Supplementary table 3: Digital DDH (dDDH) values calculated for all Thermus species against each other using Genome to Genome Distance Calculator (ggdc.dsmz.de)
The dDDH values among T. thermophilus group are marked with blue. The dDDH values of T. parvatiensis with the closely related T. thermophilus group
are marked with pink, all below the DDH cutoff (70%).

T. sp.
T. T. CCB_U T. T. T. T.

T. antranikiancaliditerr S3_UF T. T. T. scotoduct amyloliqu brockianu tengchong T.

igniterrae ii ae 1 filiformis islandicus oshimai us efaciens s ensis aquaticus
T. igniterrae 100 26.7 275 286 21.8 25.8 24.6 25.8 27.2 26.9 27 26.8
T. antranikianii 26.7 100 272 251 20.5 23.3 22.7 58.9 32.1 24.6 35.6 23.9
T. caliditerrae 27.5 27.2 100 27.1 21.2 24.5 23.6 27.5 30.1 25.4 41.2 25.1
T.sp. CCB_US3_UF1 28.6 25.1 27.1 100 21.6 25.1 24.4 25.3 26.8 26.5 26.4 25.9
T. filiformis 21.8 20.5 212 216 100 21.6 21.9 20.6 21.3 214 22.1

1
T. islandicus 25.8 23.3 245 251
T. oshimai 24.6 22.7 236 244
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T. scotoductus 25.8 58.9 27.5 24.6 36.3 24.3

24.4 23.9 : 25.5 34.4 25.5
25.1 24 . 255 100 25.3 25.5
24 23.5 34.4 25.3 100 24.9
28.2 25.6 25.5 25.5 24.9 100

. amyloliquefaciens 27.2 32.1 30.1
. brockianus 26.9 24.6 254 265 21.4
. tengchongensis 27 35.6 412 264
. aguaticus 26.8 23.9 251 259
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