Supplementary Table: Expression of innate immune genes in transgenic and non-transgenic chicken infected with viruses. 

	Gene Name
	Forward & Reverse Primers
	Fold change (HPAIV)*
	
	Fold change (vNDV)*
	Significance
(p value)**

	
	
	Non-transgenic
	Transgenic
	Significance
(p value)**
	Non-transgenic
	Transgenic
	

	Mx
	5’CACTGCAACAAGCAAAGAAGGA3’
5’TGATCAACCCCACAAGGAAAA3’
	89.0
	91.0
	NS= 0.941
	54.0
	58.0
	NS= 0.896

	IFN-
	5’CCTCCAACACCTCTTCAACATG3’
5’TGGCGTGCGGTCAAT3’
	23.0
	41.0
	NS= 0.582
	21.0
	18.0
	NS= 0.743

	Viperin
	5’TGCTTAAGGAGGCGGGAATG3’
5’CAGCTGGCCTACAAATTCGC3’
	18.0
	25.0
	NS= 0.721
	27.0
	31.0
	NS= 0.712

	IFI35
	5’TGGTCCGCTATCCTCTGTCA3’
5’CTCGAGTGAGCCCAATCTCC3’
	39.0
	42.0
	NS= 0.798
	48.0
	54.0
	NS= 0.653

	ADAP2
	5’CCCACTGGATGCATTTCCAC3’
5’AAAAAGTCTCTCGCTGGCGT3’
	12.0
	15.0
	NS= 0.822
	18.0
	13.0
	NS= 0.683

	28S
	5’GGCGAAGCCAGAGGAAACT3’
5’GACGACCGATTTGCACGTC3’
	NA
	NA
	NA
	NA
	NA
	NA



[bookmark: _GoBack]*Fold change represents average of triplicate repeats run on five samples, compared to corresponding 28S and is rounded to full number. ** p values more than 0.05 were considered non-statistically significant (NS).
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