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Reporting standards for MRS 

 

# Summary following minimum reporting standards in MRS generated in Osprey See Lin et al. ‘Minimum Reporting Standards for in vivo
Magnetic Resonance Spectroscopy (MRSinMRS): Experts’ consensus recommendations. NMR in Biomedicine. 2021;e4484.
doi.org/10.1002/nbm.4448

1. Hardware

a. Field strength [T] 3 T

b. Manufacturer GE

c. Model (software version if available) MR750 (DV 26)

d. RF coils: nuclei (transmit/receive), number of channels, type, body
part

1H, 32 channel head coil

e. Additional hardware -

2. Acquisition

a. Pulse sequence PRESS

b. Volume of interest (VOI) locations Anterior cingulate cortex (ACC), alternating between left and right for
every other patient

c. Nominal VOI size [mm ] 20 x 20 x 20 mm

d. Repetition time (TR), echo time (TE) [ms] TR 1500 ms, TE 35 ms

e. Total number of averages per spectrum
i. Number of averaged spectra per subspectrum

128 total averages with 8 averages per subspectrum

f. Additional sequence parameters (spectral width in Hz, number of
spectral points)

F1: 5000 Hz, 4096 points

g. Water suppression method CHESS

h. Shimming method, reference peak, and threshold of acceptance of
shim chosen

Automated 3D B 0 field mapping

i. Trigger or motion correction None

3. Data analysis methods and outputs

a. Analysis software Osprey 2.4.0

b. Processing steps deviating from Osprey None

c. Output measure tCr, rawWaterScaled, CSFWaterScaled, TissCorrWaterScaled

d. Quantification references and assumptions, fitting model
assumptions

Basis set list:
AscAsp,Cr,CrCH2,GABA,GPC,GSH,Gln,Glu,mI,
Lac,NAA,NAAG,PCh,PCr,PE,sI,Tau,MM09,
MM12,MM14,MM17,MM20,Lip09,Lip13,Lip20,tNAA,Glx,
tCho,tCr
Fitting method: Osprey basline knot spacing 0.40 ppm

4. Data quality

a. SNR (Cr), linewidth (Cr) [Hz] SNR: 48 +- 7, linewidth 5.72 +- 1.08 Hz (for patients n=31) SNR: 49 +-
6, linewidth 5.46 +- 0.67 Hz(for healthy controls n=19)

b. Data exclusion criteria Visual inspection

c. Quality measures of postporcessing model fitting (Mean Relative
Amplitude Residual)

2.86% (patients) 2.91% (healthy controls)

d. Mean spectrum created with OspreyOverview (patients, healthy
controls)

3 3



 
Figure 1 Mean spectrum for patients. 

 
Figure 2 Mean spectrum for healthy controls. 

Osprey 2.4.0
Descriptive Information

Sequence: ; Number of subjects: 98   1; Number of Groups: 1
Distribution: Group 1 with 98 subjects;                    
                                                           

0.511.522.533.54
Frequency (ppm)

mean data  SD & mean model: metab A
6.7%

0

0

Osprey 2.4.0
Descriptive Information

Sequence: ; Number of subjects: 66   1; Number of Groups: 1
Distribution: Group 1 with 66 subjects;                    
                                                           

0.511.522.533.54
Frequency (ppm)

mean data  SD & mean model: metab A
5.6%
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Statistical models and output  
Overview of variables and abbreviations  

Variable name/abbreviation Meaning  
Kjønn Sex 
Alder_ved_start Age at start  
Antall_stoet Number of ECTs  
MADRS_0 MADRS score at baseline  
MADRS_avsluttet MADRS score at timepoint 3  
EMQ_før_samlescore  EMQ score at baseline 
EMQ_etter_samlescore EMQ score at timepoint 3  

 
Metabolites at different timepoints are indicated with .timepoint i.e.: tNAA.3 is tNAA-level at 
timepoint 3.   



 
Linear mixed effects models  
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Linear models 
tNAA and MADRS  
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