WV E  VDGFNL     V   TF D V  LVPELQ RG Y     Y     TLA    I QT  E TG      ..AYA AHE  E I NY      R  V R..KE TPG..  
Nocardia_altamirensis_WP_069163049.1:1-454        KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd TVAD L  WV D  LDGFNL     V P SF D V  VVP L  RG Y     Y     TLA    L QE  D TD      ..AYA T G  E V RH   V AA  A A..TE VPG..  
Cupriavidus_sp._P-10_WP_116322758.1:1-452         KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd  VAD L  WM E  IDGFNL     V P S  D VE VVPELQ RG Y     Y     TLKK   E QQ  E TD      ..AYT A E IN F  L      A  V K..TE TQG..  
Serratia_sp._S1B_WP_116726564.1:1-452             KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd TVAD L  WV E  VDGFNL     L   TF D VE IVPELQ RG Y     Y     TLE    A QE  A TD      ..AYI AHQ  S V  F      K  V Q..TE AQG..  
Pseudomonas_putida_WP_043864435.1:1-452           KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd TVAD L  WV E  VDGFNL     V P TF   VD LVPELQ RG F     Y     TLQ    Q QE  Q TD      ..ASV A E  EAV  L      A  L K..RD AQG..  
Pseudomonas_aeruginosa_WP_023084248.1:4-453       KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD L  WI D  LDGFNL     V P SY D ID VVPELQ RG Y     Y     TLR    D EG  A TD      ..TRT E E  A F  L      A  S K..TA APG..  
Pseudomonas_mucidolens_WP_084381795.1:9-455       KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD L  WI E  LDGFNL     V P SY D ID VIPELQ RG Y     Y     TLE    E ES  N TG      ..TRM T E  V F  W      R  S K..TA EGG..  
Pseudomonas_poae_WP_060549803.1:4-450             KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD L  WI E  LDGFNL     V P SY D ID VVPELQ RG Y     Y     TLE    E EL  S TG      ..TRI T E  V F  L      K  S K..TE ETG..  
Pseudomonas_chlororaphis_WP_123573412.1:9-454     KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD L  WI E  LDGFNL     V P SY D ID VIPELQ RG Y     Y     TLQ    D ES  A TG      ..TRI T E  A F  L      R  S K..TA DNG..  
Janthinobacterium_lividum_140_WP_072454679.1:1-44  KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD L  WL E  IDGFNL     V   S  D VE IVPELQ RG Y     Y     SLR    Q ES  D TG      ..AFA AHD MA V  H      R  R H..TH EEG..  
Haladaptatus_cibarius_WP_049970513.1:4-446        KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD L  W  E  V GFNL     V P T  D VD VVPEL  RG       Y     TLE    E EA RD TG T    ..KEL R G LW F  L     EK  LVR..EE EGE..  
Arthrobacter_luteolus_WP_066298473.1:1-443        KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd TVAD V  WV E  LDG NL     V P SF   VD VVPEL  RG       Y     TLE    E ER  D AG   I  ..AYA T G  EQF  L     RK  RVW..DG DGG..  
Geobacillus_sp._ZGt-1_WP_047758532.1:1-436        KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD I   A    VDGFNL     I P    D IE VVP LQ RG Y     Y     TMI    A EER RRSG      ..THL T KDLD F  Y   I  R  L K..TA TPG..  
Lysinibacillus_composti_WP_124766485.1:4-458      KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QIAD M  WV E  VDGFNI     I P TF D  E VVP L  RG       Y     T E    T EQ  N AG      ..AYA T G  K FG L   I RE  LVP..EE EGN.. F
Microcella_putealis_WP_130486201.1:20-474         KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd  IAD L  WV E  VDGFNL     V P TF D VE VVP L  RG Y     Y     TLVE   Q EQ  D TD      ..AYA T G  A V  H   V RE  L P..DA DEG..  
Pseudomonas_nitroreducens_WP_037016976.1:1-453    KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd TVAD L  WV E  VDGFNL     V P TF D VD LVPELQ RG F     Y     TLQ    Q QA  E TD      ..SSL A E  V I  L      A  L K..RE EQG..  
Acinetobacter_wuhouensis_WP_130168784.1:1-453     KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd TVAD L  WV D  VDGFNL     L   SF D VE IVPELQ RG Y     Y     TLS    E QH  D TD      ..AYI AHQ  I V  H      R  V Q..TA REG..  
Bradyrhizobium_sp._YR681_WP_008144663.1:1-454     KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd SVAD I  W     VDG NV     I P  F D AD LVPELT RG Y     Y     TLE    K ED FEKTD   L  ..AFA S GD E I  M      K  R K..PE AKG..  
Schumannella_sp._10F1D-1_WP_141164655.1:10-460    KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QIAD L  WV E  VDGFNL     I P TF D VE VIP L  RG Y     Y     TLE    E QS  D TD      ..AYA T G  E I  F   I RE  V P..TE QPG..  
Pseudomonas_coronafaciens_150_WP_122355187.1:4-45  KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD L  WI E  LDGFNL     V P SY D ID VIPELQ RG Y     Y     TLE    E ES  E TG      ..TRI T E  E F  L      R  S K..TA QDG..  
Pseudomonas_syringae_WP_003430238.1:4-452         KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD L  WI E  LDGFNL     V P SY D ID VIPELQ RG Y     Y     SLE    E ES  E TG      ..TRI T E  E F  L      R  S K..TA QDG..  
unclassified_Rhodococcus_WP_094682261.1:1-449     KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd  VAD L  WV E  VDGFNL     I P TF D V  VVPELQ RG Y     Y     TLGE   Q QE  D TD      ..AYA T G  E V RF      R  V R..TE TPG..  
Hafnia_alvei_WP_046449330.1:6-449                 KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD L  WI E  VDGFNL     V P SY D ID VVPELQ RG Y     Y      LS    A QV  D AD      ..TRI N G  R F  L      S  V K..TE AEG..A 
AS9A_3890_Hoyosella_subflava_WP_013808677.1:1-453  KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd TVAD I  WV E  VDGFNL     I P SF D I  VVP LQ RG Y     Y     SLN    H QN  T TD      ..AYA T G  E V TH   V  E  A P..AT SQG..  
Acinetobacter_baumannii_WP_000995600.1:1-443      KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd TV D L  WV D  VDGFNL     L   TF D VE IVPELQ RG Y     Y     TLE  S A QQ  E TD      ..AYI AHQ  A V  F      K  V Q..TS AQG..  
Agrobacterium_sp._B133/95_WP_065696417.1:2-454    KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QIAD L  WM E  IDGFNL     V P S  D VD VIP LQ RG F     Y     TLE    R QL  E GG      ..ART A E LH F  L   V  E  L K..AD AEG..  
Microbacterium_sp._KROCY2_WP_024289149.1:1-453    KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd TVAD L  WI E  LDG NL     V P SF D VE VVPELQ RG Y     Y     TLQ    Q ET  D GG   I  ..AYH S G  E F  H      K  R R..TD DGP..  
Variovorax_paradoxus_WP_012747040.1:6-452         KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD L  WI E  ADGFNL     V P SY D VD VVPELQ RG Y     Y     SLS    E QS  D TG      ..SRT V E  E F  L      N  I K..TA AEG..  
Methylobacterium_radiotolerans_WP_076730229.1:5-4  KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd TIAD L  WI E  VDGFNL     V P SF D ID VIPELQ RG Y     Y     SLV    E QA  T GE      ..SRI V E  S F  L      D  L K..TA AEG..  
Streptomyces_sp._BK215_WP_132915265.1:7-452       KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QIAD L  W     VDGFNV       P TF D I  VVP LQ RG       Y     TLE    E ER .GKAG      ..TYVTT G  E F QH   V  E  LMR..RE TPG..  
Geobacillus_thermodenitrificans_160_WP_008880416.  KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd  VAD I   A    VDGFNL     I P    D IE VVP LQ RG Y     Y     TMIE   A EER RRSG      ..VHL T KDLD F  Y   I  R  L K..TA PPG..  
Pseudomonas_aeruginosa_WP_132556951.1:356-785     KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD L  WI D  LDGFNL     V P SY D ID VVPELQ RG Y     Y     TLR    D EG  A TG      ..TRT E E  A F  L      A  S K..TA APG..  
Penicillium_solitum_OQE02104.1:14-471             KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD M  WV E  VDGFNL     I P SF D ID LIPEL  RG F     Y     T A    N ER  A AD      ..AYA K G  K I  L     RK  L W..DD AVPKG Y
Penicillium_vulpinum_OQE05502.1:12-469            KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD M  WV E  VDGFNL     I P SF D ID LIPEL  RG F     Y     T A    S ER  E AD      ..AYA K G  K I  L     RK  L W..DD AVPKG Y
Clavibacter_michiganensis_WP_045526194.1:1-454    KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd TVAD L  WI     DGFNL     V P TF   VD LVPEL  RG       Y     TLT    E ER  EVGGT     ..AYV T G  EAV  L     RR  RVW..DE PEG..  
Glutamicibacter_creatinolyticus_WP_054821484.1:6-  KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd  VAE L  WV    VDGFNL     I P TF D VE VVPELQ RG Y     Y     SLAE   K ID  DYTD      ..AYA T G  E I  Y      A  A K..TE AEG..  
Campylobacter_sp._P0078_WP_086237522.1:4-454      KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd  V D L   V    ADGFNL       P TF D VE IVPELQ RG Y     Y     SLKE C E EKL EHSD      ..AYATT G  E V  F      K  S Q..LE QSG..  
Pseudomonas_furukawaii_WP_003454569.1:1-447       KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD L  WI E  LDGFNL     V P SY D ID VIPELQ RG Y     Y      LS    Q LA  D TG      ..TRT T E  I F  L      Q  R K..TA ADG..A 
Leucobacter_triazinivorans_WP_130111548.1:1-442   KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd TVAD M   I E  VDGFNL     V P TF D VE VVPELQ RG Y     Y     TLA    E ERI A TG      ..AYA T G  E V  H      R  V P..TE APG..  
Aspergillus_brasiliensis_CBS_101740_OJJ68286.1:12  KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD M  WV E  VDGFNL     I P SF D ID LIPEL  RG F     Y     T Q    E ER  N AD      ..AYA K G  K I  L     RK  L W..DD AVKKG Y
Aspergillus_udagawae_170_GAO89440.1:15-472        KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD M  WV E  VDGFNL     I P SF D ID LIPEL  RG F     Y     T A    E ER  R AD      ..AYA K G  K I  L     RR  L W..ED AVERG Y
Aspergillus_flavus_RMZ37351.1:15-472              KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD M  WV E  VDGFNL     V P SF D IE LIPEL  RG F     Y     T E    E ER  R AD      ..AYA K G  K M  L     RR  L W..DD AVNKG Y
Aspergillus_flavus_RAQ54081.1:15-472              KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD M  WV E  VDGFNL     V P SF D IE LIPEL  RG F     Y     T E    E ER  R AD      ..AYA K G  K I  L     RR  L W..DD AVDKG Y
Penicillium_arizonense_XP_022490779.1:12-469      KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD M  WV E  VDGFNL     V P SF D ID LIPEL  RG F     Y     T A    N ER  E AD      ..AYV K G  K I  H     RR  L W..DD AVPKG Y
Salinibacterium_sp._CGMCC                         KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd  IAD L  WV    VDGFNL     V P TF D VE VIP LQ RG Y     Y     TLEE   Q QE  DYTD      ..AYA T G  E I  H   V  A  V P..TE AKG..  
Aspergillus_fumigatus_OXN06785.1:14-471           KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD M  WV E  VDGFNL     I P SF D ID LIPEL  RG F     Y     T A    E ER  R AD      ..AYA K G  K I  L     RR  L W..ED AVERG Y
Aspergillus_lentulus_GAQ10210.1:7-464             KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD M  WV E  VDGFNL     I P SF D ID LIPEL  RG F     Y     T A    E ER  R AD      ..AYA K G  K I  L     RR  L W..ED AVERG Y
Aspergillus_flavus_RAQ66103.1:15-472              KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD M  WV E  VDGFNL     V P SF D IE LIPEL  RG F     Y     T E    E ER  R AD      ..AYA K G  K M  L     RR  L W..DD AVNKG Y
Aspergillus_fumigatus_OXN22894.1:14-471           KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD M  WV E  VDGFNL     I P SF D ID LIPEL  RG F     Y     T A    E ER  R AD      ..AYA K G  K I  L     RR  L W..ED AVERG Y
Aspergillus_nidulans                              KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD M  WV E  VDGFNL     I P SF D ID LIPEL  RG F     Y     T E    E ER  R AD      ..AYA K G  K I  L     RR  L H..ED AAPRA Y
Penicillium_nalgiovense_OQE79848.1:14-471         KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD M  WV E  VDGFNL     I P SF D ID LIPEL  RG F     Y     T A    S ER  Q AD      ..AYA K G  K I  L     RK  L W..DD AVPKG Y
Aspergillus_wentii                                KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd TVAD L  WV    VDGFNL       P TF D IE LLPEL  RG F           TAT    E ER  EVSG      ..AHITN G  E I  Y     RR  I R..SEVEKEGV  
Gordonia_iterans_WP_105943624.1:1-453             KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd  IA     WV E  VDGFNI     V P SF D VD VLP L  RG Y     Y     TLDE  QTFAD  D TD      ..AYA T G  E I  H   S VR  A P..SE RPG..  
Azotobacter_beijerinckii_WP_090735436.1:4-454     KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD L  WI    LDGFNL     V P SY D ID VVPELQ RG Y     Y     SLQ    A AN  EQTD      ..TRT T E  A F  L      S  L K..TA AAG..  
Staphylococcus_sp._NAM3COL9_WP_057513692.1:4-453  KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD    WA E  ADGFNI       P TF E VD VIPELQ RG Y     Y     TLE    KFEA  L GG      ..AQSYS G  E F  H      K  L R..TE EGT..  
Acidovorax_sp._56_WP_099656603.1:11-450           KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD L  WV D  VDGFNL     V P SF D ID VVPELQ RG       Y     SLD    A QS  D TG      ..TRT V E  E F  I      N  LHK..SS TQG..  
Paenibacillus_sp._BIHB4019_WP_099518466.1:1-456   KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd  VAD I  W  E  VDGFNL     V P SY D VD VIPELQ RG F     Y     TLED   Q ER TE TD      ..EPY L G  V F  L      K  L K..TD EAG..  
Penicillium_antarcticum_OQD90033.1:5-465          KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd TVAD L  WV    VDGFN        P TF D I  LLPELQ RG F     Y     TLK    E ER  SVGD     F..SYASL D  D V QL      R  L W..SD AVKGG  
Aspergillus_oryzae_RIB40_190_XP_001823703.1:9-463  KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd TVAD L  WV    VDGFNL       P TF D IE LLPEL  RG F           TAT    E ER  EVAG      ..AHITN G  E I  Y     RR  R RSVVGKEGA..  
Fusarium_oxysporum_f._sp._pisi                    KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd  IAD M  WV E  VDGFNL     L P SF D I  LLP L  RG F     Y     T ER   E ER  N AD      ..AYA M A  E V SD   V RE  L W..ED AVDGG Y
Colletotrichum_fructicola_Nara_gc5_ELA35345.1:18-  KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd TAAD L  WV    VDGFNL       P TF D IE LLPEL  RG F           TAT    E ER  QGAD      ..AHVTN G  E I  H     RK  I R..SEVEKEGA  
Micrococcus_luteus_WP_041104460.1:19-468          KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd SAA  L  WA E  VDGFNL     I P TF D VE VVPELQ  G Y     Y     TLE   RQ VE  D TD      ..AYH T G  E V  F      KL R K..TA TDG..  
Aspergillus_awamori_GCB21923.1:12-469             KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD M  WV E  VDGFNL     I P SF D ID LIPEL  RG F     Y     T E    E ER  N AD      ..AYA K G  K I  L     RK  L W..DD AVKKG Y
Aspergillus_niger_CBS                             KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD M  WV E  VDGFNL     I P SF D ID LIPEL  RG F     Y     T E    E ER  N AD      ..AYA K G  K I  L     RK  L W..DD AVKKG Y
Aspergillus_lacticoffeatus_CBS_101883_XP_02545389  KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD M  WV E  VDGFNL     I P SF D ID LIPEL  RG F     Y     T E    E ER  N AD      ..AYA K G  K I  L     RK  L W..DD TVKKG Y
Aspergillus_wentii_DTO_134E9_OJJ40237.1:14-471    KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD M  WV E  VDGFNL     V P SF D I  LLPEL  RG F     Y     T A    Y ER  Q AD      ..AYA K G  K I NL     RR  L H..DD AVNKG Y
Aspergillus_indologenus_CBS_114.80_PYI31207.1:11-  KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD M  WV E  VDGFNL     I P SF D ID LLPEL  RG F     Y     T A    E ER  A AD      ..AYA K G  K I  L     RR  L W..ED AVPRG Y
Aspergillus_fischeri_NRRL_181_XP_001264002.1:14-4  KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD M  WV E  VDGFNL     I P SF D ID LIPEL  RG F     Y     T A    E ER  R AD      ..AYA K G  K I  L     RR  L W..ED AVERG Y
Penicillium_coprophilum_200_OQE46388.1:11-466     KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd TVAD L  WV    VDGFNL     V P TF D IE LLPEL  RG F           TAK    E ER  EISD      ..AHI N G  E I  F     RR  V R..EGIEKEGA  
Cupriavidus_taiwanensis_WP_116379876.1:8-454      KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD L  WV E  IDGFNL     V P SY D VD VVP LQ RG Y     Y     TLS    T AG  D TG      ..SRT V E  E F  L   A  E  R K..TA ADG..  
Penicillium_digitatum                             KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd TVAD L  WV    VDGFNL       P TF D I  LLPELQ RG F     Y     T K    E ER  TVGD      ..SYASL D  D V RL      R  L W..SD AVKGG F
Aspergillus_niger_GAQ46262.1:12-469               KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD M  WV E  VDGFNL     I P SF D ID LIPEL  RG F     Y     T E    Q ER  N AD      ..AYA K G  K I  L     RK  L W..DD TVKEG Y
Aspergillus_nomius_NRRL_13137_XP_015412385.1:15-4  KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD M  WV E  VDGFNL     V P SF D IE LIPEL  RG F     Y     T Q    E ER  E AD      ..AYA K G  K I  L     RR  L W..DE AVNKG Y
Aspergillus_aculeatus_ATCC_16872_XP_020055010.1:1  KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD M  WV E  VDGFNL     I P SF D ID LLPEL  RG F     Y     T A    E ER  A AD      ..AYA K G  K I  L     RK  L W..ED AVPRG Y
Penicillium_brasilianum_OOQ84969.1:19-474         KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd TVAD L  WV    VDGFNL     A P TF D IE LLPEL  RG F           TAT    E ER  EVSG      ..AHI N G  E I  F     RR  R RSKVEHEGA..  
Penicillium_subrubescens_OKP15100.1:19-474        KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd TVAD L  WV    VDGFNL     A P TF D IE LLPEL  RG F           TAT    E ER  EVSG      ..AHI N G  E I  F     RR  R RSEVEHEGA..  
Trichoderma_arundinaceum_RFU80530.1:19-474        KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd TVAD L  WI    VDGFNL       P SF D IE LLPEL  RG F           TAT    E ER  EVSG      ..AHVTN G  E I  H     RR  V R..NGIEKEGA  
Aspergillus_thermomutatus_210_XP_026614594.1:15-4  KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD M  WV E  VDGFNL     V P SF D ID LLPEL  RG F     Y     T A    E ER  R AD      ..AYA K G  K I  L     RR  L W..ED AVERG Y
Serratia_liquefaciens_WP_044551273.1:4-449        KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD L  WI    IDGFNL     V P SY D ID VVPELQ RG Y     Y     SLQ    A LQ  DQAD      ..TRI N G  R F  L      S  R K..TA RAG..  
Micrococcus_luteus_WP_065572847.1:19-468          KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd SAA  L  WA E  VDGFNL     I P TF D VE VVPELQ  G Y     Y     TLE   RQ VE  D TD      ..AYH T G  E I  F      KL R K..TA TDG..  
Halolamina_rubra_WP_049979911.1:1-449             KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD L  W     VDGFNV     V   S  E VD VVPELQ RG F     Y     TLE    E VY HESVG      ..KEA RTG LD F  Q      D  L R..TE EGD..  
Acinetobacter_pittii_WP_075382847.1:7-452         KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd  VAE L   L E  IDGFNL     V P S  D I  VIPELQ RG Y     Y     SLEE   Y IHL D TD      ..TRT A E HH F RL      Q  R K..TA KTG..  
Corynebacterium_variabile_WP_052302534.1:2-464    KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd SVAD L  WV    VDGFNL     V P TF D ID VVP LQ RG Y     Y     TLE    Q EN  EATG      ..AYA T G  R V  H   V  A  E P..TT APG..  
Aspergillus_luchuensis_GAT21254.1:12-471          KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD M  WV E  VDGFNL     I P SF D ID LIPEL  RG F     Y     T Q    Q ER  N AD      IQAYA K G  K I  L     RK  L W..DD TVKKG Y



Aspergillus_luchuensis                            KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD M  WV E  VDGFNL     I P SF D ID LIPEL  RG F     Y     T Q    Q ER  N AD      ..AYA K G  K I  L     RK  L W..DD TVKKG Y
Aspergillus_bombycis_XP_022386026.1:15-472        KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD M  WV E  VDGFNL     I P SF D IE LIPEL  RG F     Y     T Q    E ER  E AD      ..AYA K G  K I  L     RR  L W..DE AVNKG Y
Agrobacterium_vitis_WP_070163524.1:1-454          KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD L  WV D  VDGFNI     V P SF D V  IVPELQ RG Y     Y     TLD    I QE  T TD      ..AYA T G  E V TY      K  A P..TA KPG..  
Pseudomonas_psychrotolerans_220_WP_074584491.1:5-  KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD L  WI E  LDGFNL     V P  Y D ID VIPELQ RG Y     Y     S G    A LG  D TG      ..ART T EC G F  L      S  R K..TA AEG.. F
Micrococcus_yunnanensis_WP_135040276.1:19-468     KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd SAA  L  WA E  VDGFNL     I P TF D VE VVPELQ  G Y     Y     TLE   RQ VE  D TD      ..AYH T G  E I  F      KL R K..TA TDG..  
Acinetobacter_calcoaceticus_WP_004642549.1:7-452  KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd  VAE L   L E  IDGFNL     V P S  D I  VIPELQ RG Y     Y     SLEE   Y IHL D TD      ..TRT A E HH F RL      Q  R K..TA KTG..  
Penicillium_brasilianum_CEO59775.1:15-472         KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD L  WV E  VDGFNL     I P SF D IE LIPEL  RG F     Y     T A    S ER  Q AD      ..AYA K G  K I  L     RR  L W..DD AVPKG Y
Aspergillus_cristatus_ODM22551.1:12-469           KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD M  WV E  VDGFNI     V P TF D ID LIPEL  RG F     Y     T Q    Q EK  D AD      ..AYA K G  K V  L     RR  L H..ED AVPKG Y
Pseudomonas_taiwanensis_WP_027907363.1:1-446      KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd  VAD L  WL    IDGFNL     V P      VE LVPELQ RG Y     Y     TLGE   Q ET  DQTG      ..TYA Q DDLTNV  L      H  R P..TA TEG..  
Acidovorax_avenae                                 KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd  IAD M  WL E  VDGFNL     V P SY D ID VVPELQ RG       Y     TLQD   E QS  D AG      ..ART V E  T F  L      N  LHK..TA AEG..  
Staphylococcus_pseudintermedius_WP_101431388.1:4-  KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QIA  L  WA E  ADGFNI       P TF E VD IIPELQ RG Y     Y     TLT   NQ EL  N GG      ..AQAYS G  E F  F      K  I R..TE EGE..  
Rhodococcus_triatomae_WP_081607437.1:2-451        KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd TVAD L   A E  LDGFNV     L   T  D VD VVPELQ RG       Y     TLT    R EEL D AG      ..YDN PLR LP F  L      R  RVP..TA EAD..  
Alcaligenes_sp._RS4_230_WP_128393375.1:4-450      KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd  VAD L  WI E  IDGFNL     V P TY D VD VVPELQ RG Y     Y     TLRE   Q ER  D GD      ..SRI V E  E F  L      A  R K..TA EPG..  
Gibbsiella_quercinecans_WP_121552947.1:7-454      KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD L  WV    IDGFNL     V P SY D ID VIPELQ RG Y     Y     S Q    N LQ  DQAG      ..TRI N Q  T F  L      A  R K..TA AAG.. F
Acinetobacter_ursingii_WP_044435211.1:5-452       KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd  VAE L   L D  IDGFNL     V P S  D I  VVPELQ RG Y     Y     SLSH   Q IRL D TG      ..TRT A E HQ F RF      H  R K..TE QAG..  
Erwinia_typographi_WP_034887712.1:4-447           KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD L  WI E  IDGFNL     L P SY D ID VVPELQ RG Y     Y     SLS    A IN  D GD      ..TRI N Q  R F  L      Q  R K..TA QPG..  
Trichoderma_harzianum_KKP01913.1:14-470           KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd  VAD M  WV E  VDGFNI     L P TF D ID LLP L  RG F     Y     T EK   E ER  R AD      ..AYA M Q  Q V  L   V KE  L W..DG AVDGG Y
Fusarium_graminearum_235_CEF79766.1:12-466        KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD L  WV E  VDGFN      L P SF D  D LIPEL  RG F     Y     T T    S EE  T AG     F..GYV F Q  K IS L     RS  L W..DD AVPGG Y
Gordonia_alkanivorans_WP_006357654.1:10-461       KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd  VAE L  WV E  VDGFNV     V P SF D V  VIP L  RG Y     Y     TLDE   Q QD  A TD      ..AYA T G  E I TH   A ER  V D..RG VPG..  
Acinetobacter_radioresistens_WP_111281495.1:5-455  KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd TVAE L   I E  IDGFNL     V P S  D I  VIPELQ RG Y     Y     TLA    Q IHL D TG      ..TRT A E HQ F RW      Q  R K..TA SEG..  
Mesorhizobium_plurifarium_WP_073985566.1:5-458    KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd  AAD L  W  E  IDGFNI     M   SF D    VLPEL  RG       Y     T VK   Q EA FD AG      ..TDP PLK  P FNRH     RR  RVR..ER EGA.. Y
Oceanobacillus_halophilus_WP_121203049.1:1-454    KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QIAD L  WA E  ADGFNI         TF E VD VVPELQ RG Y     Y     TLE    K ET  I GD      ..AQSYSLE  R F  H      K  I R..TE KGK..  
Acinetobacter_tandoii_240_WP_100241535.1:7-457    KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd  VAE L  WI E  IDGFNL     V P S  D I  VIPELQ RG Y     Y     SLAA   Q IQ  D TG      ..TRT A E HQ F RY      Q  R K..TS SAG..  
Burkholderia_plantarii_WP_042624083.1:1-457       KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD L   V D  IDGFNL       P TF D V  LVPELQ RG Y     Y     TLA    E QAI D TG      ..AWVES R  E V RY      R  A K..TR ETG..  
Alcaligenes_faecalis_WP_094195208.1:6-457         KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD L  WI E  IDGFNL     V P TW D A  VVPELQ RG Y     Y     TLQ    A TT  D GE      ..TRI V E  E F NL      N  R R..TA EGG..  
Bradyrhizobium_arachidis_WP_092214516.1:1-453     KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd  VAD L  WV E  IDGFNL     V P  Y D AE VVPELQ RG Y     Y     TLTE   Q QA  A TD      ..SYA T GG Q F  L      R  V K..TG AKG..  
Cupriavidus_plantarum_WP_109583068.1:1-458        KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD L  WM E  VDGFNL       P TF D V  LVPELQ RG Y     Y     TLR    T EA  D TG      ..ASVEM R  E I AH      R  V K..TE ADG..  
Variovorax_sp._770b2_245_WP_093443018.1:5-461     KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD I  WV E  VDGFNL     V P      VD VVPELQ RG       Y       A    E EA  D AG      ..VRT S EGLEHF  L      R  LHK..TA ANG..VW
RZJ22128.1:4-447                                  KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVVD L  W     ADGFNI       P    D VD IVPELQ RG F     Y     TLE    Q QN FENEA      ..LPPTT AGLN F  F      R  L R..TE EGK..  
LadB_Geobacillus_thermoleovorans_BAM76371.1       KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD L  FI     D   L         T       VIP V  R                E    R IE  S.LGF YVL ..RGFPHLE IEQVGTS   L RE LRQT............
LadAbeta_Geobacillus_thermoleovorans_BAM76372.1   KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD L  W     ADGFNL       P      VE VIP LQ RG F     Y     TLE    Q EY FLQGA      ..MFPYY NGLQSF  H   I  K  L R..RN EGT..  
Af1_AFLA_024140_XP_002373925.1                    KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD M  WV E  VDGFNL     V P SF D IE LIPEL  RG F     Y     T E    E ER  R AD      ..AYA K G  K I  L     RR  L W..DD AVNHG Y
Af3_AFLA_58870_XP_002378631.1                     KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd TVAD L  WV    VDGFNL       P TF D I  LIPELQ RG F     Y     T K    E ER  EVGD      ..SYASI E  D I KY      K  I H..TD AVKGG F
Af4_AFLA_049780_XP_002383105.1                    KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd  VAD M  WI E  LDGFNL       P TF E VD LIPEL  RG Y           TAQR   E ER  R AD      ..GYVTT G  E V  L     RR  L P..ASAEADGL  
Af5_AFLA_126060_XP_002381799.1                    KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd TVAD L  WV    VDGFN      V P TF D IE L PEL  RG       Y     SAS    I QR  DVAD     F..SYA S G  E M  Y F   RR  VIW..DD EVKGG  
Af2_QMW32876.1:9-463                              KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd TVAD L  WV    VDGFNL       P TF D IE LLPEL  RG F           TAT    E ER  EVAG      ..AHITN G  E I  Y     RR  R RSVVGKEGA..  
Yarrowia_lipolytica_CLIB122_YALI0C07546p_XP_50156  KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd TVAD I  WI    LDGFNL       P TY D V  LIPELQ RG F     Y     T E    I ED  EIGD      ..SHATF G  D I GY      K  R H..ED PENEH F
Rhizobium_sp._CF122_WP007794079.1                 KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd  IAD M  W     ADGFNV       P    D  E VLPEL  RG F     Y     TLSR   E EH FTTGA      ..MPPHL VGLR FT F     RR  L R..TE QGR..  
Acinetobacter_sp._NIPH_2100_LLM                   KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QIVD L  W     ADGFNI       P    D VE IVPELQ RG F     Y     TLE    Q QQ FENEA      ..LPPST AGLN F  L      R  L R..TE EGT..  
Nostoc_sp._PCC_7107_WP_015115963.1                KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd SIAD L  W     ADGFNI     I P    D V  VVP LQ RG F     Y     TLE    Q EE FNNGA      ..MPP L TALD F NL   I  K  L R..TE EGS..  
Aspergillus_flavus_NRRL3357_uncharacterized       KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd SIAE M  WL E  ADGFTV       P    D V  LVPELQ RG F     Y     TLE    E SV  D EG      ..VFPFL QGLD V QR      R  I R..QD EGT..  
Paenibacillus_curdlanolyticus_WP006037998.1       KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QIAD L  W     ADGFNI       P    D VD VVPELQ RG F     Y     TLT    Q QE FENGA      ..MPPYL GGLD F  L      R  L R..TE EGA..  
LadAbeta_Geobacillus_thermoleovorans_FMN-dependen  KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD L  W     ADGFNL       P      VE VIP LQ RG F     Y     TLE    Q EY FLQGA      ..MFPYY NGLQSF  H   I  K  L R..RN EGT..  
SsuD_1M41                                         KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd TVA  I  YA    ID F L               E L P L                   P   AR NE  A.LG  S V ..SGYPHLEEAYRVG L F L D........VAIPEI..PQ
Paenibacillus_curdlanolyticus_WP006037998.1       KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QIAD L  W     ADGFNI       P    D VD VVPELQ RG F     Y     TLT    Q QE FENGA      ..MPPYL GGLD F  L      R  L R..TE EGA..  
Bacillus                                          KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QAAD L                                                       .    R .......................................................
Pseudomonas                                       KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAE I  YA E  ID F                AE V P L                   R    R GE  . LG  S IF..SGYPHLEEAYRF  L F L PE.................
LadB_Geobacillus_thermoleovorans_FMN-dependent    KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVAD L             L                                         E    R ............. .........................................
Pseudomonas_aeruginosa_PAO1_NP_251290.1           KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd QVA  L  Y     V  F I                 LIP I  H               AE   AA GE YR.LG ST L ..RGFDPLGDAVRYGQG   A HD ..............I 
Alkanesulfonate                                   KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd..............................................................
Alkanesulfonate                                   KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd TIVD I  YV    AE  SI            D    ILP V                  LQ    S LD  D.LG  LI  ..RGYDNLNDAI YGRY   P RQ...............A 
Aspergillus_niger_ATCC13496_RDH19503.1            KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd TI D I  YV    AD  SI            D    VLP V  RG              AQ  S S LD  D.LG  LI  ..RGYDNLNDAI YGRY   K ..  ELK........... 
Penicillium_digitatum_Pd1_XP014534980.1           KddG B  KG B  KddddG     B B KG B KG KddddG KG B     B     Kd TIVD L  YV    AD  SI            D    ILP V                 TLQ    S ID  D.LG  LI  ..RGYDNLNDAI YGRY   K RE...............  
Acinetobacter_rudis_WP_016657872.1                JIIH C  JH C  JIIIIH     C C JH C JH JIIIIH JH C     C     JI TVV  I  YA    IE F                AE V P L           F     NLE   AR KE  D.LG  S IF..SGYPHLEEAYRF  L F L PEPYASY..AQ GQT..  



         420       430       440                                         X         X         X                              
LADA_Geobacillus_thermodenitrificans_WP_011888513 EF DF      A   A   A    DF                                    RE LF      G   L   H    YR                                      K  ....GK NYR PDD IAAR  NISSNV..........                    
Geobacillus_sp._LEMMY01_WP_079935807.1:1-440     dG KG      B   B   B    KG                                    RE LF      G   L   H    YR                                      K  ....GK NYR PDD IAAR  NISSNV..........                    
Geobacillus_stearothermophilus_ABV66256.1:1-440  dG KG      B   B   B    KG                                    RE LF      G   L   H    YR                                      K  ....GK NYR PDD IAAR  NISSNV..........                    
Geobacillus_sp._B4113_201601_WP_061912600.1:1-440 dG KG      B   B   B    KG                                    RE LF      G   L   H    YR                                      K  ....GK NYR PDD IAAR  NISSNV..........                    
Geobacillus_sp._B4113_201601_5WP_061912600.1:1-44 dG KG      B   B   B    KG                                    RE LF      G   L   H    YR                                      K  ....GK NYR PDD IAAR  NISSNV..........                    
Bacillus_thuringiensis_6WP_029441578.1:1-435     dG KG      B   B   B    KG                                    RE LF      G   L   H    YR                                      K  ....GK NSK PNN FINE  N...............                    
Lysinibacillus_sphaericus_WP_103976887.1:2-422   dG KG      B   B   B    KG                                    RE LF                   YR                                      K  ..............NLKHK  ................                    
Lysinibacillus_sphaericus_WP_069508309.1:2-422   dG KG      B   B   B    KG                                    RE LF                   YR                                      K  ..............NLKHK  ................                    
Rummeliibacillus_sp._SL167_10_WP_146551437.1:2-42 dG KG      B   B   B    KG                                    RE LF                   YK                                      K  ..............YGKHE  F...............                    
Paenibacillus_sp._DXL2_WP_110843609.1:1-459      dG KG      B   B   B    KG                                    RE LF      G   L   H    YR                                      R  ....GG VVR PDD PGAR  RSASPI..........                    
Paenibacillus_naphthalenovorans_WP_074730028.1:1- dG KG      B   B   B    KG                                    RE LF      G   L   H    YR                                      R  ....GK TVQ PEG PGSV  RTTTT...........                    
Cohnella_sp._HS21_WP_130606586.1:1-453           dG KG      B   B   B    KG                                    RE LF      G   L   H    FR                                      K  ....GP ESR PDR PGAA  ................                    
Streptosporangium_subroseum_15_WP_089205784.1:1-4 dG KG      B   B   B    KG                                    RE L       G   L   H    FR                                      R L....GP IHR PET PGAA  R...............                    
Arthrobacter_sp._Hz2_WP_120147654.1:1-455        dG KG      B   B   B    KG                                    RE LF      G   L   H    YR                                      R  ....GP NTR FDQ PGAR  N...............                    
Nonomuraea_solani_WP_103963668.1:1-453           dG KG      B   B   B    KG                                    RE L       G   L   H     R                                      R L....GP VHR PAT PGAAH R...............                    
Arthrobacter_ruber_WP_105030338.1:1-455          dG KG      B   B   B    KG                                    RE LF      G   L   H    YR                                      R  ....GP SAR PDR PGAR  N...............                    
Bacillus_aciditolerans_20_WP_121446947.1:1-456   dG KG      B   B   B    KG                                    RE LF      G   L   H    YR                                      K  ....NQ SSL PND PGSK  KTA.............                    
WP_137163763.1:1-458                             dG KG      B   B   B    KG                                    R  LF      G   L   H     R                                     HK  ....GR .DR PEG AGRQV IQPANT..........                    
Aeribacillus_pallidus_WP_130157503.1:4-457       dG KG      B   B   B    KG                                    RE LF      G   L   H    YR                                      K  ....GK QSR PED IGAK  NLS.............                    
Bacillus_megaterium_24WP_098602848.1:4-460       dG KG      B   B   B    KG                                    RE LF      G   L   H    Y                                       K  ....GK QPR SKE IGST QKISYQI..........                    
Streptomyces_sp._150FB_WP_078877664.1:5-455      dG KG      B   B   B    KG                                    RE LF      G   L   H    FR                                      R  ....GP SAR LDD PGKR  DL..............                    
Arthrobacter_sp._DWC3_WP_104051071.1:1-454       dG KG      B   B   B    KG                                    RE LF      G   L   H    YR                                      R  ....GA NTR FDQ PGAR  ................                    
Cohnella_thermotolerans_WP_027093898.1:1-456     dG KG      B   B   B    KG                                    RE LF      G   L   H     R                                      K  ....GP KRL PDH PGAKV TF..............                    
Paenibacillus_bovis_28WP_144921429.1:1-452       dG KG      B   B   B    KG                                    R  LF      G   L   H    Y                                      GN  ....GA .PQ PDH PGKS .................                    
Bacillus_aciditolerans_WP_121447760.1:1-452      dG KG      B   B   B    KG                                    RE LF      G   L   H    Y                                       S  ....GR .SQ PGH PGKQ .................                    
Leifsonia_sp._ALI-44-B_30_WP_077053645.1:1-455   dG KG      B   B   B    KG                                    RE LF      G   L   H    YR                                      R  ....GA NAR FPE PGAR  ................                    
Parageobacillus_thermoglucosidasius_WP_064552269. dG KG      B   B   B    KG                                    RE LF      G   L   H    YR                                      K  ....NH SSL PED PGSA  SKS.............                    
Geobacillus_sp._Y4.1MC1_WP_013399886.1:1-459     dG KG      B   B   B    KG                                    RE LF      G   L   H    YR                                      K  ....NY SSL PED PGSA  SKS.............                    
Bacillus_methanolicus_35WP_004434428.1:1-462     dG KG      B   B   B    KG                                    R  LF      G   L   H    YR                                     QK  ....GH SNL PED PGSK  RIYSSV..........                    
Terribacillus_halophilus_WP_077309754.1:1-448    dG KG      B   B   B    KG                                    RE L       G   L   H                                            N ......S NSK PDR PA....................                    
Paraburkholderia_kururiensis_WP_017777532.1:1-453 dG KG      B   B   B    KG                                    RE L       G   L   H    YR                                      K H....GG .AR AEP PGAR  S...............                    
Gracilibacillus_massiliensis_WP_058308419.1:1-456 dG KG      B   B   B    KG                                    RE LF      G   L   H    FR                                      K  ....PD NSR PED PGSK  ................                    
Streptomyces_yanglinensis_WP_103888551.1:5-452   dG KG      B   B   B    KG                                    RE LF      G   L   H    Y                                       R  ....GA RTR PED PGTR .................                    
Trinickia_sp._7GSK02_40_WP_136896361.1:1-452     dG KG      B   B   B    KG                                    RE L       G   L   H    YR                                      K H....GR .AR AEP PGAA  ................                    
Cryobacterium_sp._NEAU-85_WP_123045138.1:1-448   dG KG      B   B   B    KG                                    RE LF      G   A   H     R                                      R  ....DK .PL PDA PAGQA ................                    
Alicyclobacillus_acidoterrestris_WP_021298468.1:4 dG KG      B   B   B    KG                                    RD L       G   L   H    YR                                      N S....GR .SF LDD PARK  S...............                    
Oceanobacillus_senegalensis_WP_085994229.1:1-452 dG KG      B   B   B    KG                                    R  L       G   L   H    YR                                     AN T...... QDQ PDH PGKS  ................                    
Bacillus_sinesaloumensis_WP_077620983.1:1-449    dG KG      B   B   B    KG                                    RE LF      G   L   H    YR                                      K  ....PQ KSI PED PGSK  RVPA............                    
Halopenitus_persicus_WP_021074147.1:6-457        dG KG      B   B   B    KG                                    RE MF      G   L   H    Y                                       T  ....ET DGF HED TGSA ADDS.............                    
Microbacteriaceae_bacterium                      dG KG      B   B   B    KG                                    RE LF      G   L   H     R                                      R  ...EGR .PL PER PAGAL EAARS...........                    
Lysinibacillus_sinduriensis_WP_036201100.1:1-458 dG KG      B   B   B    KG                                    RE LF      G   L   H    YR                                      K  ....GT RNL PND IGAK  NAYS............                    
Bacillus_endophyticus_WP_113749053.1:5-457       dG KG      B   B   B    KG                                    RE LF      G   L   H    YR                                      K  ....GK RAR SEE VGSQ  NMN.............                    
Pseudomonas_monteilii_WP_119371117.1:1-455       dG KG      B   B   B    KG                                    RE LF      G   L   H    YR                                      K  ....GD .PR PAT PAAG  DLS.............                    
Bacillus_endophyticus_50_WP_061801645.1:5-457    dG KG      B   B   B    KG                                    RE LF      G   L   H    YR                                      K  ....GK RAR SEE VGSQ  NMN.............                    
Planococcus_maitriensis_WP_112233285.1:1-457     dG KG      B   B   B    KG                                    RE IY      G   L   H    FK                                      K  ....GK QAQ KDN PGRT  HL..............                    
Oceanobacillus_profundus_WP_118889880.1:1-447    dG KG      B   B   B    KG                                    RD LF      G   L   H                                            N  ....GK .DK LDT ......................                    
Burkholderia_pseudomallei_WP_141404579.1:1-452   dG KG      B   B   B    KG                                    RE LY      G   L   H    YR                                      K  ....RA .PR AAP PAAR  ................                    
Terribacillus_saccharophilus_WP_095261886.1:1-455 dG KG      B   B   B    KG                                    RE LF          L   H    YR                                      K  ....DYESSR PSG PASN  ................                    
Sediminibacillus_albus_WP_093212831.1:4-453      dG KG      B   B   B    KG                                    RD LF      G   L   H     R                                      N  ....GN .AR PEN PGRQD ................                    
Sciscionella_marina_WP_020496929.1:1-448         dG KG      B   B   B    KG                                    RE L       G   L   H     R                                      R H....GE .PR PAS PGAAH ................                    
Mycetocola_saprophilus_WP_043321267.1:1-452      dG KG      B   B   B    KG                                    RE LF      G   L   H    YR                                      R  ...PGQ .SQ PDT PAAA  ................                    
Lysinibacillus_macroides_WP_053993569.1:4-460    dG KG      B   B   B    KG                                    RE LF      G   L   H    YR                                      K  ....GK KAY AQE IGAN  KDSNKA..........                    
Pseudomonas_putida_WP_086978777.1:1-458          dG KG      B   B   B    KG                                    RE LF      G   L   H    YR                                      K  ....GD .PR PAS PAAG  DLSRQL..........                    
Sediminibacillus_halophilus_60_WP_074598704.1:4-4 dG KG      B   B   B    KG                                    RD LF      G   L   H    Y                                       N  ....GA .PR SEN PGKK .................                    
Rhizobium_oryzae_WP_085420425.1:1-450            dG KG      B   B   B    KG                                    RE LF      G   L   H    YR                                      K  ...... SPR PDR VAAG  ................                    
Pseudomonas_extremorientalis_WP_071491956.1:1-455 dG KG      B   B   B    KG                                    RE LF      G   L   H    YR                                      K  ....GD .AR ASN PGAG  NLS.............                    
Pseudomonas_fluorescens_WP_016977452.1:1-454     dG KG      B   B   B    KG                                    RE LF      G   L   H    YR                                      K  ....GE .AR PEV PGSG  NL..............                    
Neorhizobium_sp._T25_27_WP_105419890.1:1-450     dG KG      B   B   B    KG                                    RE LF      G   L   H    YR                                      K  ...... APR PDR IAAR  ................                    
Pseudomonas_extremaustralis_WP_078833627.1:1-457 dG KG      B   B   B    KG                                    RE LF      G   L   H    YR                                      K  ....GE .PR PSN PGAG  DLSGS...........                    
Fictibacillus_aquaticus_WP_094253544.1:1-455     dG KG      B   B   B    KG                                    RE LF      G   L   H    F                                       K  ....SH RSV PND PGRK .................                    
Pseudomonas_extremaustralis_KAA8559760.1:1-456   dG KG      B   B   B    KG                                    RE LF      G   L   H    YR                                      K  ....GD .AR SAN PGAG  NLSA............                    
Mycobacterium_sp._ACS1612_WP_067812332.1:1-454   dG KG      B   B   B    KG                                    RD LF      G   L   H    YR                                      K  ....GR .PR PET RAAA  RVKEGV..........                    
Bacillus_megaterium_WP_116075167.1:1-455         dG KG      B   B   B    KG                                    RE LF          L   H    YR                                      K  .....KKSHF PDE YGAQ  KTS.............                    
Pseudomonas_frederiksbergensis_70_WP_123409596.1: dG KG      B   B   B    KG                                    RE LF      G   L   H    YR                                      K  ....GE .PR PDI PGAG  DLA.............                    
Pseudomonas_citronellolis_SFC61163.1:1-452       dG KG      B   B   B    KG                                    RE LF      G   L   H    YR                                      R  ....GA HAR PAD HGAR  DPAA............                    
Herbaspirillum_chlorophenolicum_WP_050468599.1:4- dG KG      B   B   B    KG                                    RE LF      G   L   H    FR                                      K  .....G ASV PQN AAAA  ................                    
Arthrobacter_crystallopoietes_WP_074700854.1:1-45 dG KG      B   B   B    KG                                    RE LF      G   L   H    YR                                      R  ...PGN .PL PAT PGAA  ................                    
Terribacillus_goriensis_WP_038558686.1:1-438     dG KG      B   B   B    KG                                    RE LY      G                                                    K  ...... ..............................                    
Bacillus_megaterium_WP_025749753.1:1-455         dG KG      B   B   B    KG                                    RE LF          L   H    YR                                      K  .....KKSHF PDE YGVR  KTS.............                    
Neorhizobium_sp._T7_12_WP_105403044.1:1-451      dG KG      B   B   B    KG                                    RE LF      G   L   H    YR                                      K  ...... TQR PSR IAAR  T...............                    
Rummeliibacillus_sp._SL167_WP_146553619.1:4-459  dG KG      B   B   B    KG                                    RE LF          L   H    YK                                      K  ....GES.SY RPD IGHK  RIPESI..........                    
Burkholderia_sp._PAMC                            dG KG      B   B   B    KG                                    RE LF          L   H    FR                                      K  ....GGA.AH PQE AGAS  NLS.............                    
Pseudomonas_koreensis_WP_064585463.1:4-449       dG KG      B   B   B    KG                                    RE LF      G   L   H    FR                                      K  .....H EAQ PEQ TGAS  ................                    
Pseudomonas_fluorescens_80_WP_064116961.1:6-451  dG KG      B   B   B    KG                                    RE LF      G   L   H    YR                                      K  .....H EAQ PEQ TGSS  ................                    
Pseudomonas_rhodesiae_WP_040265276.1:4-450       dG KG      B   B   B    KG                                    RE VF          L   H    YR                                      K  .....HASAR PDQ TGSS  H...............                    
Collimonas_sp._OK412_WP_092393355.1:4-454        dG KG      B   B   B    KG                                    RE LF      G   L   H    YR                                      K  ....EA QPT PGR PAAG  QV..............                    
Pseudomonas_marginalis_WP_058415544.1:1-456      dG KG      B   B   B    KG                                    RE LF      G   L   H    YR                                      K  ....GD .AR APN PGAS  DLAA............                    
Pseudomonas_antarctica_WP_064452947.1:1-458      dG KG      B   B   B    KG                                    RE LF      G   L   H    YR                                      K  ....GE .AR ASN PGAG  DLKATT..........                    
Pseudomonas_protegens_WP_041115159.1:9-454       dG KG      B   B   B    KG                                    RE LF      G   L   H    YR                                      K  ....RQ .RK PEQ TGAA  ................                    
Pseudomonas_synxantha_WP_057024776.1:4-449       dG KG      B   B   B    KG                                    RE VF      G   L   H    YR                                      K  .....H AAR PEQ TGAT  ................                    
Rhizobium_leguminosarum_WP_128409501.1:2-451     dG KG      B   B   B    KG                                    R  LF      G   L   H    FR                                     QK  ....GG NGR PAA PAAQ  ................                    
Pseudomonas_chlororaphis_WP_038359779.1:6-451    dG KG      B   B   B    KG                                    RE LF      G   L   H    FR                                      K  .....H EAQ PEQ TGAA  ................                    
Pseudomonas_syringae_90_WP_024642725.1:1-456     dG KG      B   B   B    KG                                    RE LF      G   L   H    FR                                      K  ....GD .PR EAG PGAG  DLAA............                    
Collimonas_fungivorans_WP_061540754.1:4-453      dG KG      B   B   B    KG                                    RE LF      G   L   H    YR                                      K  ....EA QPT PAR PAAS  Q...............                    
Rhizobium_leguminosarum_WP_116409027.1:2-451     dG KG      B   B   B    KG                                    R  LF      G   L   H    FR                                     QK  ....GG NGR PAA PAAR  ................                    
Microvirga_ossetica_WP_099511173.1:1-454         dG KG      B   B   B    KG                                    RE LF      G   L   H    FR                                      K  ....GE RNH PAE WGAR  S...............                    
Pseudomonas_caspiana_WP_087268376.1:4-451        dG KG      B   B   B    KG                                    RE LF      G   L   H    YR                                      K  ....PE GAR PEQ VGAS  S...............                    
Pseudomonas_lundensis_WP_048375063.1:4-451       dG KG      B   B   B    KG                                    R  LF      G   L   H    YR                                     QK  ....TE DAH PQR TGAS  H...............                    
Caballeronia_mineralivorans_WP_047894899.1:4-456 dG KG      B   B   B    KG                                    RE LF      G   L   H    FR                                      K  ....GR .AK PDE TGAS  RL..............                    
Pseudomonas_paralactis_WP_057702387.1:4-450      dG KG      B   B   B    KG                                    RE VF      G   L   H    YR                                      K  .....H TAR PEQ TGSS  H...............                    
Pseudomonas_taetrolens_WP_048381143.1:4-453      dG KG      B   B   B    KG                                    R  LF      G   L   H    FR                                     QK  ....TD SAH PDR TGAA  HTT.............                    
Pseudomonas_psychrophila_WP_123750761.1:4-450    dG KG      B   B   B    KG                                    R  LF      G   L   H    FR                                     QK  ....VE DAH PER TGAS  ................                    
Collimonas_arenae_100_WP_061532973.1:4-454       dG KG      B   B   B    KG                                    RE LF      G   L   H    FR                                      K  ....DT QAT PAR PAAG  QL..............                    
Pseudomonas_viridiflava_WP_122210720.1:4-451     dG KG      B   B   B    KG                                    R  LF      G   L   H    YR                                     KK  ....PQ TDR PPQ AGAG  Q...............                    
Kocuria_varians_WP_068470402.1:1-454             dG KG      B   B   B    KG                                    RE LY      G   V   H    YR                                      S  ....GA QDR KET PAAA  G...............                    
Pseudomonas_wadenswilerensis_WP_115084816.1:4-455 dG KG      B   B   B    KG                                    RE LF          L   H    YR                                      K  ....ASDQPH PAD PGAS  HTPTT...........                    
Pseudomonas_syringae_WP_011266344.1:4-452        dG KG      B   B   B    KG                                    R  LF      G   L   H     R                                     KK  ....PQ TDR PER AGAAH HI..............                    
Pseudomonas_sp._286_105WP_122415793.1:4-453      dG KG      B   B   B    KG                                    R  LF      G   L   H    YR                                     RK  ....PQ TDR PPQ AGAG  QGS.............                    
Geobacillus_vulcani_WP_031406843.1:1-461         dG KG      B   B   B    KG                                    RE LF      G   L   H    FR                                      K  ....GN .PR SHD PAAA  PIGSRT..........                    
Geobacillus_icigianus_WP_033018365.1:1-461       dG KG      B   B   B    KG                                    RE LF      G   L   H    FR                                      K  ....GN .PR AHD PAAA  PIGSRT..........                    
Pseudomonas_floridensis_WP_083182568.1:4-453     dG KG      B   B   B    KG                                    R  LF      G   L   H    YR                                     KK  ....PQ TDR PPH AGAG  HRS.............                    
Pseudomonas_asturiensis_WP_073167523.1:4-451     dG KG      B   B   B    KG                                    R  LF      G   L   H    YR                                     KK  ....PQ TDR PPQ AGAG  Q...............                    
Geobacillus_vulcani_110_WP_031406843.1:1-461     dG KG      B   B   B    KG                                    RE LF      G   L   H    FR                                      K  ....GN .PR SHD PAAA  PIGSRT..........                    



Pseudomonas_syringae_WP_024682626.1:4-452        dG KG      B   B   B    KG                                    R  LF      G   L   H     R                                     KK  ....PQ TDR PQR AGAAH HI..............                    
LadAalpha_Geobacillus_thermoleovorans_BAM76377.1 dG KG      B   B   B    KG                                    RE LF      G   L   H    FR                                      K  ....GN .PR SHD PAAA  PIGSRT..........                    
Tsukamurella_pseudospumae_WP_068746786.1:1-457   dG KG      B   B   B    KG                                    R  LF      G   L   H     R                                     HK  ....GQ .DR PAD PARRH YVGA............                    
Kocuria_sp._Marseille-P3598_WP_085529073.1:5-456 dG KG      B   B   B    KG                                    RE LY      G   I   H    YR                                      N  ....GA RTS SGD PAAT  G...............                    
Microvirga_aerophila_WP_114188789.1:1-456        dG KG      B   B   B    KG                                    RE LF      G   L   H    YR                                      K  ....GK QAL PDT PGAS  TLGQS...........                    
Burkholderia_ubonensis_WP_071760483.1:5-455      dG KG      B   B   B    KG                                    RE LF      G   L   H     R                                      K  ....GA .AR PAW AGARH ................                    
Achromobacter_marplatensis_WP_006226823.1:4-450  dG KG      B   B   B    KG                                    RE LF      G   L   H     R                                      K  ....GA RAE PVE VG... R...............                    
Acinetobacter_baumannii_WP_070165746.1:1-443     dG KG      B   B   B    KG                                    RE LF      G   L   H    YR                                      K  ....GA .PY PEN RGAK  NL..............                    
Labedella_phragmitis_WP_128496094.1:1-453        dG KG      B   B   B    KG                                    R  L       G   L   H     R                                     HK S....GR .DR PEE PGSRH ................                    
Nocardia_cyriacigeorgica_120_WP_130918184.1:1-453 dG KG      B   B   B    KG                                    R  LF      G   L   H    YR                                     NA  ....GA .DR PEE RGAR  ................                    
Nocardia_cyriacigeorgica_WP_130918184.1:1-453    dG KG      B   B   B    KG                                    R  LF      G   L   H    YR                                     NA  ....GA .DR PEE RGAR  ................                    
Mycobacterium_sp._1164985.4_WP_067298521.1:1-453 dG KG      B   B   B    KG                                    R  L       G   L   H    YR                                     HK L....GN .DR PED RGSR  ................                    
Rhodococcus_sp._1R11_WP_135042739.1:1-449        dG KG      B   B   B    KG                                    R  LF      G   L   H                                           HK  ....GK .DR PGE RA....................                    
Erwinia_amylovora_WP_004157587.1:5-459           dG KG      B   B   B    KG                                    RE LF      G   L   H    YR                                      K  ....NQ .AR AAP PAAG  RTTAD...........                    
Ralstonia_mannitolilytica_WP_102079134.1:4-451   dG KG      B   B   B    KG                                    R  LF      G   L   H    FR                                     HK  ....AE .DR PAR AAAG  HL..............                    
Leifsonia_flava_WP_135120808.1:15-465            dG KG      B   B   B    KG                                    R  L       G   L   H    YR                                     QK H....GR .DR PAE RGAG  ................                    
Cryobacterium_roopkundense_WP_084141147.1:1-453  dG KG      B   B   B    KG                                    R  L       G   L   H    YR                                     NK H....GR .DR PTE RGAG  ................                    
Cupriavidus_pauculus_WP_101681197.1:1-455        dG KG      B   B   B    KG                                    RD LF      G   L   H    YR                                      K  ...... TAR PAT AAAQ  GTGAN...........                    
Rhizobium_sp._BK333_130_WP_133704837.1:2-454     dG KG      B   B   B    KG                                    RE LF      G   L   H    FR                                      K  ....GR DGR PES PAAA  H...............                    
Caballeronia_mineralivorans_WP_047846789.1:1-454 dG KG      B   B   B    KG                                    RE LF      G   L   H    YR                                      K  ....GR .RL PAE PGAR  DIES............                    
Nocardia_altamirensis_WP_069163049.1:1-454       dG KG      B   B   B    KG                                    R  LF      G   L   H    YR                                     NA  ....GA .DR PDE RGAR  ................                    
Cupriavidus_sp._P-10_WP_116322758.1:1-452        dG KG      B   B   B    KG                                    RE LF      G   L   H    Y                                       K  .....K SPR VSP PGAE Q................                    
Serratia_sp._S1B_WP_116726564.1:1-452            dG KG      B   B   B    KG                                    RE LF      G   L   H    YR                                      K  ....GQ .PY PED RGAG  ................                    
Pseudomonas_putida_WP_043864435.1:1-452          dG KG      B   B   B    KG                                    R  LF      G   L   H     R                                     NK  ....GA .DR GAP PAAAL ................                    
Pseudomonas_aeruginosa_WP_023084248.1:4-453      dG KG      B   B   B    KG                                    RE LF      G   L   H    FR                                      K  ....GG RAR QAE AGAA  Q...............                    
Pseudomonas_mucidolens_WP_084381795.1:9-455      dG KG      B   B   B    KG                                    RE IF          L   H    YR                                      K  .....TRDAH PQQ TGAT  H...............                    
Pseudomonas_poae_WP_060549803.1:4-450            dG KG      B   B   B    KG                                    RE VF          L   H    YR                                      K  .....HASAR PKQ TGST  H...............                    
Pseudomonas_chlororaphis_WP_123573412.1:9-454    dG KG      B   B   B    KG                                    RE LF          L   H    YR                                      K  .....QREAQ PEQ SGST  ................                    
Janthinobacterium_lividum_140_WP_072454679.1:1-44 dG KG      B   B   B    KG                                    R  VF      G   L   H                                           HK  ....GQ .PR PAD ......................                    
Haladaptatus_cibarius_WP_049970513.1:4-446       dG KG      B   B   B    KG                                    RE L       G   L   H                                            N V...... RRY ADD ......................                    
Arthrobacter_luteolus_WP_066298473.1:1-443       dG KG      B   B   B    KG                                    RE V       G   V   H    YR                                      Y G....GA KPR ADT PAAR  G...............                    
Geobacillus_sp._ZGt-1_WP_047758532.1:1-436       dG KG      B   B   B    KG                                    RE LF      G   L   H    FR                                      K  ....GN .PR SHD PAAA  PIGSRT..........                    
Lysinibacillus_composti_WP_124766485.1:4-458     dG KG      B   B   B    KG                                    RD LF      G   L   H     K                                      N  ....GK .DR PNH PGKQT VLQLN...........                    
Microcella_putealis_WP_130486201.1:20-474        dG KG      B   B   B    KG                                    RE L       G   L   H    YR                                      K H....GR .DR PAE RGAG  LVPA............                    
Pseudomonas_nitroreducens_WP_037016976.1:1-453   dG KG      B   B   B    KG                                    R  LF      G   L   H     R                                     NK  ....GQ .DR GAS RAAKL ................                    
Acinetobacter_wuhouensis_WP_130168784.1:1-453    dG KG      B   B   B    KG                                    RE LF      G   L   H    FR                                      K  ....GA .AH PEY RGAQ  H...............                    
Bradyrhizobium_sp._YR681_WP_008144663.1:1-454    dG KG      B   B   B    KG                                    RE LF      G   L   H    YR                                      K  ....GD RAR DAP PAAG  ................                    
Schumannella_sp._10F1D-1_WP_141164655.1:10-460   dG KG      B   B   B    KG                                    R  L       G   L   H    FR                                     QK H....GR .DR PEE KGAS  ................                    
Pseudomonas_coronafaciens_150_WP_122355187.1:4-45 dG KG      B   B   B    KG                                    R  LF      G   L   H     R                                     KK  ....PE TDR PER AGAAH HI..............                    
Pseudomonas_syringae_WP_003430238.1:4-452        dG KG      B   B   B    KG                                    R  LF      G   L   H     R                                     KK  ....PQ TDH PQR AGAAH HI..............                    
unclassified_Rhodococcus_WP_094682261.1:1-449    dG KG      B   B   B    KG                                    R  LF      G   L   H                                           HK  ....GN .DR PEE RA....................                    
Hafnia_alvei_WP_046449330.1:6-449                dG KG      B   B   B    KG                                    R  LF      G   L   H     R                                     HK  ....GQ .AQ TAL PAAKR ................                    
AS9A_3890_Hoyosella_subflava_WP_013808677.1:1-453 dG KG      B   B   B    KG                                    RE LF      G   L   H    YR                                      K  ....GN .AR PDD RGAR  ................                    
Acinetobacter_baumannii_WP_000995600.1:1-443     dG KG      B   B   B    KG                                    RE LF      G   L   H    YR                                      K  ....GA .PY PEN RGAK  NL..............                    
Agrobacterium_sp._B133/95_WP_065696417.1:2-454   dG KG      B   B   B    KG                                    R  LF      G   L   H    FR                                     QK  ....GR DGR PSS PAAA  H...............                    
Microbacterium_sp._KROCY2_WP_024289149.1:1-453   dG KG      B   B   B    KG                                    RE VY      G   V   H    YR                                      N  ....GA QTK LDT PAAK  ................                    
Variovorax_paradoxus_WP_012747040.1:6-452        dG KG      B   B   B    KG                                    R  LF      G   L   H    FR                                     RK  ....DA .DR PAR AAAQ  H...............                    
Methylobacterium_radiotolerans_WP_076730229.1:5-4 dG KG      B   B   B    KG                                    R  LF      G   L   H    YR                                     AK  ....GQ .DR PAR PAEA  G...............                    
Streptomyces_sp._BK215_WP_132915265.1:7-452      dG KG      B   B   B    KG                                    RE L       G   L   H     R                                      K L....PG GPR PER PAAAH ................                    
Geobacillus_thermodenitrificans_160_WP_008880416. dG KG      B   B   B    KG                                    RE LF                                                           K  .....................................                    
Pseudomonas_aeruginosa_WP_132556951.1:356-785    dG KG      B   B   B    KG                                    RE LF      G   L   H    FR                                      K  ....GG RAR QAE AGAA  Q...............                    
Penicillium_solitum_OQE02104.1:14-471            dG KG      B   B   B    KG                                    RE LY      G       H    YR                                      N  ...GQP QSGPHAD PASK  ................                    
Penicillium_vulpinum_OQE05502.1:12-469           dG KG      B   B   B    KG                                    RE LY      G       H    YR                                      N  ...AQP QSGPHAD PAYK  ................                    
Clavibacter_michiganensis_WP_045526194.1:1-454   dG KG      B   B   B    KG                                    R  L       G   V   H    YR                                     GR N....GT SPV PEW PAHA  G...............                    
Glutamicibacter_creatinolyticus_WP_054821484.1:6- dG KG      B   B   B    KG                                    R  LF      G   V   H    YK                                     NK  ....GA .DR KDT RAAQ  ................                    
Campylobacter_sp._P0078_WP_086237522.1:4-454     dG KG      B   B   B    KG                                    R  LF      G   L   H    YR                                     NK  ....DK .DR SSD IGSK  ................                    
Pseudomonas_furukawaii_WP_003454569.1:1-447      dG KG      B   B   B    KG                                    R  LF      G   L   H    WR                                     HK  ....GQ .PR AAP PAAH  Q...............                    
Leucobacter_triazinivorans_WP_130111548.1:1-442  dG KG      B   B   B    KG                                    RD LF      G   L   H    YR                                      K  ....GA .DR PDD RGAG  ................                    
Aspergillus_brasiliensis_CBS_101740_OJJ68286.1:12 dG KG      B   B   B    KG                                    RE LY      G       H    YR                                      N  ...GKE QSGPPAD PAAK  ................                    
Aspergillus_udagawae_170_GAO89440.1:15-472       dG KG      B   B   B    KG                                    RE LY      G       H    YR                                      N  ...GKP QTGPPED PAAK  ................                    
Aspergillus_flavus_RMZ37351.1:15-472             dG KG      B   B   B    KG                                    RE LY      G       H    YR                                      N  ...GKP QSGPPED PAAK  ................                    
Aspergillus_flavus_RAQ54081.1:15-472             dG KG      B   B   B    KG                                    RE LY      G       H    YR                                      N  ...GRP QSGPPAD PAAK  ................                    
Penicillium_arizonense_XP_022490779.1:12-469     dG KG      B   B   B    KG                                    RE LY      G       H    YR                                      N  ...SEP QSGPRAD PASK  ................                    
Salinibacterium_sp._CGMCC                        dG KG      B   B   B    KG                                    R  L       G   L   H    FK                                     NK H....GR .DR PAE KGAS  ................                    
Aspergillus_fumigatus_OXN06785.1:14-471          dG KG      B   B   B    KG                                    RE LY      G       H    YR                                      N  ...GKP QTGPPAD PASR  ................                    
Aspergillus_lentulus_GAQ10210.1:7-464            dG KG      B   B   B    KG                                    RE LY      G       H    YR                                      N  ...GKP QTGPLED PASR  ................                    
Aspergillus_flavus_RAQ66103.1:15-472             dG KG      B   B   B    KG                                    RE LY      G       H    YR                                      N  ...GKP QSGPPED PAAK  ................                    
Aspergillus_fumigatus_OXN22894.1:14-471          dG KG      B   B   B    KG                                    RE LY      G       H    YR                                      N  ...GKP QTGPPAD PASR  ................                    
Aspergillus_nidulans                             dG KG      B   B   B    KG                                    RE LY      G       H    YR                                      N  ...GKP QSGPPAD PAAK  ................                    
Penicillium_nalgiovense_OQE79848.1:14-471        dG KG      B   B   B    KG                                    RE LY      G       H    YR                                      N  ...TQP QSGPRAD PASK  ................                    
Aspergillus_wentii                               dG KG      B   B   B    KG                                    RE         G   L   H    YK                                      AYI...... SRR PED PGSK  ................                    
Gordonia_iterans_WP_105943624.1:1-453            dG KG      B   B   B    KG                                    R  LF      G   L   H    FR                                     HK  ....GN .DR PGA RGAG  ................                    
Azotobacter_beijerinckii_WP_090735436.1:4-454    dG KG      B   B   B    KG                                    RE LF          L   H    WR                                      K  .....AAGPR PAS PGAA  DLS.............                    
Staphylococcus_sp._NAM3COL9_WP_057513692.1:4-453 dG KG      B   B   B    KG                                    RE MF          I   H     R                                      N  ....GKDKKT KEN PAKNK ................                    
Acidovorax_sp._56_WP_099656603.1:11-450          dG KG      B   B   B    KG                                    R  LF      G   L   H                                           HK  ....GK .NR PDQ ......................                    
Paenibacillus_sp._BIHB4019_WP_099518466.1:1-456  dG KG      B   B   B    KG                                    RE LF      G   L   H    FR                                      R  ....GK EAR PEH PGAS  TPAALV..........                    
Penicillium_antarcticum_OQD90033.1:5-465         dG KG      B   B   B    KG                                    RE MY      G   L   H    Y                                       N  ...GKK QAR PDA PGAK .................                    
Aspergillus_oryzae_RIB40_190_XP_001823703.1:9-463 dG KG      B   B   B    KG                                    RE         G   L   H    Y                                       VFI...... SRR PED PGSK .................                    
Fusarium_oxysporum_f._sp._pisi                   dG KG      B   B   B    KG                                    RE VY      G       H    Y                                       N  ...GRK VARPPAD PAAK .................                    
Colletotrichum_fructicola_Nara_gc5_ELA35345.1:18- dG KG      B   B   B    KG                                    RE         G   L   H    YK                                      VFI...... SRR PED PGSK  ................                    
Micrococcus_luteus_WP_041104460.1:19-468         dG KG      B   B   B    KG                                    R  LF      G   L   H    F                                      HK  ....GR .DH PQN HGAS .................                    
Aspergillus_awamori_GCB21923.1:12-469            dG KG      B   B   B    KG                                    RE LY      G       H    YR                                      N  ...SKE QSGPPAD PAAK  ................                    
Aspergillus_niger_CBS                            dG KG      B   B   B    KG                                    RE LY      G       H    YR                                      N  ...SKE QSGPPAD PAAK  ................                    
Aspergillus_lacticoffeatus_CBS_101883_XP_02545389 dG KG      B   B   B    KG                                    RE LY      G       H    YR                                      N  ...SKE QSGPPAD PAAK  ................                    
Aspergillus_wentii_DTO_134E9_OJJ40237.1:14-471   dG KG      B   B   B    KG                                    RE LY      G       H    YR                                      N  ...GKA QSGPPSD PASR  ................                    
Aspergillus_indologenus_CBS_114.80_PYI31207.1:11- dG KG      B   B   B    KG                                    RE LY      G       H    YR                                      N  ...GKK QAGPPED PAAK  ................                    
Aspergillus_fischeri_NRRL_181_XP_001264002.1:14-4 dG KG      B   B   B    KG                                    RE LY      G       H    YR                                      N  ...GKP QRGPPVD PASK  ................                    
Penicillium_coprophilum_200_OQE46388.1:11-466    dG KG      B   B   B    KG                                    RE         G   L   H    YK                                      VFI...... SQR PAD PGSK  ................                    
Cupriavidus_taiwanensis_WP_116379876.1:8-454     dG KG      B   B   B    KG                                    R  LF      G   L   H    FR                                     HK  ....AE .DR PAR AADA  H...............                    
Penicillium_digitatum                            dG KG      B   B   B    KG                                    RE MY      G   L   H    Y                                       N  ...GKQ QSR PDT PGAK .................                    
Aspergillus_niger_GAQ46262.1:12-469              dG KG      B   B   B    KG                                    RE IY      G       H    YR                                      N  ...GKE QSGPPAD PAAK  ................                    
Aspergillus_nomius_NRRL_13137_XP_015412385.1:15-4 dG KG      B   B   B    KG                                    RE LY      G       H    YR                                      N  ...GQP QSGPPTD PAAK  ................                    
Aspergillus_aculeatus_ATCC_16872_XP_020055010.1:1 dG KG      B   B   B    KG                                    RE LY      G       H    YR                                      N  ...GRR QTGPPEG PAAK  ................                    
Penicillium_brasilianum_OOQ84969.1:19-474        dG KG      B   B   B    KG                                    RE LF      G   L   H    YK                                      .  .....I SKR PED PGSK  ................                    
Penicillium_subrubescens_OKP15100.1:19-474       dG KG      B   B   B    KG                                    RE         G   L   H    YK                                      VFI...... SKR PED PGSK  ................                    
Trichoderma_arundinaceum_RFU80530.1:19-474       dG KG      B   B   B    KG                                    RE         G   L   H    YK                                      VFI...... SKR PED PGSL  ................                    
Aspergillus_thermomutatus_210_XP_026614594.1:15-4 dG KG      B   B   B    KG                                    RE LY      G       H    YR                                      N  ...GKP QTGPPED PAAR  ................                    
Serratia_liquefaciens_WP_044551273.1:4-449       dG KG      B   B   B    KG                                    R  LF          L   H    WR                                     QK  .....QQQDR PPS PAAR  ................                    
Micrococcus_luteus_WP_065572847.1:19-468         dG KG      B   B   B    KG                                    R  LF      G   L   H    F                                      HK  ....GR .DH PQN HGAS .................                    
Halolamina_rubra_WP_049979911.1:1-449            dG KG      B   B   B    KG                                    RE LY      G   L   H                                            R  ....GE QRR PDH PA....................                    
Acinetobacter_pittii_WP_075382847.1:7-452        dG KG      B   B   B    KG                                    R  IF      G   L   H    FR                                     NK  ....NR .DQ PKQ PVQA  ................                    
Corynebacterium_variabile_WP_052302534.1:2-464   dG KG      B   B   B    KG                                    RE LF      G   V   H    YR                                      K  ADRTGA .PL PHN SAAR  PAST............                    
Aspergillus_luchuensis_GAT21254.1:12-471         dG KG      B   B   B    KG                                    RE IY      G       H    YR                                      N  ...GKE QSGPPAD PAAK  ................                    



Aspergillus_luchuensis                           dG KG      B   B   B    KG                                    RE IY      G       H    YR                                      N  ...GKE QSGPPAD PAAK  ................                    
Aspergillus_bombycis_XP_022386026.1:15-472       dG KG      B   B   B    KG                                    RE LY      G       H    YR                                      N  ...GTP QSGPPTD PAAK  ................                    
Agrobacterium_vitis_WP_070163524.1:1-454         dG KG      B   B   B    KG                                    RE LF      G   L   H    YR                                      K  ....GQ .PY PQN PADQ  DIEA............                    
Pseudomonas_psychrotolerans_220_WP_074584491.1:5- dG KG      B   B   B    KG                                    R  LF      G   L   H    FR                                     HK  ....GR .DH DTR FGSR  Q...............                    
Micrococcus_yunnanensis_WP_135040276.1:19-468    dG KG      B   B   B    KG                                    R  LF      G   L   H    F                                      HK  ....GR .DH PQN HGAS .................                    
Acinetobacter_calcoaceticus_WP_004642549.1:7-452 dG KG      B   B   B    KG                                    R  IF      G   L   H    FR                                     NK  ....NR .DQ PKQ PVQA  ................                    
Penicillium_brasilianum_CEO59775.1:15-472        dG KG      B   B   B    KG                                    RE LY      G       H    YR                                      N  ...STP QAGPRAD PASK  ................                    
Aspergillus_cristatus_ODM22551.1:12-469          dG KG      B   B   B    KG                                    RE VY      G       H    YR                                      N  ...RKK QSGPPAD PASK  ................                    
Pseudomonas_taiwanensis_WP_027907363.1:1-446     dG KG      B   B   B    KG                                    R  LF      G   L   H                                           HK  ....GQ .AH PGA ......................                    
Acidovorax_avenae                                dG KG      B   B   B    KG                                    R  L       G   L   H                                           HK A....GR .DR APT HGA...................                    
Staphylococcus_pseudintermedius_WP_101431388.1:4- dG KG      B   B   B    KG                                    RE MF      G   V   H                                            N  ....GK HTK KPT PA....................                    
Rhodococcus_triatomae_WP_081607437.1:2-451       dG KG      B   B   B    KG                                    R  V       G   L   H    FR                                     GN T....GR .AR GDG VGAS  ................                    
Alcaligenes_sp._RS4_230_WP_128393375.1:4-450     dG KG      B   B   B    KG                                    R  LF      G   L   H    WR                                     HK  ....ER .AT SSS FASQ  H...............                    
Gibbsiella_quercinecans_WP_121552947.1:7-454     dG KG      B   B   B    KG                                    R  LF          L   H    WR                                     KK  .....QQQDC PAS PAAR  TPAA............                    
Acinetobacter_ursingii_WP_044435211.1:5-452      dG KG      B   B   B    KG                                    R  L       G   L   H    FR                                     HK H....QQ .DR AAS PADA  ................                    
Erwinia_typographi_WP_034887712.1:4-447          dG KG      B   B   B    KG                                    R  IF          L   H    WR                                     KK  .....QQQDR PER PAAR  ................                    
Trichoderma_harzianum_KKP01913.1:14-470          dG KG      B   B   B    KG                                    RE LY      G       H    Y                                       N  ...AKK LARPPAD PASK .................                    
Fusarium_graminearum_235_CEF79766.1:12-466       dG KG      B   B   B    KG                                    RE  Y      G       H                                            NF ...GIP QKYPLEE VASSH.................                    
Gordonia_alkanivorans_WP_006357654.1:10-461      dG KG      B   B   B    KG                                    R  LF      G   L   H    YR                                     HK  ....GR .DH PEN RGST  ................                    
Acinetobacter_radioresistens_WP_111281495.1:5-455 dG KG      B   B   B    KG                                    R  LF      G   L   H    FR                                     HK  ....QQ .NL SAQ PVQQ  CLT.............                    
Mesorhizobium_plurifarium_WP_073985566.1:5-458   dG KG      B   B   B    KG                                    RE  Y      G   L   H    YR                                      RF ....GE HLR PAD PASA  RLA.............                    
Oceanobacillus_halophilus_WP_121203049.1:1-454   dG KG      B   B   B    KG                                    RE LF      G   L   H     K                                      N  ....ET NPH PDN PARKR SL..............                    
Acinetobacter_tandoii_240_WP_100241535.1:7-457   dG KG      B   B   B    KG                                    R  LF      G   L   H    FR                                     HK  ....QQ .DH AAQ PVQQ  CLSST...........                    
Burkholderia_plantarii_WP_042624083.1:1-457      dG KG      B   B   B    KG                                    RE L       G   L   H    FR                                      K L....GG .AR SAP VGAR  AAGAD...........                    
Alcaligenes_faecalis_WP_094195208.1:6-457        dG KG      B   B   B    KG                                    R  LF      G   L   H    WR                                     QQ  ....GQ .DR SAT PAAQ  HPASG...........                    
Bradyrhizobium_arachidis_WP_092214516.1:1-453    dG KG      B   B   B    KG                                    RE IF      G   L   H    FR                                      K  ....GP QAR PSS PAAR  H...............                    
Cupriavidus_plantarum_WP_109583068.1:1-458       dG KG      B   B   B    KG                                    RE L           L   H    FR                                      K TGTEAQPASAT QAP VGAA  R...............                    
Variovorax_sp._770b2_245_WP_093443018.1:5-461    dG KG      B   B   B    KG                                    RE IF      G   L   H    WR                                      K  ....GT QAR PST AGAQ  DLSQQT..........                    
RZJ22128.1:4-447                                 dG KG      B   B   B    KG                                    RE L               R                                            N G........LKRPEN HVLAR.................                    
LadB_Geobacillus_thermoleovorans_BAM76371.1      dG KG      B   B   B    KG                                     E                                                            . VWI.....................................                    
LadAbeta_Geobacillus_thermoleovorans_BAM76372.1  dG KG      B   B   B    KG                                    RD L           L   K                                            H G.......... PVP SIRV..................                    
Af1_AFLA_024140_XP_002373925.1                   dG KG      B   B   B    KG                                    RE LY      G       H    YR                                      N  ...GKP QSGPPDD PAAK  WNAGVDAEEHKIPDN.                    
Af3_AFLA_58870_XP_002378631.1                    dG KG      B   B   B    KG                                    RE MY      G   L   H    Y                                       N  ...GEK QAR PQS PGAK VWHAGEETPKYALEKNT                    
Af4_AFLA_049780_XP_002383105.1                   dG KG      B   B   B    KG                                    RE VY      G   L   H    YK                                      K  ....GK QRE RAD PGSQ  YEVYQEEAAVAETEVS                    
Af5_AFLA_126060_XP_002381799.1                   dG KG      B   B   B    KG                                    RE  F      G   L   H    Y                                       NY ..QDGL .SR REG PGRE TWN..............                    
Af2_QMW32876.1:9-463                             dG KG      B   B   B    KG                                    RE         G   L   H    Y                                       VFI...... SRR PED PGSK .................                    
Yarrowia_lipolytica_CLIB122_YALI0C07546p_XP_50156 dG KG      B   B   B    KG                                    RE LY      G   L   H                                            L  ...DTP NSY RSD ......................                    
Rhizobium_sp._CF122_WP007794079.1                dG KG      B   B   B    KG                                    RE L                                                            N ......................................                    
Acinetobacter_sp._NIPH_2100_LLM                  dG KG      B   B   B    KG                                    RE L       G                                                    N ....... LARPENQYVLAR..................                    
Nostoc_sp._PCC_7107_WP_015115963.1               dG KG      B   B   B    KG                                    RE L                                                            N G........LRRPDNQFVVQ..................                    
Aspergillus_flavus_NRRL3357_uncharacterized      dG KG      B   B   B    KG                                    RE L       G                                                    H ....... LPRPNNRFFS....................                    
Paenibacillus_curdlanolyticus_WP006037998.1      dG KG      B   B   B    KG                                    RE L                                                            N G........LRRPADYTA....................                    
LadAbeta_Geobacillus_thermoleovorans_FMN-dependen dG KG      B   B   B    KG                                    RD L                                                            H ......................................                    
SsuD_1M41                                        dG KG      B   B   B    KG                                       L       G   A                                              PQP N....PQ EAV NDFIPRKVAQS...............                    
Paenibacillus_curdlanolyticus_WP006037998.1      dG KG      B   B   B    KG                                    RE L                                                            N G........LRRPADYTA....................                    
Bacillus                                         dG KG      B   B   B    KG                                    ..........................................                    
Pseudomonas                                      dG KG      B   B   B    KG                                    ..........................................                    
LadB_Geobacillus_thermoleovorans_FMN-dependent   dG KG      B   B   B    KG                                    ..........................................                    
Pseudomonas_aeruginosa_PAO1_NP_251290.1          dG KG      B   B   B    KG                                    R  L               H                                           LP L.............R AG....................                    
Alkanesulfonate                                  dG KG      B   B   B    KG                                    ..........................................                    
Alkanesulfonate                                  dG KG      B   B   B    KG                                     E                                                            Q R..............GAQPTA...................                    
Aspergillus_niger_ATCC13496_RDH19503.1           dG KG      B   B   B    KG                                    RE                                                              NSN.....................................                    
Penicillium_digitatum_Pd1_XP014534980.1          dG KG      B   B   B    KG                                    KE                                                              R...............ENDASK..................                    
Acinetobacter_rudis_WP_016657872.1               IH JH      C   C   C    JH                                                   V                                              TGPFG...EMIANDV PQKLAGQS..................                    

 




