
>Human_ALPL_Hsa1:21,835,858_NP_000469.3_[Homosapiens]ENSG00000162551
MISPFLVLAIGTCLTNSLVPEKEKDPKYWRDQAQETLKYALELQKLNTNVAKNVIMFLGDGMGVSTVTAARILKGQLHHNPGEETRLEMDKFPFVALSKTYNTNAQVPDSAGTATAYLCGVKANEGTVGVSAATERSRCNTTQGNEVTSILRWAKDAGKSVGIVTTTRVNHATPSAAYAHSADRDWYSDNEMPPEALSQGCKDIAYQLMHNIRDIDVIMGGGRKYMYPKNKTDVEYESDEKARGTRLDGLDLVDTWKSFKPRYKHSHFIWNRTELLTLDPHNVDYLLGLFEPGDMQYELNRNNVTDPSLSEMVVVAIQILRKNPKGFFLLVEGGRIDHGHHEGKAKQALHEAVEMDRAIGQAGSLTSSEDTLTVVTADHSHVFTFGGYTPRGNSIFGLAPMLSDTDKKPFTAILYGNGPGYKVVGGERENVSMVDYAHNNYQAQSAVPLRHETHGGEDVAVFSKGPMAHLLHGVHEQNYVPHVMAYAACIGANLGHCAPASSAGSLAAGPLLLALALYPLSVLF
>Human_ALPP_Hsa2:233,243,244_NP_001623.3_[Homosapiens]_ENST00000392027
MLGPCMLLLLLLLGLRLQLSLGIIPVEEENPDFWNREAAEALGAAKKLQPAQTAAKNLIIFLGDGMGVSTVTAARILKGQKKDKLGPEIPLAMDRFPYVALSKTYNVDKHVPDSGATATAYLCGVKGNFQTIGLSAAARFNQCNTTRGNEVISVMNRAKKAGKSVGVVTTTRVQHASPAGTYAHTVNRNWYSDADVPASARQEGCQDIATQLISNMDIDVILGGGRKYMFRMGTPDPEYPDDYSQGGTRLDGKNLVQEWLAKRQGARYVWNRTELMQASLDPSVTHLMGLFEPGDMKYEIHRDSTLDPSLMEMTEAALRLLSRNPRGFFLFVEGGRIDHGHHESRAYRALTETIMFDDAIERAGQLTSEEDTLSLVTADHSHVFSFGGYPLRGSSIFGLAPGKARDRKAYTVLLYGNGPGYVLKDGARPDVTESESGSPEYRQQSAVPLDEETHAGEDVAVFARGPQAHLVHGVQEQTFIAHVMAFAACLEPYTACDLAPPAGTTDAAHPGRSVVPALLPLLAGTLLLLETATAP
>Human_ALPPL2_Hsa2:233,271,553_NP_112603.2_[Homosapiens]_ENST00000295453
MQGPWVLLLLGLRLQLSLGIIPVEEENPDFWNRQAAEALGAAKKLQPAQTAAKNLIIFLGDGMGVSTVTAARILKGQKKDKLGPETFLAMDRFPYVALSKTYSVDKHVPDSGATATAYLCGVKGNFQTIGLSAAARFNQCNTTRGNEVISVMNRAKKAGKSVGVVTTTRVQHASPAGAYAHTVNRNWYSDADVPASARQEGCQDIATQLISNMDIDVILGGGRKYMFPMGTPDPEYPDDYSQGGTRLDGKNLVQEWLAKHQGARYVWNRTELLQASLDPSVTHLMGLFEPGDMKYEIHRDSTLDPSLMEMTEAALLLLSRNPRGFFLFVEGGRIDHGHHESRAYRALTETIMFDDAIERAGQLTSEEDTLSLVTADHSHVFSFGGYPLRGSSIFGLAPGKARDRKAYTVLLYGNGPGYVLKDGARPDVTESESGSPEYRQQSAVPLDGETHAGEDVAVFARGPQAHLVHGVQEQTFIAHVMAFAACLEPYTACDLAPRAGTTDAAHPGPSVVPALLPLLAGTLLLLGTATAP
>Human_ALPI_Hsa2:233,320,833_NP_001622.2_[Homosapiens]_ENSG00000163295
MQGPWVLLLLGLRLQLSLGVIPAEEENPAFWNRQAAEALDAAKKLQPIQKVAKNLILFLGDGLGVPTVTATRILKGQKNGKLGPETPLAMDRFPYLALSKTYNVDRQVPDSAATATAYLCGVKANFQTIGLSAAARFNQCNTTRGNEVISVMNRAKQAGKSVGVVTTTRVQHASPAGTYAHTVNRNWYSDADMPASARQEGCQDIATQLISNMDIDVILGGGRKYMFPMGTPDPEYPADASQNGIRLDGKNLVQEWLAKHQGAWYVWNRTELMQASLDQSVTHLMGLFEPGDTKYEIHRDPTLDPSLMEMTEAALRLLSRNPRGFYLFVEGGRIDHGHHEGVAYQALTEAVMFDDAIERAGQLTSEEDTLTLVTADHSHVFSFGGYTLRGSSIFGLAPSKAQDSKAYTSILYGNGPGYVFNSGVRPDVNESESGSPDYQQQAAVPLSSETHGGEDVAVFARGPQAHLVHGVQEQSFVAHVMAFAACLEPYTACDLAPPACTTDAAHPVAASLPLLAGTLLLLGASAAP
>Mouse_Alppl2_Mmu1:88,983,265_ENSMUST00000027455[Mouse
MWGACLLLLGLSLQVCPSVIPVEEENPAFWNRKAAEALDAAKKLKPIQTSAKNLVILMGDGMGVSTVTATRILKGQQQGHLGPETQLAMDRFPHMALSKTYNTDKQIPDSAGTGTAFLCGVKTNMKVIGLSAAARFNQCNTTWGNEVVSVMHRAKKAGKSVGVVTTTSVQHASPAGTYAHTVNRGWYSDAQMPASALQDGCKDISTQLISNMDIDVILGGGRKFMFPKGTPDQEYPTDTKQAGTRLDGRNLVQEWLAKHQGARYVWNRSELIQASLNRSVTHLMGLFEPNDMKYEIHRDPAQDPSLAEMTEVAVRMLSRNPKGFYLFVEGGRIDHGHHETVAYRALTEAVMFDSAVDKADKLTSEQDTMILVTADHSHVFSFGGYTQRGASIFGLAPFKAEDGKSFTSILYGNGPGYKLHNGARADVTEEESSNPTYQQQAAVPLSSETHSGEDVAIFARGPQAHLVHGVQEQNYIAHVMAFAACLEPYTDCGLASPAGQSSAVSPGYMSTLLCLLAGKMLMLMAAAEP
>Mouse_Alpi_Mmu1:88,994,579_ENSMUST00000113270[mouse
MQGDWVLLLFLGLRIHLSFGIIPAEEENPAFWNKKAAEALDAAKKLQPIQTSAKNLIIFLGDGMGVPTVTATRILKGQLEGHLGPETPLAMDLFPYMALSKTYNVDRQVPDSAGTATAYLCGVKANYKTIGLSAAARLDQCNTTFGNEVFSVMYRAKKAGKSVGVVTTTRVQHASPAGTYAHTVNRNWYSDAEMPASALQDGCKDIATQLISNMDIDVILGGGRKFMFPKGTPDPEYPSDSNQSGTRLDDQNLVQTWLSKHQGARYVWNRSELIQASQDPAVTHLMGLFEPTEMKYDANRNPSVDPSLAEMTEVAVRMLSRNPQGFYLFVEGGRIDQGHHAGTAYLALTEAVMFDSAIEKASQLTNEKDTLILITADHSHVFAFGGYTLRGTSIFGLAPLKALDDKSYTSILYGNGPGYELKSGNRPNVTEAQSVDPNYKQQAAVPLSSETHGGEDVAIFARGPQAHLVHGVQEQNYIAHVMAFAGCLEPYTDCGLAPPAGQSPVITPGQATTTNNAAGQATTTNNAAGQATVLLSLQLLVSMLLLVGTAMVVS
>Mouse_Akp3_Mmu1:89,021,583_ENSMUST00000044878[mouse
MQGTWVLLLLGLRLQLSLSVIPVEEENPAFWNKKAAEALDAAKKLQPIQTSAKNLIIFLGDGMGVPTVTATRILKGQLEGHLGPETPLAMDRFPYMALSKTYSVDRQVPDSASTATAYLCGVKTNYKTIGVSAAARFDQCNTTFGNEVFSVMYRAKKAGKSVGVVTTTRVQHASPSGTYVHTVNRNWYGDADMPASALREGCKDIATQLISNMDINVILGGGRKYMFPAGTPDPEYPNDANETGTRLDGRNLVQEWLSKHQGSQYVWNREQLIQKAQDPSVTYLMGLFEPVDTKFDIQRDPLMDPSLKDMTEAAVKVLSRNPKGFYLFVEGGRIDRGHHLGTAYLALTEAVMFDLAIERASQLTSERDTLTIVTADHSHVFSFGGYTLRGTSIFGLAPLNALDGKPYTSILYGNGPGYVGTGERPNVTAAESSGSSYRQQAAVPVKSETHGGEDVAIFARGPQAHLLHGVQEQNYIAHVMAFAGCLEPYTDCGLAPPADESQTTTTTRQTTITTTTTTTTTTTTPVHNSARSLGPATAPLALALLAGMLMLLLGAPAES
>Mouse_Alpl_Mmu4:137,297,648_ENSMUST00000030551
MISPFLVLAIGTCLTNSFVPEKERDPSYWRQQAQETLKNALKLQKLNTNVAKNVIMFLGDGMGVSTVTAARILKGQLHHNTGEETRLEMDKFPFVALSKTYNTNAQVPDSAGTATAYLCGVKANEGTVGVSAATERTRCNTTQGNEVTSILRWAKDAGKSVGIVTTTRVNHATPSAAYAHSADRDWYSDNEMPPEALSQGCKDIAYQLMHNIKDIDVIMGGGRKYMYPKNRTDVEYELDEKARGTRLDGLDLISIWKSFKPRHKHSHYVWNRTELLALDPSRVDYLLGLFEPGDMQYELNRNNLTDPSLSEMVEVALRILTKNLKGFFLLVEGGRIDHGHHEGKAKQALHEAVEMDQAIGKAGAMTSQKDTLTVVTADHSHVFTFGGYTPRGNSIFGLAPMVSDTDKKPFTAILYGNGPGYKVVDGERENVSMVDYAHNNYQAQSAVPLRHETHGGEDVAVFAKGPMAHLLHGVHEQNYIPHVMAYASCIGANLDHCAWAGSGSAPSPGALLLPLAVLSLRTLF
>Macrobat_Alpi_scaf_14928:23,613_ENSPVAT00000014879_megabat
MQGAWVLLLLLGLGLRLSLGVIPVEEEDPAFWNRQAAQALDTAKKLQPIQTAAKNLIIFLGDGMGVSTVTTARILKGQENDKLGPETPLAMDGFPYLALSKTYNVDRNVPDSAGTATAFLCGVKTNYKTIGVSAAARFNQCNSTWGNEVISVMNRAKKAGKSVGVVTTTRVQHASPAGAYAHTVNRNWYSDADMPARALKEGCQDIATQLVSNMDIDVILGGGRQYMFPNGTPDPEYPDDAARSGVRLDSRNLVQEWQAKRQGARYVWNRTALIQASQDPSVTHLMGLFEPKDMKYELYRDPQQDPSLREMTEAALRLLSRNAQGFYLFVEGGRIDHGHHDSKAQLALTETVSFDDAIDRAGQLTSEKDTLTLVTADHSHVFTFGGYPLRGSSVFGLAPEKASDGKAYTSLLYGNGPGFSLSEGSRSNVSDSQSTNPEYRQQAAVPVASETHGGEDVAVFARGPQAHLVHGVQEQSFVAHVMAFAACLEPYTDCGLTPPAGPTDAAHPGRAAGPSLALLAGALLLLPLLGAVAL
>Macrobat_Alpl_Scaf_2562:33,207_ENSPVAT00000000629_megabat
MISPFLVLAISTCVTTSLVPEKEKDPKYWRDQAQQTLKNALKLQNLNTNVAKNVILFLGDGMGVSTVTAARILKGQLHHSPGEETRLEDKFPYVTYNTNAQVPDSAGTATAYLCGVKANEGTVGVSAATQRSHCNTTQGNEVTSILRWAKDAGKSVGIVTTTRVNHATPSAAYAHSADRDWYSDNEMPPEALNQGCKDIAYQLMHNIRDIEVIMGGGRKYMFPKNRTDVEYEIDEKARGTRLDGLNLIDIWKSFKPRHKHSHYIWNRTELLALDPNTVDYLLGRIDHGHHEGKAKQALHEAVEMDQAIEQAGTMTSVEDTITVVTADHSHVFTFGGYTPRGNSIFGLAPMIDTYKKPFTAILYGNGPGYKVVGGERENVSMVDYAHNNYQAQSAVPLRHETHGGEDVAVFAKGPMAHLLHGVHEQNYIPHVMAYAACIGANRDHCASVSSLGSSSPGSLLLPLALLPLGILF
>Microbat_Alpi_ScafGL429770:27,688,525_ENSMLUT00000007631_microbat
MQGAHLLVLLLLLGLRIQLSLGFIPAEEEDPAFWNHQAAQALDTAKKLQPIQTAAKNLILFLGDGMGVPTVSAARILKAQMNGKLGPETPLAMDKFPFLALAKTYNVDRQVPDSAGTATAYLCGVKTNYRTIGVSAAARYNQCNTTHGNEVISVMNRAKKAGKSVGVVTSTRVQHASPSGTYAHTVNREWYSDADMPTQALKDGCRDIATQLITNMDIDVILGGGRKYMFPKGTPDPEYPGDASKSGVRLDMRNLVQEWQAKHEGARYVWNRTALIQASQDSSVTHLMGLFEPGDMNYEAKRDTQQDPSLKEMTEAALRLLRRNPRGFYLFVEGGRIDQGHHAGRAYYALTDAVAFDDAIDRASQLTSEKDTLTLVTADHSHVFTFGGYTLRGSSIFGLAPEPASDGKTYTSILYGNGPGFAINGGSRPNVSDSQSGDPNYKQQAAVPLSSETHGGEDVAVFARGPQAHLMHGVQEQSVVAHVMAFAACLEPYTACGLEPPTSTSIPDAAHPGLSTGPSLALVIGALWLILLGLLW
>Microbat_Alpl_ScafGL429895:1,850,469_ENSMLUT00000001966_microbat
MISPFLVLAIGTCLTTSLVPEKEKDPKYWRDQAQQTLKNALSLQNLNTNVAKNTIMFLGDGMGVSTVTAARILKGQLHHNTGEETRLEMDKFPHVALSKTYNTNAQVPDSAGTATAYLCGVKANEGTVGVSAATQRSHCNTTQGNEVTSILRWAKDAGKSVGIVTTTRVNHATPSATYAHSADRDWYSDNEMPPEALSQGCKDIAYQLMHNIRDIEVIMGGGRKYMFPKNRTDVEYELDEKARGTRLDGLNLIDIWKSFKPRHKHSHYVWNRTELLALNPNTVDYLLGLFEPGDMQYELNRNNVTDPSLSEMVEVAIKILSKNPKGFFLLVEGGRIDHGHHEGKAKQALHEAVEMDQAIGLAGTMTSLDDTLTVVTADHSHVFTFGGYTPRGNSIFGLAPMLSDTDKKPFTSILYGNGPGYKVVGGERENVSMVDYAHNNYQAQSAVPLRHETHGGEDVAVFAKGPMAHLLHGVHEQNYIPHVMAYAACIGANRDHCASASSSGSPSPGPLVLLLALLPLGILF
>Microbat_Alpi2b_ScafGL429770:27,671,295_ENSMLUT00000026875+Johnbuilt_microbat
MQGAHVLLLLLLLGLRIQLSIGFIPAEEEDPAFWNHQAAQALDTAKKLQPIQTAAKNLILFLGDGMGVSTVTATRILKGQMNGKLGPETSLAMDKFPFLALAKGKAPGGLGPELGAQGLVMIWVSVPERSGCLCPQTYNVDRQVPDSAGTATAYLCGVKTNFLIIGVSAAARYNQCNTTHGNEVISVMNRAKKAGGLGASLVGRGRAQRAQWLTLTPPSPSGRHPQGSQWGVVTSTRVQHASPAGTYAHTVNRNWYSDADMPAQALKDGCRDIATQLITNMDIDVGHEGNGDLSRGGGPHAGHSPRHPTA*APGPGAWQCLWALGRWCRRYRQARPCHRPGGGGTRWFVQGAKGQAGPKLTCPTPLAPGDPGWRPQVHVPRDPKSMVAHVMAFAACLEPYTACGLTPPA
>Panda_Alpi_AmelGL192569.1:1,591,050_ENSAMET00000018233[Ailuropodamelanoleucapanda]
SMARMLLLLLLGLRPQLVLGIIPVEEEDADFWNRQAAQALDTAKKLEPIQTAAKNLILFLGDGMGVPTVTATRILKGQLNDKLGPETPLAMDHFPYLALSKTYNVDRQVPDSAATATAYLCGVKANYQTIGVSAAARWNQCNTTRGNEVTSVMNRAKKAGKSVGVVTTTRVQHASPAGTYAHVVNRNWYSDADMPAKAREEGCQDIAQQLISNMDIDVILGGGRKYMFPQGTPDPEYPSDAGQDGVRLDGRNLVQEWQAKYQGARYVWNRTALIEASQDPSVTHLMGLFEPGDTKYEVRRDTTQDPSLMEMTEVAVRLLSRNPRGFYLFVEGGRIDHGHHDGTAYLALTEAVMFDSAIDKASQITSEKDTLTLVTADHSHVFSFGGYTLRGSSIFGLAPSIAQDNKTYTSILYGNGPGGSFALLGISRPNVSDS
>Panda_Alpl_AmelGL192679.1:243,455_ENSAMET00000015653[Ailuropodamelanoleucapanda]
MISLFLVLAIGTCLTNSFVPEKEKDAKYWRDQAQQTLKNALRLQKLNTNVAKNVIIFLGDGMGVSTVTAARILKGQLQHNPGEETSLEMDKFPYVALSKTYNTNAQVPDSAGTATAFLCGVKTNEGTIGVSAATQRSQCSTAKGNEVTSILHWAKDAGKSVGIVTTTRVNHATPSAAYAHSAEREWYSDNEMSPEALRQGCKDIAYQLMHNIKDIEVIMGGGRKYMFPKNRTDVEYEMDEKSRGTRLDGLNLIDTWKSFKPKHKHSHYVWNRTELLTLDPHTVDYLLGLFEPGDLQYELNRNNVTDPSLSEMVEVAVKILSKNPKGFFLLVEGGRIDHGHHESKAKLALHETVEMDRAIEKAGAMTSLEDTLTIVTADHSHVFTFGGYTPRGNSIFGLAPMVSDTDNKPFTAILYGNGPGYKVIGGERENIYKVDYAHSNYQAQAAVPLRYETHGGEDVAVFAKGPMAHLLHGVHEQNYIAHVMGYAACVGANQDHCASASSAGGPSPGPLLLLLTLLPLGTLF
>Dog_Alpp_Cfam25:47,107,892_ENSCAFG00000011195
LPRPCHPTAMQGARLRPRLALGIIPAEEEDPAFWNRQAAQALDAAKKLQPIQTAAKNLILFLGDGMGVPTVTATRILKGQINDNLGPETPLAMDQFPYLALSKTYNVDRQVPDSAGTATAYLCGVKANYQTIGVSAAARFNQCNTTRGNEVISVMNRAKKAGKSVGVVTTTRVQHASPAGTYAHVVNRNWYSDANMPAKALEDGCQDIAQQLISNMEIDVILGGGRKYMFPKGTPDPEYPTDAKQNGIRLDGRNLVQEWQAKYQGARYVWNRTALIQASQDASVTHLMGLFEPGDTKYDVHRDGIQDPSLMEMTEAALRLLSRNPKGFYLFVEGGRIDHGHHDGTAYLALTEAVMFDSAIDKAGQLTSERDTLTLVTADHSHVFSFGGYTLRGSSIFGLAPSMAKDNKTYTSILYGNGPGFALSGVPRPNFSDAESRDPAYKPQAAVPLDSETHGGEDVAVFARGPQAHLVHGVQEQSFVAQVMTFAACLEPYPATRPAGPLLAEEAAGRGAVPPTLGTSWGPSLLLHTGHAD
>Dog_Alpl_Cfam2:80,454,145_ENSCAFT00000023578_NP_001184066_dog
TEKEKDPKYWRDQAQQTLKYALRLQNLNTNVAKNVIMFLGDGMGVSTVTATRILKGQLHHNPGEETRLEMDKFPYVALSKTYNTNAQVPDSAGTATAYLCGVKANEGTVGVSAATQRTQCNTTQGNEVTSILRWAKDAGKSVGIVTTTRVNHATPSAAYAHSADRDWYSDNEMPPEALSQGCKDIAYQLMHNVKDIEASVIMGGGRKYMFPKNRTDVEYEMDEKSRGTRLDGLNLIDIWKNFKPRHKHSHYVWNRTELLALDPYTVDYLLGLFEPGDMQYELNRNNVTDPSLSEMVEIAIKILSKNPRGFFLLVEGGRIDHGHHEGKAKQALHEAVEMDRAIGKAGVMTSLEDTLTVVTADHSHVFTFGGYTPRGNSIFGLAPMVSDTDKKPFTAILYGNGPGYKVVGGERENVSMVDYAHNNYQAQSAVPLRHETHGGEDVAVFAKGPMAHLLHGVHEQNYIPHVMAYAACIGANQDHCASASSAGGPSSPGPLLLLLALLPVGILF
>Cow_Alpi2_Btau2:120,845,481_ENSBTAT00000022731
MQGACVLLLLGLRLQLSLGLVPVEEEDPAFWNRQAAQALDVAKKLQPIQTAAKNVILFLGDGMGVSTVTAARILKGQMAGKPGPETPLAMDQFPYLALSKTYNVDRDVPDSAGTTTAYLCGVKTRMKVIGVSAAAQFNQCNTTYGNEVTSVMNRAKKAGKSVGVVTTTTVQHASPAGAYAHTVNRNWYSDANMPAEAKREGCQDIATQLVYNMDIDVILGGGRIYMFPEGTPDPEYPGNTKQNGVRKDKRNLVQEWQAKHQGAQYVWNRTALLQAANDSSVTHLMGLFEPGDMTYDIHRDHIKDPSLEEMTEAAVRVLSRNPRGFFLFVEGGRIDHGHHESIAYRALTEAVMFDNAIAKASQLTSEADTLTLVTADHSHVFTFGGYPLRGTSIFGLADGKAKDGKSYTTLLYGNGPGHRLVMGSRPDVNEKESMDPEYQQQSAVPLWGETHAGEDVAVFARGPWAHLVHGVQEQTFVAHVMAFAACVEPYTTDCHPHPHSGPSDTAHQAACPSSLALLAGALLLLLVPTLH
>Cow_Alpi4_Btau2:120,869,240_ENSBTAT00000022269
MQGACVMLLLGLQLQLSLGLVPVEEEDPAFWNRQAAQALDVAKKLQPIQTAAKNVILFLGDGMGVSTVTAARILKGQMAGKPGPETPLAMDQFPYLALSKTYNVDRDVPDSAGTTTAYLCGVKTNMRTIGVSAAARFDQCNTTRGNEVTSVINRAKKAGKSVGVVTTTRVQDASPAGAYAHTVNRDWFSDADLPPDAQTYGCLDIATQLVYNMDIDVILGGGRKYMFPAGTPDPEYPDDNGVRKDKRNLVQEWQAKYQGAQYVWNRTELLKAADDSNVTHLMGLFQPGEMAYEIFRDHTTDPSLEEMTEAALRVLSRNPRGFFLFVEGGRIDHGHHANTAYWALNETIMFDNAIAKASQLTSEADTLTLVTADHSHVFTFGGYPLRGTSIFGLADGKAKDGKSYTSLLYGNGPGYRLDVGPRPDVNEKESTDPEYQQQAA
>Cow_Alpi5_Btau2:120,904,601_F1N2M5_BOVIN_ENSBTAT00000043359
MQGACVLLLLGLQLQLSLGLIPVEEEDPAFWNCQAAQALDVAKKLQPIQTAAKNVILFLGDGMGVPTVTATRILKGQMNGKLGPETPLAMDQFPYVALSKTYNVDRQVPDSAGTATAYLCGVKGNYKTIGVSAAARYNQCNTTSGNEVTSVMNRAKKAGKAVGVVTTSRVQHASPAGAYAHTVNRNWYSDADLPADAQMNGCQDIATQLVYNMDIDVILGGGRMYMFPEGTPDPEYPYDVNQTGVRKDKRNLVQEWQAKHQGAQYVWNRTALLQAADDSSVTHLMGLFEPADMKYNVQQDHTKDPTLQEMTEVALRVLSRNPRGFYLFVEGGRIDHGHHEGKAYMALTDTVMFDNAIAKANELTSELDTLILVTADHSHVFSFGGYTLRGTSIFGLAPSKALDSKSYTSILYGNGPGYALGGGSRPDVNDSTSEDPSYQQQAAVPLASETHGGEDVAVFARGPQAHLVHGVQEETFVAHIMAFAGCVEPYTDCNLPAPTTATSIPDAAHLAASPPPLALLAGAMLLLLAPTLY
>Cow_Alpi6_Btau2:120,910,019_F1N6T5_BOVIN_ENSBTAT00000005937
MQGACVLLLLGLHLQLSLGLVPVEEEDPAFWNRQAAQALDVAKKLQPIQTAAKNVILFLGDGMGVPTVTATRILKGQMNGKLGPETPLAMDQFPYVALSKTYNVDRQVPDSAGTATAYLCGVKGNYRTIGVSAAARYNQCKTTRGNEVTSVMNRAKKAGKSVGVVTTTRVQHASPAGAYAHTVNRNWYSDADLPADAQMNGCQDIAAQLVNNMDIDVILGGGRKYMFPVGTPDPEYPDDASVNGVRKDKQNLVQAWQAKHQGAQYVWNRTALLQAADDSSVTHLMGLFEPADMKYNVQQDHTKDPTLQEMTEVALRVLSRNPRGFYLFVEGGRIDHGHHDDKAYMALTEAVMFDNAIAKANELTSELDTLILVTADHSHVFSFGGYTLRGTSIFGLAPSKALDSKSYTSILYGNGPGYALGGGSRPDVNDSTSEDPSYQQQAAVPLASETHGGEDVAVFARGPQAHLVHGVQEETFVAHIMAFAGCVEPYTDCNLPAPTTATSIPDAAHLAASPPPLALLAGAMLLLLAPTLY
>Cow_Alpl_Btau2:131,791,680_PPBT_BOVIN_ENSBTAT00000011783
MISPFLLLAIGTCFASSLVPEKEKDPKYWRDQAQQTLKNALRLQTLNTNVAKNVIMFLGDGMGVSTVTAARILKGQLHHSPGEETKLEMDKFPYVALSKTYNTNAQVPDSAGTATAYLCGVKANEGTVGVSAATQRSQCNTTQGNEVTSILRWAKDAGKSVGIVTTTRVNHATPSASYAHSADRDWYSDNEMPPEALSQGCKDIAYQLMHNIKDIEVIMGGGRKYMFPKNRTDVEYELDEKARGTRLDGLNLIDIWKSFKPKHKHSHYVWNRTDLLALDPHSVDYLLGLFEPGDMQYELNRNNATDPSLSEMVEMAIRILNKNPKGFFLLVEGGRIDHGHHEGKAKQALHEAVEMDQAIGQAGAMTSVEDTLTVVTADHSHVFTFGGYTPRGNSIFGLAPMVSDTDKKPFTAILYGNGPGYKVVGGERENVSMVDYAHNNYQAQSAVPLRHETHGGEDVAVFAKGPMAHLLHGVHEQNYIPHVMAYAACIGANRDHCASASSSGSPSPGPLLLLLALLPLGSLF
>Pig_Alpl_GL893988.2:13,511_ENSSSCT00000032355
MISLFLVLAIGSCLTNSLVPDSSSDWESRAQQTERGTLCLNTMSLCWVEGTSVGNVIMFLGDGMGVSTVTAARILKGQLHHKPGEETRLEMDKFPYVALSKTYNTNAQVPDSAGTATAYLCGVKANEGAVGVSAATQRTQCNTTQGNEVTSILRWAKDAGKSVGIVTTTRVNHATPSAAYAHSAETWCSDGSLLPVLKQSRRALTFNSLRRGQELKVIMGGGRKYMFPKNRTDVESRCQEGERGPTSLHWTGVIDKPPLRKQHSHYIWNRTELLALDPHTVDYLLGLFEPGDMQYELNRNNVTDPSLSEMVEMAIRILIKNPKGFFLLVEDFGRQDHGHHEGKAKQALHEAVEMDRAIEQAGSMTSVEDTLTVVTADHSHVFTFGGYTPRGNSIFGLAPMVSDTDKKPFTAILYGRENVSMVDYAHDNYQAQSAVPLRHETHGGLLHGVHEQNYIPHVMAYAACIGANRDHCASASSSGSPSPGPLLLLLAFLPLGILF
>Pig_Alpi_Suscr15:146,783,645_ENSSSCT00000028730_ENSSSCG00000028816
MQGGWVLLLLGLRLPLSLGFIPVEEEDPAFWNRQAAQALDVAKKLQPIQTAAKNLILFLGDGMGVSTVTATRILKGQMNGKPGPETPLAMDRFPYLALSKTYNVDRQVPDSAGTTTAYLCGVKTNMKVIGVSAAARYDQCNTTQGNEVISVMNRAKKAGKSVGVVTTTRVQHASPAGAYAHTVNRNWYSDADLPAEAKKNGCQDISTQLVYNMDIDVILGGGRKYMFPEGTPDPEYPDNPRQNGVRKDKRNLVQEWQAKHQGARYVWNRTALIQASQDPSLTHLMGLFEPGDMKYEKERDLSRDPSLVEMTEVALRLLSRNPRGFFLFVEGGRIDHGHHEGIAYRALIETVVFDTAIDKAGQLTSEEDTLTLVTADHSHVFTYGGYPLRGSSVFGLADGKASDGKAYTSILYGNGPGYKLSEGARPDVDETKSRDPAYVQQAAVPLGAETHGGEDVAVFARGPRAHLVHGVQEQSFVAHVMAFAACLEPYTSDCDLPPPSGPTAAGHPGPAACTSLLALLAGALLLLLAPALH
>Pig_Alpi1_Sscr15:146,868,803_ENSSSCT00000017732
MQGGWVLLLLGLRLPLSLGFIPVEEEDPAFWNRQAAQALDVAKKLQPIQTAAKNLILFLGDGMGVPTVTATRILKGQMNGKPGPETPLAMDRFPYLALSKTYNVDRQVPDSAGTATAYLCGVKANYQTIGLSAAARYNQCNTTQGNEVISVMNRAKKAGKSVGVVTTTRVQHASPAGTYAHTVNRNWYSDVNLPAEAQAQGCQDIATQLVYNMDIDVILGGGRKYMFPEGTPDPEYPDDASQNGVRKDKRNLVQEWQDKYQGARYVWNRRTFLQAAQDPSVTHLMGLFEPADMKFEAERDVSMDPSLEEMTEMALQMLSRNPRGFYLFVEGGRIDHGHHEGIAYMALTESVMFDTAIDKAGQLTSEKDTLILVTADHSHVFSFGGYTLRGSSVFGLAPSKALDLKPYTSILYGNGPGYALNGSSRPSVTGSEISDRMYRQQAAVPLESETHGGEDVAVFARGPQAHLVHGVQEQSFVAHVMAFAACLEPYTDCNLRPPEGLSNAAHPRPVACPPSLLLLLAGALLLLLMPALH
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