
Si9G247700.1.p A2

Sf148s0009.1.p B
1

E
ug

C
03

46
5.

1.
p 

A
9

E
us

00
11

05
1m

 A
6/

A
7

EugE00253.1.p A1
Sf086s0033.1.p A1

S
i4G

238100.1.p A
6/A

7

Os02g32590.1 A3

A
rt3

G
51

91
0.

1 
A

6/
A

7

Cap
22

4.
10

 B
3

S
i9G

137000.1.p A
6/A

7

A
rt3

G
63

35
0.

1 
A

6/
A

7

Viv21269001 A4

Pot004G042600.1 B5

Ta
4AS 52EB860E7.2 A6

M
et

7g
09

13
70

.1
 B

3

E
ug

K
03

32
5.

1.
p 

A
6

Hs HSF1

G
lm

09G
206600.1.p A1

P
ot

00
8G

15
76

00
.1

 A
6

Bd2g18980.2.p A4

Cryn41959

Art2
G41

69
0.

1 
B3

Prp7G231100.1.p C1

O
s0

8g
43

33
4.

1 
B

2

G
lm

19
G

15
95

00
.1

.p
 A

6

M
igL01507.1.p -

S
i7

G
20

29
00

.1
.p

 B
2

Schp Hsf1 Ta
5DL 4

31CCA490.1 B
1

Th
c1

E
G

00
42

75
t1

 A
6

Sol08g076590.2.1 A1

Si5G318300.1.p A4

PvIb04475.1.p -

Si9
G

05
64

00
.1

.p
 A

2

Aqc005 00532.1 A1

B
d1g37720.1.p A

6/A
7

Si2G229700.1.p B
1

C
us

39
60

40
.1

 B
4

Sp1
5G

00
20

50
0 

B1

E
ug

C
03

44
7.

1.
p 

A
9

Met8g087540.1 A4

Ta6DS C59B6322F.1 A5

PvIa04008.1.p A8

S
b01G

450700.1.p A
8

Neuc 8498

P
rp

7G
20

69
00

.1
.p

 A
9

EugH02675.1.p A5

Cus021440.1 C1

M
a1

0P
30

12
0 

00
1 

B1

E
ug

E
00

55
5.

1.
p 

B
2

S
i2

G
28

24
00

.1
.p

 B
2

Met5g017470.1 B1

Z
m

2G
088242 B

4

Prp
7G

05
67

00
.1

.p
 B

3

P
ot009G

068000.1 B
4

PvJ36148.1.p -

E
us0018723m

 A
8

P
a11527 B

1

Ma9P01640 001 A5

G
lm

10
G

24
40

00
.1

.p
 A

6

Thc1EG037888t1 C1

E
ug

C
03

43
4.

1.
p 

A
9

Ma10P27810 001 A6

T
hc1E

G
037308t1 A

2

Sp18G0019000 A4

B
d3

g4
21

30
.1

.p
 B

2

Ric002407 B5

M
et3g101870.1 B

4

Z
m

2G
16

52
72

 B
2

Pot
01

6G
05

65
00

.1
 B

3

EugE02813.1.p A4

S
ol

08
g0

80
54

0.
2.

1 
B

2

Glm11G009800.1.p A1

A
qc015 00048.1 B

4

Pp32480V3.1.p A1

Ta3B25700040CFD t1 -

Glm13G180200.1.p B5

M
igC

00567.1.p B
4

A
rt

4G
11

66
0.

1 
B

2

M
p43666 -

G
lm

14G
036200.1.p B

4

A
rt2G

26150.1 A
2

C
us

01
64

80
.1

 A
6

MigE00326.1.p C1

Mm Hsfy2

Zm2G010871 A6

Pp18820V3.1.p B
1

M
ig

G
00

38
3.

1.
p 

A
6

Sp
9G

00
02

00
0 

A6

Eus0025090m A5

G
lm

10
G

02
96

00
.1

.p
 A

6/
A7

C
is

1g
02

01
46

m
 B

2

P
vE

b02487.1.p A
6/A

7

E
ug

C
00

87
3.

1.
p 

A
9

Vc05s0123.1.p -

PvJ32219.1.p C1

Mm Hsf4

Z
m

2G
173090 A

6/A
7

EugI00929.1.p B1

M
a1

P
16

24
0 

00
1 

B
2

G
lm

19
G

13
78

00
.1

.p
 B

3

Si1G025800.1.p C2

S
b10G

170600.1.p A
6/A

7

Si1G025900.1.p -

E
us

00
04

69
0m

 B
2

Viv22134001 B1

Sb04G150400.1.p A5

P
vF

b0
23

92
.1

.p
 B

2

Prp4G144200.1.p A1

C
is1g016378m

 A
8

Os1
0g28340.1 A6

E
ug

C
03

43
1.

1.
p 

A
9

Ta2A
S

 5C
7B

75B
C

5.1 B
4

P
vJ00967.1.p A

6/A
7

Cap124.4 A4

C
ap

10
7.

31
 B

2

M
igH

01517.1.p -

Ta4BL B64C157DC.1 C2

M
igE

01778.1.p A
2

M
igE00782.1.p A1

R
ic

00
32

22
 A

6

C
ap

74
.6

4 
B

2

PvIb
00391.1.p A6

Mm Hsf5

Glm05G095900.1.p B4

Aqc084 00048.1 B5

Sb01G007200.2.p A1
Cap43.94 A1

Pot001G138900.1 A1

Aqc001 00485.1 C1

Cr354500.t1.1 -

C
us352320.1 B

4

Prp7G117200.1.p A3

Ta5B
L A

847C
D

732.1 B
4

MigN00424.1.p -

Am040.220 A3

M
et3g104550.1 A

2

Ma5P15900 001 A3

C
ap

28
.1

62
 A

9

Ma3P15640 001 A4

P
a29913 A

1

P
a1

10
58

7 
B

2

Aqc015 00059.1 B1

P
vE

a01559.1.p A
6/A

7

Si9G005900.1.p A1PvIb03391.1.p A6

G
lm

10
G

23
78

00
.1

.p
 B

2

Sb03G286700.1.p C1

Bd1
g0

88
91

.1
.p

 A
2

M
et5g089170.1 B

4

Si3G168900.1.p A4

M
a8

P2
05

20
 0

01
 -

P
rp

5G
09

32
00

.1
.p

 B
2

Sm107503 -

P
vG

a0
09

98
.1

.p
 B

2

P
vB

a0
12

65
.1

.p
 B

2

P
rp1G

410400.1.p A
2

Eus0000950m A4

Sf305s0001.1.p A1

Cus321980.1 A1

M
et8g105780.1 A

8

Sf080s0077.1.p A1

Bd4g32130.1.p B
1

C
ap

44
.1

22
 A

6

Sp13G0029800 -

Ma2P15590 001 C2

Ta3B25700020CFD t1 -

E
ug

K
00

23
8.

1.
p 

B
2

Bd2g44050.1.p C1

S
p1

7G
00

16
60

0 
B

2

Ta5BL E15759DAD.1 -

Thc1EG025482t1 A1

C
us

10
76

10
.1

 B
4

Pot006G115700.1 A3

Cus116340.1 C1
Glm13G225700.1.p A4

So
l0

4g
01

60
00

.2
.1

 B
3

Pa8845456 B
4

P
ot

00
1G

10
81

00
.1

 B
2

C
us

25
46

20
.1

 A
6

Cis1g015162m -

G
lm

11
G

02
57

00
.1

.p
 B

2

PvJ
01

16
1.

1.
p 

A2

G
lm

17
G

05
37

00
.1

.p
 A

9

Cis1
g0

25
78

1m
 B

3

M
a11P

10320 001 B
4

M
ig

A
00

80
3.

1.
p 

B
2

E
ug

C
03

45
4.

1.
p 

A
9

Bd1g01130.1.p A1

Sacc Hsf Zm2G139535 B
1

Pa10432269 A1

Pp20430V3.2.p A1

P
ot006G

226800.1 A
2

G
lm

14G
096800.1.p A

2
Ric001484 A4

PvIa
00597.1.p A

2

S
b02G

224200.1.p B
4

C
us

08
42

30
.1

 A
6

G
lm

17G
241300.1.p B

4

P
rp1G

433500.1.p B
4

C
ap2.169 A

8

O
s09g28200.1 B

4

PvB
a02028.1.p B

1

E
ug

C
03

44
1.

1.
p 

A
9

Sb02G225300.1.p B
1

Sb10G164400.1.p C2

Prp5G031100.1.p A1

Zm2G002131 B
1

Sacc HsfL1

Pot013G079800.1 A1

Thc1EG000610t1 B1

P
a113508 B

1

M
a6

P2
44

30
 0

01
 -

Ta4AS 02B607421.1 A8

P
a13910 B

1

Pot001G320900.1 A5

Zm2G089525 C1

Sb01G093200.1.p A
2

Os02g13800.1 C2

S
p0G

0095000 B
4

Am048.34 A1

E
us

00
28

74
4m

 B
2

Zm2G115456 A1

Am
132.31 B1

Si1G178400.1.p A3

Art3G02990.1 A1

G
lm

07G
235600.1.p B

4

S
b01G

361100.1.p B
4

Glm01G185800.1.p B1

C
is

1g
01

81
07

m
 A

6

O
s0

4g
48

03
0.

1 
B

2

PvIa00087.1.p A1

Ta4DL FA07D8414.1 C2

M
a6P

00960 001 A
2

Thc1EG016563t1 A1

Cis1g015604m A4

A
rt

5G
43

84
0.

1 
A

6

Met6g043060.1 A5

Os01g43590.1 C1

PvEb03132.1.p A4

Viv15389001 C1

Os02g29340.1 A5

A
rt

5G
54

07
0.

1 
-

Am009.376 B5

Sb04G101400.1.p C2

Ma8P27750 001 A4

P
rp

8G
23

49
00

.1
.p

 A
6

M
et

00
20

s0
02

0.
1 

B2

Glm15G086400.1.p A4

Zm05471.4 FGP003 A4

M
et

1g
07

13
60

.1
 A

6/
A7

Ta
2B

S E
CF9B

4E
B4.

1 A
2

M
igE

00498.1.p A
8

S
b0

6G
18

28
00

.1
.p

 B
2

E
ug

C
03

43
3.

1.
p 

A
9

Ma3P27600 001 A1

G
lm

10
G

00
31

00
.1

.p
 A

6

C
is1g016091m

 A
2

C
us355680.1 B

4

Cus212820.1 A4

R
ic003565 A

2

A
rt1G

67970.1 A
8

V
iv15183001 A

9

Cap157.44 A5

R
ic000635 A

8

Eus0002872m C1

Sol02g079180.1.1 A9

Art3G24520.1 C1

Ta3B71100100CFD t1 C1

Sf003s0024.1.p A1

E
ugC

03056.1.p A
2

Ma4P30990 001 C2

Prp7G133600.1.p B1

Sol07g055710.2.1 A4

M
et5g029680.1 A1

Sm
92634 B

1

Art4G18880.1 A4

Cr387150.t1.2 A1

Ric001435 A5

Cap27.46 B5

Vc33s0073.1.p A1

Aqc039 00029.1 A4

Pr
p2

G
29

21
00

.1
.p

 B
2

E
ug

C
03

45
7.

1.
p 

A
9

Hs HSFX1

E
ug

L0
13

31
.1

.p
 A

9

Eus0013758m A3

V
iv

19
82

90
01

 B
2

Si4G180500.1.p C2

Eus
00

17
79

5m
 B

3

O
s0

7g
08

14
0.

1 
A2

S
p8G

0037600 A
2

Ta2AS 53BFA14C7.2 A3

C
us

11
71

00
.1

 A
9

Hs HSFY1

Glm01G143500.1.p B5

Z
m

2G
09

86
96

 B
2

C
us395060.1 A

2

Ta
5D

L 
6E

B17
9C

88
.1

 A
2

P
a10100585 B

1

C
is

1g
01

76
94

m
 A

6/
A

7

E
us

00
20

82
9m

 A
6

B
d4g32050.1.p B

4

Glm10G066100.1.p A3

Z
m

2G
005815 A

6/A
7

Met1g061170.3 A3

M
a9

P
00

91
0 

00
1 

B
2

Met2g100680.1 A5

Sb09G208000.1.p A4

E
us

00
06

46
3m

 A
6/

A
7

M
et

1g
10

28
60

.1
 A

6

Sol02g078340.2.1 B5

PvB
a0

37
10

.1
.p

 A
2

M
a2P21640 001 A1

Sp15G
0037500 A1

G
lm

05G
240500.1.p A

8

O
s03g12370.1 A8

P
ot

00
6G

14
82

00
.1

 A
9

Ma6P27750 001 A5

S
i4G

237900.1.p A
6/A

7

Sb0
1G

05
77

00
.1

.p
 A

2

Ta3AL 463ABD4BF.1 -

Ta
3D

L C
58

32
B67

0.
1 A

2

EugA01948.1.p -

R
ic013859 B

4

Si1G164400.1.p A5

M
ig

J0
17

47
.1

.p
 B

3

M
igM

01003.1.p -

P
ot

01
4G

02
71

00
.1

 B
4

EugC01043.1.p C1

M
a4

P
29

10
0 

00
1 

B
2

Bd3g44700.1.p A3

Viv33781001 A3

Zm2G105348 C2

S
ol

03
g0

26
02

0.
2.

1 
B

2

Si5G233300.1.p C1

T
hc

1E
G

02
07

00
t1

 A
6

C
is1g016692m

 B
4

O
s03g25120.1 B

4

Eus0025116m
 A1

Neuc 3124

Prp1G165500.1.p A5

Bd1
g5

56
30

.2
.p

 A
2

Bd2g49860.1.p A4

V
iv09477001 B

4

PotT137400.1 C1

P
a8992661 B

1

E
ug

C
03

44
0.

1.
p 

A
9

Ma6P31750 001 -

A
qc001 00047.1 A

2

Ric005526 C1

Sol12g098520.1.1 A5

Pp7720V3.1.p A1

M
a4

P
19

76
0 

00
1 

B
2

P
ot

00
2G

04
82

00
.1

 A
6

Sm93081 -

Sol09g009100.2.1 A3

Si9G531900.1.p A6

A
qc

01
7 

00
54

2.
1 

A
6

Pa5374 B1

V
iv11632001 A

8

Cap1780.1 C1

Sm
25564 -

PvB
b02269.1.p B

1

Sb0
2G

05
19

00
.1

.p
 A

2

Bd1g69407.1.p A8

O
s07g44690.1 B

4

Pot017G059600.1 A5

M
et

1g
10

07
77

.1
 B

2

S
i9G

393700.1.p B
4

Mm Hsf2

Bd1g38140.2.p C2

Ma8P27820 001 C1

Sf046s0041.1.p B
4

A
rt5

G
62

02
0.

1 
B

2

Am013.281 A5

MigM00999.1.p A4

P
ot

01
5G

14
11

00
.1

 B
2

S
b0

2G
27

11
00

.3
.p

 B
2

M
a1

P
07

88
0 

00
1 

B
2

Ta
2D

S B
68

72
CB84

.1
 A

2

C
us

20
60

00
.1

 B
2

Neuc 8448

Ta
1AL A4B5C1474.2 A6

Art4
G36990.1 B1

T
hc

1E
G

03
76

35
t1

 A
9

Glm01G233000.1.p A1

P
ot

01
2G

13
89

00
.1

 B
2

A
qc002 01276.1 A

8

T
hc1E

G
040889t1 B

4

Pp9580V3.1.p A1

Glm09G190600.1.p C1

B
d1g61620.1.p B

4

M
igN

02718.1.p B
4

S
i2G

228600.1.p B
4

Zm
2G

026742 A8

E
us0002333m

 A
2

O
s08g36700.1 B

4

Ric000750 A4

S
ol08g062960.2.1 A

2

Thc1EG029630t1 A4

Ma3P06990 001 B
4

Sp5G0066000 A1

Aspn 0478

Viv20781001 -

P
ot

01
0G

08
20

00
.1

 A
6

Am069.91 A1

O
s0

3g
58

16
0.

1 
A2

Zm2G118047 C2

S
b02G

392500.1.p B
4

Pot011G051600.1 B5

Th
c1

E
G

01
51

19
t1

 B
2

Os0
9g28354.1 B

1

M
a3P

07020 001 B
4

S
i6

G
23

61
00

.1
.p

 B
2

T
hc1E

G
033816t1 B

4

S
ol

09
g0

82
67

0.
2.

1 
A

6

E
ug

H
03

41
2.

1.
p 

A
6

Bd1g74350.2.p A6

Art5G16820.1 A1

M
a5P

07840 001 B
4

Bd2g48990.1.p C1

Cus1
02410.1 B

1

S
p0G

0042400 A
2

Thc1EG020222t1 A5

A
m

095.3 B
4

S
ol04g078770.2.1 B

4

Cis1g018495m C1

Prp3G108700.1.p A4
Cap50.58 A4

MigH02116.1.p -

Ta3B25700050CFD t1 C2

Cryn41451

Mm Hsf3

Eus0025409m A4

M
a1

P
03

91
0 

00
1 

B
2

G
lm

09
G

14
32

00
.1

.p
 B

2

Os03g63750.1 A1

C
us174120.1 A

8

Dm Hsf

Glm08G108600.1.p A5

G
lm

20
G

15
03

00
.1

.p
 A

6

Aqc034 00075.1 -

G
lm

01G
015900.1.p A1

Sol06g072750.2.1 A1

M
a5

P0
30

00
 0

01
 A

6

G
lm

13
G

10
57

00
.1

.p
 A

9

Pot003G095000.1 A1

Bd3g43710.1.p A5

A
m

036.48 A
2

B
d5

g1
86

80
.1

.p
 B

2

Z
m

2G
16

49
09

 B
2

E
ugF

02327.1.p B
4

Zm
2G

118485 A8

G
lm

04G
039600.1.p B

4

E
ugF

00215.1.p B
4

E
ug

A
02

80
4.

1.
p 

B
2

Th
c1

E
G

01
61

98
t1

 B
2

M
a2P

16660 001 A
2

P
ot008G

136800.2 A
8

Glm08G119900.1.p A4

P
rp1G

335100.1.p A
8

Sb01G496200.1.p A6

Zm06165.3 FGP007 A4

G
lm

04G
052000.1.p A

2

C
is

1g
01

12
60

m
 A

9

P
ot010G

104300.1 A
8

Ta4D
L EE941086E.1 A8

G
lm

20
G

15
68

00
.1

.p
 B

2

Eus0020648m A1

Sm37324 -

MigF00088.1.p A1

Cryn44595

G
lm

16G
091800.1.p A1

Aspn 5040

O
s0

9g
35

79
0.

1 
B

2

P
rp

1G
02

12
00

.1
.p

 A
6

Ric002275 A1

Pot011G071700.1 A4

Os0
3g06630.1 A

2

Glm17G174900.1.p B1

Thc1EG029886t1 B5

Cus378560.1 A3
Cis1g046676m A3

M
et

7g
09

56
80

.1
 A

6

P
vJ32257.1.p B

4

Sp19G0005100 A4

Glm03G191100.1.p A3

P
vJ

03
29

7.
1.

p 
B

2

Si9G095900.1.p A
2

Pp9360V3.1.p B
1

Eus0
025906m B1

Sol08g005170.2.1 A1

Aqc
01

4 
00

74
3.

1 
B3

Art1G
32330.1 A1

V
iv37333001 B

4

Pa91466 B
4

Met4g088900.1 B5

S
ol07g040680.2.1 A

9

Sb03G295900.1.p -

M
et

4g
12

60
70

.1
 A

9

Mm Hsf1

E
ug

C
03

42
4.

1.
p 

A
9

Ta3B25700030CFD t1 C2

Prp4G046000.1.p B5

G
lm

03
G

13
58

00
.1

.p
 B

3

S
i5G

207000.1.p A
6/A

7

C
us

08
42

30
.2

 A
6

Bd3g08870.1.p C2

Cis1g010166m
 A1

Zm2G059851 A3

Si9G
484800.1.p A8

EugD00627.1.p B5

Ta6BS 25E162197.1 -

PvAa02860.1.p C2

Ma4P17040 001 A1

P
a8812600 B

1

Pot007G043800.1 B1

Pa41252 A1

A
rt

1G
46

26
4.

1 
B

4

PvJ04979.1.p C1

M
a9P

15370 001 B
4

Hs HSF5

P
vIb01755.1.p B

4

E
us

00
03

36
5m

 A
6

Met8g083100.1 A5

S
ol02g072060.1.1 A

9

M
ig

D
00

35
8.

1.
p 

A
6

Si5G307400.1.p C1

A
qc004 00776.1 B

4

Ma7
P18

90
0 0

01
 B

4

Thc1EG001784t1 A4

G
lm

06
G

04
09

00
.1

.p
 B

4

P
ot

00
2G

12
48

00
.1

 B
4

PvJ
00582.1.p A

2

Os05g45410.1 A4

PvIa01908.1.p -

G
lm

20G
042000.1.p B

4

G
lm

14G
083700.1.p B

4

Cap55.150 B1

Sb01G243000.1.p A6

Art4G13980.1 A5

M
a2

P
11

88
0 

00
1 

B
2

Ta
3B

02
30

01
00

CFD t1
 A

2

Glm11G056200.1.p B1

Sf008s0027.1.p B
4

E
ug

C
03

45
2.

1.
p 

A
9 E

ugC
00664.1.p A

2

V
iv

10
59

50
01

 B
2

R
ic

00
53

97
 A

9

C
ap7.163 A

2

Hs HSFY2

G
lm

01
G

21
74

00
.1

.p
 B

2

M
a10P

25230 001 B
4

A
m

002.589 A
6

B
d4

g3
57

80
.3

.p
 B

2

B
d1g19900.1.p B

4
Zm

16247.3 FG
P

001 B
4

Zm
2G

12
59

69
 A

2

Sol12g007070.1.1 C1

Art5G03720.1 A3

P
a9434330 B

1

Cus139730.1 A4

G
lm

03
G

15
73

00
.1

.p
 A

6

A
m

06
9.

41
 B

2

Hs HSF2

E
ug

C
03

44
9.

1.
p 

A
9

Pa10293408 A1

V
iv

03
11

80
01

 A
6

Cus047180.1 A4

MigM00209.1.p A4

E
us

00
12

03
3m

 B
4

Ric000454 A3

Ta
5B

L 
8D

23
D

FA
4A

.1
 A

2

Sol03g006000.2.1 A4

M
a4P

10060 001 B
4

M
ig

F0
03

57
.1

.p
 B

2

R
ic

01
11

56
 B

2

So
l1

0g
07

93
80

.1
.1

 B
3

Glm05G162300.1.p A4

R
ic

01
42

82
 B

2

Ric0
00

28
7 

B3

S
p0

G
01

74
90

0 
B

2

Sol02g090820.2.1 B1

G
lm

17G
227600.1.p A

2

Cis1g026263m -

Os0
3g5

3340.1 A
2

M
a1

P2
72

00
 0

01
 -

Pp9250V3.1.p B
1

Ta6AS 1537629B3.1 A5

Ce Hsf

Thc1E
G

011279t1 A
8

Ric000802 A1

Eug
A02

33
8.

1.
p 

B3

S
b03G

194400.1.p A
6/A

7

Cus
16

42
90

.1
 B

3

PvJ
04

15
1.

1.
p 

A2

Zm2G179802 A5

Sf004s0025.1.p B
4

PvAb01320.1.p A3

Thc1EG022446t1 A3

Zm2G086880 C1

S
i2G

407800.1.p B
4

Ta4DL 9A51D1EB2.2 C2

Art5G45710.1 A4

Eus0013428m A1

MigL01754.1.p A3

PvAa01928.1.p A3

Cryn45332

Pot014G141400.1 A4

Glm05G151800.1.p A5

Si2G
05

20
00

.1
.p

 A
2

Viv02066001 B5

Ta3B29100010CFD t1 A4

Aqc009 00974.1 A3

Z
m

2G
30

14
85

 B
2

Ma8P28330 001 A5

PvCa01519.1.p A4

Ta
5B

L 
F

C
B

16
25

F
3.

1 
B

2

Met6g086805.1 C1

Zm2G118453 A4

G
lm

16
G

19
62

00
.1

.p
 B

2

Os01g54550.1 A4

A
m

073.4 B
4

O
s06g36930.1 A

6/A
7

Met2g017890.1 A4

Cus
33

81
80

.1
 B

3

Os01g53220.1 C1

P
ot

00
5G

21
48

00
.1

 A
6

Ma3P31860 001 C1

PvEb01618.1.p C1

M
p48162 -

Aspn 4056

Pp4270V3.1.p B
1

Cus256700.1 A5

Bd3g26920.4.p A6

Pa12808 -

PvJ
15979.1.p A6

Ma3P15740 001 C1

C
ap

52
.1

16
 A

6

Sol03g097120.2.1 A1

B
d2g41530.1.p A

6/A
7

Ta2B
S

 3B
77D

C
6C

3.1 B
4

S
ol11g064990.1.1 B

4

Hs HSF4

G
lm

08G
047400.1.p A

8

Sol02g072000.2.1 A4

Sb03G226800.1.p C1

Ma4P04500 001 A1

Art4G17750.1 A1

E
ug

C
03

45
6.

1.
p 

A
9

Art4G18870.1 -
Sf067s0105.1.p A1

Sacc HsfL2

Sf032s0107.1.p A1

Ta3B21000010CFD t1 C1

Pot004G062300.1 A4

S
ol09g059520.2.1 A

8

MigH01491.1.p B5

Thc
1E

G
02

45
65

t1
 B

3

Zm2G384339 A1

M
et

5g
01

06
80

.1
 B

2

PvIb00928.1.p A8

Sb04G163200.1.p A3

Pot
00

6G
04

92
00

.1
 B

3

Bd
1g

05
55

0.
1.

p 
A2

Sp17G0001000 A1

G
lm

02G
278400.1.p B

4

S
ol

09
g0

65
66

0.
2.

1 
A

6

Met4g077970.1 A1

Met2g100670.1 A5

E
ug

C
03

43
5.

1.
p 

A
9

A
qc020 00446.1 A

2

Cis1g017908m A1

Prp4G068100.1.p A4

M
p48763 -

P
ot001G

273700.1 B
4

Hs HSFX2

V
iv35385001 A

2

Schp HsfL

Ta2BS 1484A7516.1 A3
Ta

5A
L 

16
AD

8D
EEC

.1
 A

2

R
ic

00
19

55
 A

6

Os06g35960.1 C2

E
ugJ00680.1.p B

4

Cap90.16 A1

S
b0

7G
18

03
00

.1
.p

 B
2

Glm13G151200.1.p A3

A
rt

3G
22

83
0.

1 
A

6 O
s01g39020.1 A

6/A
7

O
l8561 -

Tree scale: 1

A
3

C
2

C
1

A6

A2

A7

A6
A9 A2

A7

A8

A1

A
4

A
5

B
5

B1

B3

B2
B4


