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	Gene
	Nucleotide composition
	A+T (%)
	AT skew
	GC skew

	
	A (%)
	C (%)
	G (%)
	T (%)
	
	
	

	ATP6
	33.2
	18.3
	9.3
	39.2
	72.4
	-0.083
	-0.326

	ATP8
	40.3
	20.1
	3.1
	36.5
	76.8
	0.049
	-0.733

	COB
	31.3
	20.0
	12.8
	35.9
	67.2
	-0.068
	-0.220

	COI
	29.7
	19.1
	16.0
	35.2
	64.9
	-0.085
	-0.088

	COII
	31.9
	20.6
	13.0
	34.5
	66.4
	-0.039
	-0.226

	COIII
	30.2
	21.1
	13.1
	35.7
	65.9
	-0.083
	-0.234

	ND1
	24.3
	8.6
	20.0
	47.1
	71.4
	-0.319
	0.399

	ND2
	35.2
	16.1
	8.9
	39.8
	75.0
	-0.061
	-0.288

	ND3
	34.7
	19.5
	11.9
	33.9
	68.6
	0.012
	-0.242

	ND4
	22.8
	9.3
	19.5
	48.3
	71.1
	-0.359
	0.354

	ND4L
	23.4
	9.6
	19.5
	47.5
	70.9
	-0.340
	0.340

	ND5
	25.0
	9.7
	19.1
	46.2
	71.2
	-0.298
	0.326

	ND6
	37.9
	15.9
	7.7
	38.5
	76.4
	-0.008
	-0.347

	srRNA
	33.6
	8.8
	17.5
	40.0
	73.6
	-0.087
	0.331

	lrRNA
	34.5
	8.1
	16.4
	41.0
	75.5
	-0.086
	0.339

	All PCGs
	29.2
	15.2
	14.9
	40.6
	69.8
	-0.163
	-0.010




