Table S1. Partial genetic sequence of the target genes and the off-target sites. The 20bp protospacer sequences (i.e. the target sites), the off-target sites, the transcription-starting triplet (ATG), and the SNPs are underlined and in bold. SNPs are defined as: K, G or T; M, A or C; R, A or G; Y, C or T; W, A or T. 
	Gene-clone
	Gene sequence

	Target Loci

	PLFY in 717
	CTGTCCAGTTCCGAAGAAACATCAAAACCCTTTAATTCTGTTAGCTTCCYAATACATACAAAAAAGAAAAAAAGACAARAAACTTGTCCTGTTAAGGGCAGTTTTGGTATAYAAATAAAACAAGAAGCTCACTTGTCTTTATATATCTACCAAATCCAAGACATGCACCAGTGAAAGATCACAGAGAGAGAGACAAGGGGGCAGATAGATATGGATCCGGAGGCTTTCACGGCGAGTTTGTTCAAATGGGACACGAGAGCAATGGTGCCACATCCTAACCGTCTGCTTGAAATGGTGCCCCCGCCTCAGCAGCCACCGGCTGCGGCGTTTGCTGTAAGGCCAAGGGAGCTATGTGGGCTAGAGGAGTTGTTTCAAGCTTATGGTATTAGGTACTACACGGCAGCGAAAATAGCTGAACTCGGGTTCACAGTGAACACCCTTTTGGACATGAAAGAYGAGGAGCTTGATGAAATGATGAATAGTTTGTCTCAGATCTTTAGGTGGGATCTTCTTGTTGGTGAGAGGTATGGTATTAAAGCTGCTGTTAGAGCTGAAAGAAGAAGGCTTGATGAGGAGGATCCTAGGCGTAGGCAATTGCTCTCTGGTGATAATAATACAAATACTCTTGATGCTCTCTCCCAAGAAGGTTTGGTTAGCATTGATTCTACCTTTTAGTGTAATTAAGCTAAGCTCATACTATTACTAGCTATAGGAGKCCATGGCCGTTTTR

	PLFY in 353
	CTGTCCAGTTCCGAAGAAACATCAAAACCCTTTAATTCTGTTAGCTTCCCAATACATACAAAAAAGAAAAAAAGACAARAAACTTGTCCTGTTAAGGGCAGTTTTGGTATAYAAATAAAACAAGAAGCTCACTTGTCTTTATATATCTACCAAATCCAAGACATGCACCAGTGAAAGATCACAGAGAGAGAGACAAGGGGGCAGATAGATATGGATCCGGAGGCTTTCACGGCGAGTTTGTTCAAATGGGAYACGAGAGCAATGGTGCCACATCCTAACCGYCTGCTTGAAATGGTGCCCCCGCCTCAGCAGCCACCGGCTGCGGCGTTTGCTGTAAGGCCAAGGGAGCTATGTGGGCTAGAGGAGTTGTTTCAAGCTTATGGTATTAGGTACTACACGGCAGCGAAAATAGCTGAACTCGGGTTCACAGTGAACACCCTTTTGGACATGAAAGATGAGGAGCTTGATGAAATGATGAATAGTTTGTCTCAGATCTTYAGGTGGGATCTTCTTGTTGGTGAGAGGTATGG

	PAG1 in 717
	GCTAGACTGCAGCTATGGAATATCAAAATGAATCCCTTGAGAGCTCCCCCCTGAGGAAGCTRGGAAGGGGAAAGGTGGAGATCAAGCGGATCGAGAACACCACCAATCGCCAAGTCACTTTCTGCAAAAGGCGCAGTGGTTTGCTCAAGAAAGCCTACGARTTATCTGTTCTTTGCGATGCTGAGGTTGCACTCATCGTCTTCTCTACCCGCGGTCGCCTTTATGAGTACTCTAACGATAGGTAAATAAATCTAATTTTAGATATATGCTTCTCTGGATCTTAAATTCTCCATGTTACAAGCCCTCT

	PAG1 in 353
	GCAGCTATGGAATATCAAAATGAATCCCTTGAGAGCTCCCCMCTGAGGAAGCTGGGAAGGGGAAAGGTGGAGATCAAGCGGATCGAGAACACCACCAATCGCCAAGTCACTTTCTGCAAAAGGCGCAGTGGTTTGCTCAAGAAAGCCTACGAATTATCTGTTCTTTGCGATGCTGAGGTTGCACTCATCGTCTTCTCTACCCGCGGTCGCCTTTATGAGTACTCTAACGATAGGTAAATAAATCTAATTTTAGATATATGCTTCTCTGGATCTTAAATTCTCC

	PAG2 in 717
	GCTAGCAGCAGCTATGGCATACCAAAATGAATCCCAAGAGAGCTCTCCCCTGAGGAAGCTGGGRAGGGGAAAGGTGGAGATCAAGCGGATCGAGAACACCACMAATCGYCAAGTCACTTTCTGCAAAAGGCGGAATGGTTTGCTCAAGAAAGCCTATGAATTATCTGTTCTTTGCGATGCTGAGGTTGCACTCATCGTCTTCTCCAGCCGTGGACGCCTTTATGAGTACTCTAACAATAGGTATATACTTAGTTCCTCWGCTCATGAATTCTCCATGTTGCAARCCCTCTTCAAGTGCTCACAGTTGGTTTTTCTTGCTTYCTCATYCAAAGGGATTTGTTTTTTYYTTTT

	[bookmark: _GoBack]PAG2 in 353
	ATGGCATACCAAAATGAATCCCAAGAGAGCTCTCCCCTGAGGAAGCTGGGGAGGGGAAAGGTGGAGATCAAGCGGATCGAGAACACCACMAATCGCCAAGTCACTTTCTGCAAAAGGCGGAATGGTTTGCTCAAGAAAGCCTATGAATTATCTGTTCTTTGCGATGCTGAGGTTGCACTCATCGTCTTCTCCAGCCGTGGACGCCTTTATGAGTACTCTAACAATAGGTATATRCTTAGTTCCTYGKCTCATGAATTCTCCATGTTGCAAGCCCTCTTCAAGTGCTCACAGTTGGTTTTTCTTGCTTTCTCATCCAAAGGGATTTGWTTTTTCTTTTTGTTTATGCCAGGGTTAATTTTTATGGTTTTT

	Off-target loci

	UBC19 in 717 (Potri.001G254500)
	AGAGACAATGGCAACTGTTAATGGGTATCAAGGGAATACTCCGGTGGCTGCTCCGGCGGGGACTACCCCATCAAAACAGACTGTCACWGCGGCAAAGATTGTCGATACGCAATCCGTGCTTAAACGGTAATTTTCTTTTCTTTTTGCATYTGATCTGTTCTTTTCATTTGTCAAACCATGTAATATATMWCRMGWKWTAWMWSKRKWTWTWTTWTRKGKKTTYTYTTTKYKYRWAWRTGWKWTTKTGWSWYTTTTTTYTYYKTKWTWWWAWM

	UBC20 in 717 (Potri.009G049600)
	TATTAATGGGGTATACTCCGGTGGCTGCTCCGGCAGGGACTACCCCATCAAAACAGACTGTCCCATCGGCAAAGACTGTTGATACACAATCCGTGCTTAAACGGTATTWTTTTTTTYT

	USP36 in 717 (Potri.005G156900)
	TCCGCTGGGCTGTTTTATAATTTAGGTGTAAATGGCGAGGTGCGGTTGCGAGAAAGGAGGAGATCAAGAGGCTGTTGGTTTTGGCAGCGGAGGAAGCCGCTAGGGCTGAGTTTGAGGCCGCGGCTTCATACGGCACCGTTCCGGTGGTGACAAATAACTATCAATGTGCTGTTTGTTTTTGCYCGACAACGACACGGTGTGCCCGCTGTAAAGCTGTTAGATATTGGTATGTKAATTTCGTGTTAATGCTTGATTTTTATCGGGTTTTAGTCCTTAATTGMGTTGAATTCAGGTTTG

	STK.1 in 717 (Potri.013G104900)
	ACTGTTGCATTGCCTAGCTATTCCATGCTTTTTTTGGTAGACATGAAATGTAAAAGTCAGATAAGCTAGCTATTAGGTCAAGAAAATTGCTTGATAAGAGCATATATAATATAGAAGCTTCTTTGGGTTGTGAAAGAATTGATCTTTTGTGTAGACATGGGAAGAGGAAAGATTGAGATCAAGAGGATCGAGAACACTACGAATCGTCAGGTTACTTTCTGCAAGAGAAGAAATGGGCTGTTGAAGAAAGCCTATGAATTATCTGTCCTTTGTGATGCTGAAGTCTCCCTCATCGTCTTCTCCAGCCGTGGCCGTCTCTATGAGTACGCCAACAACAAGTAACTTTACCTTCCCTAAAT

	STK.2 in 717 (Potri.019G077200)
	CTTTTTTTTGCTCTTAATTTTGTTCCCATTTTCTA{T,TTTAA}TTTACTCTTTATAAAAAKATTTTTTTACCATTTACTTCTCTACAGTCTTTCTCAAACTGTTGCRATTACCTTGCTATTCCATGCTTTTTTGGTAGGCATGACATGTAAAGGTCAGATCAGCTAGCTATTAGATTAAGAAAACTGGCGCATATATAAYACATAAGCTTGTATGGGTTATGAAAGAAACRATCTTTTGTGTAGACATGGGAAGAGGAAAGATTGAGATCAAGAGGATCGAGAACACCACCAATCGTCAGGTTACTTTCTGCAAGAGGAGAAATGGGCTCTTGAAGAAAGCTTATGAATTATCAGTTCTKTGTGATGCTGAAGTTGCTCTCATCGTCTTCTCTAGCCGTGGCCGTCTCTATGAGTACGCCAACAACAAGTAATTTTACCTTCTCCTTRTTGTCTTTTCTTTTGGATCTTGAWGGRAACCTCC{T,-}TTTCTTT



