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Supplementary Figure S2. Frequency of antimicrobial resistance (AMR) gene classified into AMR gene 
families in all contigs assembled with plasmidSPAdes assembler, contigs matched to the plasmid database, 
contigs matched to chromosomes, and contigs without homologs (no match). AMR genes with frequency 
<1% were merged into the “Other” group. k, total number of AMR genes across contigs.
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AMR Gene Family
Other
ADC beta−lactamase without carbapenemase activity
ADC ß−lactamases pending classification for carbapenemase activity
ATP−binding cassette (ABC) antibiotic efflux pump
Undecaprenyl pyrophosphate related proteins
ABC/MFS/RND antibiotic efflux pump
EC ß−lactamase
Pmr phosphoethanolamine transferase
Fosfomycin thiol transferase
Small multidrug resistance (SMR) antibiotic efflux pump
CMY ß−lactamase
KPC ß−lactamase
Quinolone resistance protein (qnr)
General Bacterial Porin; RND antibiotic efflux pump
Rifampin ADP−ribosyltransferase (Arr)
NDM ß−lactamase
Bleomycin resistant protein
OXA ß−lactamase
Erm 23S ribosomal RNA methyltransferase
Aminoglycoside N(3)−acetyltransferase
Chloramphenicol acetyltransferase (CAT)
Aminoglycoside 6'−N−acetyl transferase type Ib−cr
Aminoglycoside phosphotransferase APH(3'')
Aminoglycoside 6−phosphotransferase APH(6)
TEM ß−lactamase
CTX−M ß−lactamase
Macrolide phosphotransferase (MPH)
Resistance−nodulation−cell division (RND) antibiotic efflux pump
Aminoglycoside 3''-acetyltransferase
Trimethoprim resistant dihydrofolate reductase dfr
Sulfonamide resistance
Major facilitator superfamily antibiotic efflux pump


