TABLE 1 SUPPLEMENTAL

SUMMARY OF CASELOAD OF ANALYZED CANINE ORAL MELANOMAS, WITH
SIGNALMENT, HISTOLOGY, IHC, Q-PCR.

IHC LTA4H IHC FXR1 q-PCR
Breed sex | Age Oral ca_wty: Cell Pigment | MC .K|67 localizati IRS localizati IRS LTA4H EXR1 ACt
location type index on score on score ACt
Bernese labial
1 mountai | SF 11 spindle +++ 5 na na na negative 0 na na
mucosa
n dog
o | Enelish s na epithelioi + 71 [ 13,33 c+n 12 c 12 1.34 3,57
setter d
gum, upper
3 Dacr:;hu M | na | maxillary | spindle + 28 | 10,00 c 8 c 4 3,46 2,13
arch
g | Mixed |1 na spindle + 39 | 7,08 n 12 na na 4,14 5,42
breed
. upper labial | epithelioi
5 Pit bull F 13 ++ 8 12,63 c 12 C 4 3,4 3,45
mucosa d
6 Shar pei | SF 7 palate spindle + 18 | 4.50 c 4 c 9 3,23 5,86
7 | Mixed g ) na epithelioi ++ 17 | 2233 | c+n 3 c 6 47 5,86
breed d
g | Mixed | o | g na epithelion | .1 37 [2721| c+n 12 c 2 na na
breed d
9 Dacr:;h“ M | 14 gum ep't:le"o' + 11 | 11,67 c 8 c 6 3,07 5,55
10 | Mixed | ooy, | gum/labial | e + 54 | 12,08 c 12 c 9 3,89 4,48
breed mucosa
11 Rot‘r”e" SF| 7 na mixed - 43 [3333| c+n 12 c 12 0.76 0,92
12 Go{den F 14 na mixed +++ 2 5,71 c 12 c 1 na na
retriever
13 Nd nd | nd labial | epithelioi ++ 7 | 15,00 c 4 c 6 4,37 6.24
mucosa d
Mixed . out of range
14 breed SF | 13 gum spindle +++ 1 5,33 c+n 12 c 6 3,93 (>35)
15 | Mixed vl 1a na epithelioi | 11 | 5,54 c 8 c 9 na na
breed d
16 English SF | 10 | soft palate epithelioi +++ 3 | 18,17 c 12 c 1 na na
setter d
Mixed .
17 M 14 na mixed - 11 | 39,42 C 6 c 12 4,17 5,12
breed
18 Nd M | 14 na ep't:le"o' ++ 5 | 7,79 c 8 c 2 na na
Mixed ) out of range
19 breed M 11 na spindle ++ 9 na na na c 6 4,09 (>35)
20 | G&Man oyl gum epithelioi ++ 17 | 24,42 c 8 c 4 na na
sheperd d
West
21 | highland | o 15 gum mixed ++ 26 | 19,67 | c+n 6 c 12 2,56 46
white
terrier
2 | Serman g na mixed ++ 7 | 17,67 c 12 c 2 2,05 3,44
sheperd
23 DacnP:jshu M 11 gum epltl;ellm +++ 2 | 11,67 c+n 12 ¢ 1 na na
24 Mixed nd | nd na epithelioi ++ 8 na c 4 c 2 na na
breed d
25 | Mixed | o |, oral epithelioi + 92 | 52,25 c 4 c 2 na na
breed vestibule d
2% Mixed r 11 tons.lllar epithelioi + 27 14 c 3 c 4 4 0.22
breed region d




27 Hungérla M 13 maX|.IIary epithelioi + 28 na n 4 c 6 na na
n spitz region d
28 Labr.ador NM | 13 gum epithelioi + 6 na na na na na 3,66 5,38
retriever d
. gum,
Mixed ) . out of range
29 breed F 10 maxillary spindle + 6 na c 4 c 9 5.11 (>35)
area
Pekinges gum, molar | epithelioi
30 M 12 ++ 44 | 10,33 c 8 c 2 4,05 3,34
e area d
31 Gol.den F 5 gum epithelioi ++ 1 na na na c 12 4,41 5,94
retriever d
German oral cavity
32 M 11 mandible mixed + 22 na c+n 9 [ 6 3,99 3,33
sheperd .
region
German oral cavity
33 M 11 mandible mixed + 13 | 10,42 c+n 9 c 9 na na
sheperd .
region
34 Mixed M 12 lower lip epithelioi i 49 | 23,08 c 12 c 3 na na
breed mucosa d
35 Beagle M 14 | upper gum mixed - 22 | 22,25 c+n 8 c 12 4,45 4,31
upper gum
36 Beagle M 14 | (necropsy of mixed - 106 | 15,92 n 6 c 8 4,04 3,85
#36)

Legend: MC= Mitotc count, c= cytoplasmic, n= nuclear, na = not assessed; 1 = mild, 2 = moderate,
3 = intense.




TABLE 2 SUPPLEMENTAL
PRIMERS SEQUENCES AND AMPLIFICATION FRAGMENT SIZE

Name Sequence Amplification fragment size
LTA4HF 5" GTCACTCTCCAATGTTATTG 3’ 73 base pairs
LTA4HR 5" CCAAGTTTTGTTGGTCAC 3’

FXRI1 F 5" TGGCAATTGGAACACATG 3’ 115 base pairs
FXR1 R 5’ TCAGCACTCTCTCCATAG 3’

B2M F 5’ TCCTCATCCTCCTCGCT 3’ 85 base pairs

B2M R 5’ TTCTCTGCTGGGTGTCG 3’

ACTF 5" ATCGCTGACAGGATGCAGAA 3’ 141 base pairs

ACTR 5" ACATTTGCTGGAAGGTGGACA 3’




