
Supplementary figure 5. Heatmap showing the copy number of GH families (trcn, 
log2 scale) across the time series. Only families showing a significant (corrected p-val ≤ 
0.01) correlation with chlorophyll A are shown. Families are ordered by their 
correlation index, positive (bottom) to negative (top). 

 

GH81
GH92

GH128
GH37

GH130
GH125

GH30_1
GH149

GH17
GH13_31
GH13_19

GH86
GH13_16

GH120
GH3

GH43_2
GH113

GH13_7
GH13_18

GH43_1
GH18

GH13_3
GH30_4

GH0
GH10

GH5_46
GH26

GH13_9
GH31

GH146
GH148

GH43_10
GH5

GH5_5
GH147

GH43_19
GH53

GH30_3
GH39
GH47
GH55
GH15

GH43_18
GH1

GH5_2
GH108

GH88
GH13_11

GH8
GH13_36
GH43_34

GH105
GH106

GH51
GH24
GH28

GH101
GH25
GH63
GH95
GH74
GH99

GH43_4

0 5 10 15

Dates

Fa
m

ily

Log2(trcn) −10 −5 0 Correlation neg pos

Corrected p−val (FDR) <= 0.01
Evolution of GH copy−number in Bacteroidetes


