A_011036505.1_EthFoc-81
GA_011034515. 1 EtdFoc-256
GCA011036115.1_EthFoc-41
SE e GCA 011033995.1_EtdFoc-2
GCA 011035015.1_EtdFoc-86
CA_011035235.1 EthFoc-135
%%A 011036475.1"EthFoc-83

A_011034225.1"EtdFoc-223
A_011034565.1_EtdFoc-259
0GCA_ 011033885.1 EtdFoc-219
GCA011033375.1 EtdFoc-158
GCA 011034675.1 EtdFoc-39
CA 011035265.T EthFoc-130
A 011035245.1 EthFoc-131
A—011035375.1 EthFoc-120
A_011035345.1_EthFoc-125
CA_011035485.T EthFoc-118
e GCA 011034635.1 EtdFoc-48
GCA 011034815.1 EtdFoc-7
$&CA_01T033535.1 EtdFoc-160
éCA 011036125.1"EthFoc-40

97

A"011033895.1"EtdFoc-216
§5CA_011034775,1_EtdFoc-8
GCA 011033555.1_EtdFoc-16
GEA 0110362051 EthFoc-7
GCA 011032615.1_EtdFoc-49
GCA_0110335051_EtdFoc-102
CA 011036455.1_EthFoc-84
CA_011036065.1" EthFoc-48
GCA_0110346251_EtdFoc-46
! e GCA_011036305.1_EthFoc-49
(5CA 0110349251 EtdFoc-87
GCA 0110371351 EtdFoc-81
(5CA_011034935.1 EtdFoc-88
GCA 011035075.1 EthFoc-102
CA_011035495.1 EthFoc-113
oCA 0114212751 EtdFoc-3

GCA 011035255.1 EthFoc-136
GCA 0110343751 EtdFoc-250
% A _001702745.1 Fon002 niveum
A_001702845.1"Fon037_niveum
CA 011035745.1 EthFoc-2
A 011036055.1 "EthFoc-44
GCA 011033955.1 EtdFoc-204
97 A _009298275.1 VPRI11235
GCA 009298145.1 RBG6406
965CA 009298515.1 VPRI13039
GCA 009299175.1 VPRI42889
97@ GCA"002894245.1"TS5870
—e GCA011035455.1”" EthFoc-119
CA—011033475.1 EtdFoc-13
A—011034485.1"EtdFoc-258
A"011033835.1 EtdFoc-22
GCA 011032885.1 EtdFoc-1
GCA_011034135.1_EtdFoc-233
1p8—o5 ® GCA 011033575.1 EtdFoc-113
100 ® GCA 011034275.1 EtdFoc-213
966CA 011036075.1 EthFoc-43
GCA011035615.1 EthFoc-16
GCA _011034785.T EtdFoc-72
® GCA 011036425.1_EthFoc-88
BLA 011034125.1 EtdFoc-234
GCA 011034105.1" EtdFoc-236
—o GCA 011034395.1 EtdFoc-248 _
99 ggA 001702555.1 Foc021 cucumerinum
A"001702615.1"Foc030_cucumerinum
GCA~001702545.1 Foc018 cucumerinum
v GCA 0110365451 EthFoc-78
A 011036795.1 EtdFoc-6
1 GCA 011034645.1 EtdFoc-5
GCA 011032855.1 EtdFoc-10
CA 0110369451 EthFoc-34
JGCA 011036705.1 EthFoc-35

® GCA_011034945.1_EtdFoc-92

GCA 011035415.1" EthFoc-12
GCA 011033985.1 "EtdFoc-203 .
94 A_020976025.1"D-Oleon-8_melonis
A_020976165.1 R12-13 melonis .
GCA020975875.1 NRRL-26174 _melonis
A 000260235.2 54005 raphani
GCA 01915727571 Tf1262 raphani
BFLA_011035955.1_EthFoc-3
¢ GCA 011035135.1 EthFoc-10
39 GCA 011421285.1 ETdFoc-85
GCA~011034075.1_ EtdFoc-243
CA 020976085.1 Tai3_melonis
CA—001703305.1 FomD10_melonis
6CA—020976075.1 Taip2a_melonis
GCA_020976235.1Khafl melonis
A_020976175.1"Nasrl_melonis
A_020976245.1"11-1 melonis
! CA—001703265.1_Fom0D09 melonis
GCA001703295.1 Fom011 melonis
_&@CA 009298075.1T° RBG6499
GCA 009298175.1 RBG6494
A GCA 011033765.1 EtdFoc-19
59® GCA _011035035.1_EthFoc-101
100 ® GCA 011036575.1 EthFoc-DSP12
® GCA 011034875.1 EtdFoc-52
A 011036385.1 EthFoc-95
9$5CA 011037795.T EthFoc-56
9655CA 011035065.1 EthFoc-106
CA 011036875.1 EthFoc-13
A_011035625.1T EthFoc-148
GCA 011033455.1 EtdFoc-136
CA_011034805.1 EtdFoc-79
A"011035835.1 EthFoc-25
GCA _011034445.T EtdFoc-245
CA 011036595.1 EthFoc-99
CA"011036135.1 EthFoc-4
GCA~011033815.1 EtdFoc-183
GCA 0110372025.1 EtdFoc-198
%A 013423225.1 F329 lini .
i CA_013423255.1 F287_lini
9 le 166 CA 013423235.1 F324 Tini
BCA 013423265.1 F282 Tini
6CA _019670985.1 525 lini
A 012026625.1 39 lini
99 A"013423245.1"39 ini .
BCA 000260075.2 " HDV247 pisi
%K_016166225.I_F79_fragar!ae
A_016166245.1 F74 fragariae

[3——— GCA 011033805.1_EtdFoc-185
—o GCA 011034195.1 EtdFoc-229 _
CA 020975975.1 NRRL-22521 melonis
CA—020976445.1"Kavar-22_melonis
A"020976355.1710390 mielonis
GCA 0017032551 Fom0D6_ melonis
CA_(001703365.1 FomQ16_melonis
CA_001703215.1_Fom004_melonis
BCAT001703335.1_Fom013_melonis
GCA_020976435.1 P13 melonis
6CA020976455.1 " KT2a_melonis
CA—020976255.1_FomGol melonis
CA—020976145.1 NYFom62_ melonis,
@gA_020976275.1_Busherh-2§_melon|s
A_020976485.1"1-17 melonis _
GCA”020976035.1 Fom0125 melonis
CA”020976375.1 50798 melonis
CA”001703345.1 Fom0OI2 melonis
8CA 020976115.1 Seif3a_melonis
GCA—001703205.2_Fom005_melonis
% A"020976195.1 Mah9a_ melonis

® GCA_011034415.1_EtdFoc-247

O
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A—020975985.1"TST_meélonis
CA_020976525.T Pathtah melonis
&CA 020976345.1 660A-17_melonis
GCA020976365.1"Yazd2 melonis
CA_009298615.1 VPRI41778
oGCA 0092986451 VPRI41836
GCA 0T4324955.1 Fol7
0%&A_014324585.1_F049
A 014324755.1 F068
GCA"014324625.1 Fo48
A 009297425.1 RBG6416
GCA 009297755.1 RBG6421
91GCA 009297995.1 RBG6423
GCA 009298825.1 VPRI19293
GCA009299005.1"VPRI42190
GCA_016163985.1 N-16999
]%gSCA 011036235.1 EthFoc-61
CA 011035055.1 EthFoc-11
o GCA 011036275.T" EthFoc-52
9 GCA 011034475.1T EtdFoc-30
GCA 011034155.1 EfdFoc-23
—o GCA 011036855.1 EthFoc-126
@_011035385.‘1_EthF0c-129
A 011035335.1 EthFoc-127
GCA 011036765.1 EtdFoc-47
GCA 0171035435.1 EthFoc-124
é;CA 00370939571 MOD1-FUNGI10
CA003705045.1 MOD1-FUNGI11
1€0

10

o

106CA 0126108351 NRRL-25420 vasinfectum
GCA U19721175.1 T50515-1_niveum
—57® GCA 009602505.1 TF1 vasinfectum
CA 001702715.1 FonO019 niveum
A 001702795.1 Fon015 "niveum
GCA 019593455.T 110407-3-1-1 niveum
GCA 00960254571 LA3B vasinfectum
GCA 003705035.1 MOD1-FUNGI16
GCA 1009298205.1 RBG7064
GCA 003704975.1 MOD1-FUNGI9
A_014324645.1" Fo46
A_014324935.1 Fol8
GCA014325065.1 Fol6
GCA 009298435.1 RBG7070
GCA 009299045.1 VPRI42180
—o GCA009298405.1 VPRI10358
o8 GCA_011421305.1 EtdFoc-220
5 ® GCA 011033715.1 EtdFoc-193
CA 011034265.1 EtdFoc-221
1deCA_011036395.1 EthFoc-90
1

6 GCA 017033745.1 EtdFoc-190
GCA 0114213351 EtdFoc-206

GCA 011421375.1 EtdFoc-189
A 011035965.1 EthFoc-36
7GCA 011035045.T EthFoc-111
o&A 011421355.1 EtdFoc-191
GCA 011035855.1 EthFoc-27
GCA 011421365.1 EtdFoc-192
GCA 002234085.1 J-71 melongenae
GCA 011034845.1" EtdFoc-61 |

CA 00151903571 1 conglutinans.
(SCA 018894095.1 Congl- conglutinans

CA_000222805. 1 _Fo05176_ conglutinans
RS WCA 0141549551 Fo5176_conglutinans
BCA000260215.2754008 conglutinans
B6CA_002711385.1758385 conglutinans
L GCA 011035355.1 EthFoc-122

A 011036925.1 EthFoc-30

® GCA 014324985.1 Fol4d

A 009298235.1 RBG6454
8 BCAT0092975551 RBG6397
— % GCA 011036835.1 EtdFoc-94
GCA 0110334851 EtdFoc-109"

CA_009298925.1 VPRI42339

€A 009299155.1 " VPRI43193
100CA _009298685.T VPRI32442
168CA_009299235.1 VPRI42327
100 09298065.1_RBG6475

| GCA 0
GEA 0002076951 REGO431]
. éo A009297725.1 RBG6425

GCA 009297935.1 RBG6433
A_002234185.1 01-03008 lagenariae
A—016164105.1 MAFF744009 fragariae

168CA 1002233875.1 ‘La% .
GCA 002234165.1 03-05118 lagenariae

9 A 013347505.1 Fus322 spinaciae

A"013347515.1 Fus057_spinaciae
(66€A"013347525.1 Fus059_spinaciae
BCA015228045.1 MF34 Spinaciae
GCA™013347345.1"Fus254 spinaciae

0§3CA~016166335.1_BRIP62106a_fragariae

CA"016163975.1 N-17203 fragariae .
(6€CA016166325.1 BRIP62122a fragariae
o#0GCA 016166365.1 BRIP53855a_fragariae

GCA 016164055.1 N-16818

7 GCA 009297885.1 RBG6417

0doCA 009297835.1 RBG6418

BECA 009297735.1 RBG6422
GCA009297825.1 RBG6419
BCA—009297945.1 RBG6450
BCA009297785.1 " RBG6420
0GGCA 009298335.1 VPRI10403 )

GCA 0161664151 160609 fragariae

0CA 009602635.1 89-1A vasinfectum
0 GCA 000260175.2 25433 vasinfectum
GCA 016165945.1 GL1804 mori

A 016166135.1 GL1268 fragariae
A_016166095.1 GL1315 fragariae _
A_016163905.1 Nasushiobaral fragariae
92 A_016164135.1" MAFF712071 fragariae
@gA 016165865.1"MAFF305558 fragariae
;
99
9

® GCA 012610825.1 NRRL-25434 vasinfectum

A_016165915.1 MAFF305557_fragariae
GCA016167825.1- 80701 fragariae .
@ A_016166285.T BRIP63546a_fragariae
A_016166385.1" BRIP5168a_fragariae
GCA (009298985.1 VPRI42198
%CA_013347495.1_Fusl73_sp|na0|ae
€£A_015228055.1 MF15 Spinaciae
A"013347635.1 FusOQ1 spinaciae
A_013347535.1 Fus167_spinaciae
1| og A_015227905.1 MF42 spinaciae
1 % CA~009298125.1 "RBG644
CA 019054625.1518-30
o GCA 016163925.T N-18842 =
BCA 002234015.1 Ft-1512 nicotianae
BCA 014324425.1 Fo69
8 GCA 0190547951 S18-40
GCA 009298455.1 VPRI17796
ggA_OI4843555.1_274.AC api
9 A—014843565.1 NRRL38295 apii.
(6€CA_014843445.1”GL306_coriandrii
3GCA014843415.13-2 coriandrii
—o GCA009298495.1"VPRI16963 )
Ai CA 1020975995.1 "ATCC-32669 _melonis

1 100

CA~020976425.17 NYFom3 melonis
BCA020975805.1 ICMP-8357 melonis,
[ 106CA020975915.1 " NRRL-26172_melonis

s GCA_020976505.1"18L_melonis™
@ A 016166025.1_GLTI702
A"016165995.1"GL1703
GCA 016165925.1 " GL1704 ,
CA 016170095.2 GL1381 fragariae
€A 016166195.1 " GL1059 fragariae
CA”016163875.1_ NRF0806_fragariae
A_016166065.1_GL1517 fragariae
A_016166105.1_ GL1270 fragariae
2GCA”016163845.1 NRF0903_fragariae
GCA 016859205.1 FoPvol
CA 009298305.1 VPRI11762
GCA 009299095.1 VPRI42119
A_009298935.1 VPRI42760
A_009298655.1 VPRI42109 )
GCA 016164145.1 MAFF727510 fragariae
(g A_002233795.1 90NF2-1 momordicae
od5CA 002233865.1 " NRRL26413 momordicae
GCA 0209758251 JCM-9289 melonis
%gA_016166395.1 160618 fragariae
0 CA016163805.1 " SK1 fragariae
GCA“017979615.T MR4003_sesami
s GCA 016164075.1 "N-10226 _
GCA 009602615.1 LAL1E_vasinfectum
CA 001702865.1 Fon021 "niveum
CA”014602815.1"R1 niveum
%CA 001702505.1"Fon005 niveum

&

CA—001702775.1"Fon013 niveum
CA"001702805.1"Fon020_niveum
A_019721165.1 150319 niveum
A—019721145.1"140508B_niveum
BCA 014602775.1"R2 niveum
CA—001702785.1_Fon010_ niveum
CA"014602795.1 " R3 niveum
CA019593505.1_150524 niveum
GCA—019593445.1150523 niveum
A 009297465.1 RBG6400
GCA 009297575.1 RBG6396
1| 100® GCA_009297495.1 RBG6398 _
_f @ A 1001702575.1 Foc015 cucumerinum
A"001702635.1 Foc037_cucumerinum
CA 016163965.T N-18462 fragariae
CA016165935.1 " GL945 fragariae
6&CA_016166345.1 BRIP62109a_fragariae
CA_016170085.2_GL1080 fragariae
CAT016166175.1_GL1150 fragariae
CA”016166215.1 Fus08-78_fragariae
81® GCA 016166085.1_GL1385 fragariae
CA 020976095.1 T61-1 melonis
A—001702655.1 Foc035 cucumerinum
GCA~020975845.1 JCM-9288_melonis
Nt 100 GCA 009298955.1"VPRI42252
G GCA 009297855.1 RBG6324.
EEA_016163825.1_NRF0995b fragariae
A_016163855.1 NRF0833 fragariae
GCA 012610815.1NRRL-31665 “vasinfectum
16CA016164085.1 "N-10010
CA~016166045.1"GL1551
GCA009298945.1 VPRI42253
GCA (016166015.1 GL1552
CA—009299195.1" VPRI42888
€A 016163995.1 N-16893 .
GCAT002234115.1_Fol39 lilii,
8%A_Dl3347375.1_1:u5259‘_ spinaciae
A_013347365.1 Fus191 spinaciae
GCA001702515.17 Foc001_ cucumerinum
E A 013347385.1 Fus250 Spinaciae
A—013347595.1 Fus017 spinaciae
,:GCA_013347355.1 Fus187_spinaciae
A 014324575.1 'Fo53
CA_014324595.1 Fo052
® GCA 019055395.1_S17-8
BtA 014324745.1 Fora
GCA 009298245.1 RBG6503
$CA 009297715.1 RBG6448
100 ® GCA_009297405.T RBG5783 .
000 GCA 017654635.1 BO1 physali
GCA 900096695.1 'V64-T
GCA~014857105.1_ 44 koae
— Loo GCA 014324895.1 FoZ5
10 g A 0022338551 Fol-167_|uffae
065CA—002234105.1" Fol-114"|uffae
GCA_002234135.1"Lag

—o GCA 000350345.1 race-1 cubense
GCA (019671095.1 456 _lini
A 019671045.1 476 lini
6BCA019671085.1 483 lini
l GCA 020744455.1 "MPI-SDFR-AT-0094
o GCA 0092984751 RBG6505
e GCA 017654645.1 A72_physali
A 0143244551 Fo63
A_003615115.1 Fo Al13
® GCA0D19054655.1 S17-14
— GCA 011033875.1 EfdFoc-218
GCA 005930515.T 160527 cubense
CA 00929738571 RBG5714
A 014325235.1 Fo3
—e GCA_002233915.1_G14_gladioli
GCA014325205.1 Fo5

CA 0T4324495.1 Fo58
CA~014324505.1"Fo57 o
CA”001703135.17 Fol075 Igcopersml
CA"009299335.1 VPRI32289
CA"003615185.1 Fo PG = |
CA~002233785.T Ft-Rob nicotianae
CA™001702995.1"Fol016 lycopersici
gA_015345895.1:F0I010 o
A_001703065.1" Fol072_lycopersici

g A" 014324435.1 Fo75

3

—1| 100

® GCA 016801315.1 Focpepl_capsici

A—002234045.1° 10913 nicotianae
oGCA002234055.1 " FON-1"_nicotianae
CA 017654655.1T B04 physali
A—016906485.1”MAPS_physali
GCA017654665.1 B117 physali
GCA 000259975.2 "MN25 _lycopersici

T50® GCA_009299255.1 VPRI43194
GCA 009297915.1 RBG6462
%CA_000271705.2_F0217
€A _013085055.1 Fo47
GCA~014324445.1 Fo47 . .
A _000260155.3 26381 radicis-lycopersici
N A"014324765.1 059
GCA 014325315.1 Fol
s GCA 001703125.1"FOMN14
@ A 004292535.1” ISS-F4
9 A_004291455.1ISS-F3
GCA 019843925.T NRRL-43631
o GCA_009298675.T_VPRI41920
GCA 013363075.1 NRRL-39464
GCA 009299125.1 VPRI42117
GCA 009298395.T VPRI10351

(g A 009299115.1 VPRI42118
@o_‘ éC009298545.1_VPRI12300
G

A 009298195.1 RBG6480
CA 009298285.1 VPRI10605
I @ A 002233775.1 Na5 narcissi
A004141715.1 N139 narcissi
CA 009298035.1 RBG6464
A 009297925.1 RBG6444
GCA—009298045.1"RBG6466
0GCA 015345885.1 Fol001
GCA 009298465.1" VPRI17577
CA U16166205.1 G2-4
GCA 009299295.1 VPRI43195
GCA 009297985.1 RBG6429
A 020976715.1 TOT
A_020976725.1 2Ma4-5 o
GCA 001703035.1 Fol069 _lycopersici
CA 003615075.1 FoC A23 cepae
&£A_003615085.1 FoC FusZ cepae
0dGCA_003615095.1 FOC_ 125 "cepae
GCA 009298915.1 VPRI42882 .
.i A 001702645.1 Forc031 radicis-cucumerinum
8

— 100

A—001702725.1 Forc024 radicis-cucumerinum
GCA™001702695.2 Forc016_radicis-cucumerinum
GCA 002233895.1 ‘GZ_Fandloh

0

100 GTA 0143246751 F035
100 ﬂ:?ho GCA 014324805.T Fo29

GCA 014324905.1_F020
0 GCA“003615155.1"Fo A28
[‘ t06—® GCA 0036151651 Fo CB3

GCA 000733055.2 UASWS-AC1
GCA 1014324555.1 Fo54
CA 020976685.1 nhonpath5
A 020976335.1 nonpath2
A_002233805.1 Tu67_tulipae
A_020796175.1 Stocks4 matthiolae
0GCA009755825.1 " PHW726 matthiolae
1%% 0129225951 Foa-133 albedinis
CA 012610785.T NRRL-25432 vasinfectum
| 00— GCA 014843455.1 207.A apii
—o GCA 002233935.1 Tu58 tulipae . .
g%A__001702955.1‘_FOIOI8_chopersgc;
A_001703025.1 Fol029 lycopersici
§sCA001702945.1"Fol014 I]}/coi)erswl
JoCA 009298875.1 VPRIT168 o
GCA 000149955.2 4287_lycopersici
%CA_OOl?UZS?S.1_Fo|00‘4_|ycopers_|01
CA001703085.1 Fol073 lycopersici
GCA 00397772571 race-3" lycopersici
CA_001703015.1 Fol038 lycopersici
g@A‘OOQZQSBOS.l "VPRI32264

-1 100

A_009298505.1_VPRI16234 o
A—001702905.1 Fol007 lycopersici
1%CA_001703355.1_Fo|002_|ycopers_|c_|
CA—001703105.1"Fol074 lycopersici
GCA_001702935.1 Fol026”lycopersici
GCA 000260495.2 26406 “melonis
A 002233955.1 KOD888_ physali
A"002233995.1"KOD886 physali
GCA~002233985.1 " KOD887 physali
ggA_OOISUZSZIBS.l VEG-01C2
1o A_003025205.1"VEG-01C1
6GCA_009746015.T” MRL8996
o0 GCA™001931975.271MV-00293
o———® GCA 009299075.1 VPRI42176
I_@- GCA_000271745.2_NRRL-32931
GCA 014325125.1 Fo9
A 014324775.1 Fo4l
od>CA 0143248651 Fo026
1000 GCA (014324835.1 F028 _
o6 ® GCA 009602625.1 14-004 vasinfectum
— o GCA 009298085.1 RBG6477 .
@%A 002234195.1 G76 gladioli
A 014324795.1 Fo39 "
GCA 1019670925.1 482 lini
o3CA 014324665.1 Fo45™
GCA 014325185.1T Fo7
GCA 009298315.1 VPRI10408
GCA U14324715.1 Fo44
GCA 009297675.1 RBG5833
100 GCA 009297655.1 RBG5836
A 014325015.1 F0l13
oCA _009298855.T VPRI16235
BCA 009299135.1 VPRI41884
190 GCA 019054755.1 S18-25
A 009298845.1 VPRI31638
— 100 A—009298295.1" VPRI10405
E CA 01103621571 EthFoc-75
10

100

- 100

A 011036045.1 EthFoc-42
GCA 011034915.T EtdFoc-55
+oe—e GCA_009298555.1 VPRI11409
——e GCA (011035755.1 EthFoc-21

o GCA 011035555.1 EthFoc-144

—E1&3tA_011035505.1_EthFoc_-11_6
GCA™001757345.1"38-1 ciceris

o GCA 0T4337855.1 Fo24

GCA_009597635.1 RBG6301

GCA 009297625.1 RBGB309

GCA_ 0T4325035.1 Fo12

GCA 014325135.1 Fo8

GCA 009297485, 1 RBG6313

. GCA 014325215.1 F06
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