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Supplementary Table 1
Number of raw and processed reads of bacterial and fungal data from each rice seedling sample.
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Supplementary Table 2
Distribution of reads among seedling compartments. Each compartment contains reads from six samples.
	


	
Compartment
	Raw
	      Quality Control
           Bacteria                  Fungi 
	

	Shoot_Surface
	5348854
	1176571
	1004412
	

	Shoot_Endosphere
	5187683
	1349834
	2414191

	Root_Surface
	3041230
	619908
	1966

	Root_Endosphere
	4730964
	955602
	2496917

	TOTAL
	18308731
	4101915
	5917486
	






 











Supplementary Table 3
Alpha diversity of bacterial ASVs within samples pooled based on rice genotype, growth location and harvest year.
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Supplementary Table 4
Alpha diversity of fungal ASVs within samples pooled based on rice genotype, growth location and harvest year.
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Supplementary Table 5
Top bacterial taxa with >0.1% total reads. All bacterial ASVs with greater than 0.1% of the total reads sorted by their k-means clustering assignment. The headers represent the sample factors. The values are the average relative abundance for the samples pooled based on the respective factor. Tissue compartment: G: Grain, H: Husk; OG: Outer Grain; OH: Outer Husk; RE: Root Endosphere, RS: Root Surface; SE: Shoot Endosphere; SS: Shoot Surface.
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Supplementary Table 6
Top fungal taxa with >0.1% total reads. All fungal taxa with greater than 0.1% of the total reads sorted by their k-means clustering assignment. The headers represent the sample factors. The values are the average relative abundance for the samples pooled based on the respective factor. Tissue compartment: G: Grain, H: Husk; OG: Outer Grain; OH: Outer Husk; RE: Root Endosphere, RS: Root Surface; SE: Shoot Endosphere; SS: Shoot Surface.
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Supplementary Figure 1
Venn diagram. Distribution of unique bacterial ASVs grouped by different tissue compartments.
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Supplementary Figure 2
Venn diagram. Distribution of unique fungal ASVs grouped by different tissue compartments.
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Supplementary Figure 3
Sunburst figure showing taxa proportion for Bacterial data.
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Supplementary Figure 4
Sunburst figure showing taxa proportion for fungal data. 
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Supplementary Figure 5
Bacterial PCoA for seedlings. Principal coordinate analysis (PCoA) performed on the unrarefied (A-D) and rarefied (E-F) seedling bacterial data, then colorized and shaped by different groups: tissue compartments (A, E); harvest year (B, F); location (C, G) and rice genotype (D, H).
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Supplementary Figure 6
Fungal PCoA for seedlings. Principal coordinate analysis (PCoA) performed on the unrarefied (A-D) and rarefied (E-F) seedling fungal data, then colorized and shaped by different groups: tissue compartments (A, E); harvest year (B, F); location (C, G) and rice genotype (D, H).
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Supplementary Figure 7
Cluster Dendrogram for bacterial (A) and fungal (B) data. Numbers represent different taxa while red lines separate 6 different clusters.
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Sample Tissue compartment Year Location Genotype Raw reads Bacteria after seperation Filtered DenoisedF DenoisedR Merged Nonchim ASV  Fungi after seperation Filtered DenoisedF DenoisedR Merged Nonchim ASV 

10 Shoot_Surface 2014 DB M202 445594 143379 108944 108203 107724 104786 100990 97 300388 28409 20944 2122 1800 1800 12

11 Root_Endosphere 2014 DB M202 556691 189131 144848 142900 142931 135835 112559 157 366019 325827 325081 324802 317587 269014 65

12 Root_Surface 2014 DB M202 372820 234422 154892 153090 152390 143457 134606 218 125188 11035 6329 215 158 158

13 Shoot_Endosphere 2014 UA Katy 1708322 518913 366581 365613 364829 357663 338152 63 1146858 1002823 998822 997335 981784 961629 50

14 Shoot_Surface 2014 UA Katy 830803 601463 463986 462585 461393 454026 418697 117 210778 24805 19226 6987 6538 5158 15

15 Root_Endosphere 2014 UA Katy 978552 357656 272052 269853 269522 256374 223855 187 615557 544181 543372 542882 529920 491914 46

16 Root_Surface 2014 UA Katy 256261 151565 99845 98246 98014 90050 84992 199 103856 9267 5457 920 777 777 2

17 Shoot_Endosphere 2014 UA M202 1217459 724986 520760 519455 519557 510268 482381 69 474477 414600 412868 412180 406902 396220 34

18 Shoot_Surface 2014 UA M202 527287 305904 238577 237812 237083 232844 218144 131 214154 20682 15483 3328 2916 2711 25

19 Root_Endosphere 2014 UA M202 661707 392580 300591 296243 297120 274013 231556 259 267105 236069 235382 235250 230566 214295 69

1 Shoot_Endosphere 2014 DB Katy 742709 237205 169147 168280 168147 164799 156324 50 491321 300194 295422 288403 285646 284329 27

20 Root_Surface 2014 UA M202 1608863 246455 168566 166639 165868 156734 145060 233 1358429 109144 86442 30013 0 0

21 Shoot_Endosphere 2013 DB Katy 680085 185515 128587 127916 127591 124903 119936 37 489692 416704 414180 413244 408071 406054 32

22 Shoot_Surface 2013 DB Katy 508370 294471 221822 220907 219778 214518 201294 81 207419 21050 14007 3792 3518 3518 8

23 Root_Endosphere 2013 DB Katy 969544 385676 299150 297272 296794 287598 267236 181 581417 506489 504744 504031 492154 465170 46

24 Root_Surface 2013 DB Katy 280415 180263 120177 118757 118047 110583 101416 146 98840 8351 5673 469 348 348 1

2 Shoot_Surface 2014 DB Katy 2771735 213414 164813 163980 163582 160321 142255 93 2495505 1110312 1092295 1035851 989775 989224 31

3 Root_Endosphere 2014 DB Katy 700863 58603 44379 43791 43728 41855 39350 71 641290 564014 563122 562378 546550 459625 35

4 Root_Surface 2014 DB Katy 229015 108945 73648 72340 72010 66792 61851 161 119389 9572 6927 917 683 683 2

5 Shoot_Endosphere 2013 DB M202 280287 189331 132290 131828 130895 128992 123722 25 82675 73711 73487 73244 72464 71777 18

6 Shoot_Surface 2013 DB M202 265065 132487 101002 100548 1.00E+05 98450 95191 64 128849 12696 8315 2218 2012 2001 11

7 Root_Endosphere 2013 DB M202 863607 118478 89648 88562 88540 84794 81046 140 743440 666855 666100 665696 648866 596899 55

8 Root_Surface 2013 DB M202 293856 161900 107934 106228 105800 97691 91983 213 130716 9512 5196 445 0 0

9 Shoot_Endosphere 2014 DB M202 558821 200400 138924 138288 137437 135363 129319 39 349548 317980 317371 316674 313417 294182 31
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