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Supplementary Figure S2. Frequency of antimicrobial resistance (AMR) gene classified into AMR gene
families in all contigs assembled with plasmidSPAdes assembler, contigs matched to the plasmid database,
contigs matched to chromosomes, and contigs without homologs (no match). AMR genes with frequency

<1% were merged into the “Other” group. k, total number of AMR genes across contigs.



